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ESTs 
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220 


422426 
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ESTs 


1.52 


222 


414372 
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1.51 


260 


427247 


AW5042Z? 


Hs,174103 
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1.50 


167 


433043 
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1.49 


3.12 


405B21 


X57809 


HS.B997 
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1.49 


178 
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ESTs 


1.49 
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NM.002118 


HS.11G2 
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1.49 


1.47 


435304 


H10709 
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ESTs 


1.4B 
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ESTs 
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Hs.101277 


ESTs 


XM 


252 


425345 


AU077297 


Hs.l55a94 


pio^ntyioslna phosphatafie, non-reoept 
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ESTs 


140 


262 


419BB6 


AA251562 


HS.14616B 


ESTs,WeddysimjlartoAFl1B0231 SH3d 


140 


168 


443951 


F13272 




l9nlUn,llgmpolypepirde 

major hlstocnnpallbillfy coinplaXt class 


1.40 


164 


414875 


H42679 


H&77522 


140 


142 


412471 


1463193 


H8.73S46 


endolheM eel gnwih factor t (platet 


1.40 


134 


428782 


X1283Q 


H^isaiao 


Inteileukin 6 receptor 


1.40 


230 


400680 






KIil.014207:Honios3ptBn& COS antigen {p5S- 


139 


193 


42B289 


M26301 


H6.22S3 


tiomplefnBnC component 2 


139 


139 


441410 


AA932689 
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174 


426437 


BE078537 


hZs.1 69895 


lAtqutOn-conJugaling engine E21. 8 
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134 
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435106 


AA100B47 
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H8.74583 


KIAAD275 gene product 


1.28 
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Hs,14601 
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1.28 


1.38 


422536 


Hs.1iai10 


bone mentNt etromafl cell anRgen 2 


1.28 


136 


43582Z 


T95594 


H6.1B7435 


ESTs 


1^7 
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455B63 


AA9073D5 


Hs,36475 


ESTs 
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127 


1.52 


413497 


BE177661 
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1.27 
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441635 


AB03&432 


Hs.184 
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1.27 
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418371 


M13560 


HsJ42g6 


CD74 ant^ (Invadant pdypqitkle ol at 


1.26 


127 


434747 


AA83706d 




ESTs 


1.26 


160 


425320 


U29344 


H5^190 


fatly acid synthase 


1.25 


135 


452363 
434644 


A1582743 


Ka.94953 
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1.25 


141 


H9BD71 


K&4055 


chromosome 21 open reading Uam 50 


125 
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404854 
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1.25 
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421D71 
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H8.104476 
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1^4 
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431779 


AW971178 


KS.26B571 


apcl^opioldn C-l 


1.24 


139 


41604? 


BE439894 


Hs.78991 


DMA segment, numerous copies, expressed 


123 


ZOQ 


4Q6B26 


AW516005 


Hs.84298 


CD74 anligBn {invsriant pdyp^da of m 


1.23 


1^ 


42GB36 


N41720 


HS.172B84 


vesicJe-associateiJ membrane protein B (a 


1.22 


124 


415661 


AFO57307 


Hs.78575 


prosaposth (yananl Gaucher diaaaEe and 


1.22 


116 


406824 


AW515961 


HS.6429B 


CD74 antXgen (Invariant polypeplide of m 


1J22 


117 


420679 


X571S2 


HS.9985S 


fibiiilarin 


1.22 
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443071 


Am80021 


Ks.8988 


complement component 1> q subcompoiient. 


122 
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418D9D 


U57059 


H5.83429 
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121 
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1.21 
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406825 


A1982529 


Hs.B42g8 
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Hs,170121 


protein tyi^lne phosphatase, receptor I 
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H3.44095 
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118 
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A11478Q1 


Hs,2132B9 


lotf density lipo(role]ii receptor (famlli 


117 
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444342 


NML014398 


H6.1Q887 


similar to lysosom&^ssoclaAfid membrane 


116 


143 


40G906 


225424 
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116 


115 


451S5B 


NM_O01Q89 


Hs.26630 


ATP-binding cassette, sub-ftmity A (ABC1 


1.16 


138 


432805 


X34B3a 


Hs.3107 


CD97anUgen 


1.16 


122 


427383 


KM_005411 


Hs.177582 


surfactant pulmonary-sssoclalsd pioteki 


116 


141 


438086 


AA336619 


Hs^3B23 


nudB8rrec»p(arstjbfBTij|y 1, group 1, m 


116 


136 


443623 


AA345610 


Hs.9641 
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Hs^6472 
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115 
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Hs.6101 
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T47364 
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1.21 


406782 
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U\ 
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452547 
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He74120 
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Hs.914 
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1.22 


430280 
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Hs.237aGB 
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441384 
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H8.26ad6D 
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1.09 


^J21 


4246U 


X5446G 
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serine (or cysteine) proteinase Inhibito 


1i)9 
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419200 


AW966405 
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H5.79356 
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lOB 
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40942B 


M33680 


Hs.54457 


C061 antigen {target of snUprallfBrallv 


107 
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447023 


AA356754 


Ha.17109 


Integral men&rBne protein 2A 


107 
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421481 


AW391972 


Ks.1D4eS6 


K1AA1324 protein 


107 


156 


408868 


AA505445 


H5,300697 


Immunoglobutln Iteavy constant gamma 3 (G 


107 


1J23 


412819 


T25B29 


Hi24D4B 


FK506 binding protein precuisor 
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1.45 


418253 


AA215539 


Hs.2a3843 


Homo sapens cDNA aJ1l606 lis, CtOne HE 


105 


124 


431243 


U46455 


HS.2&2189 


syndecan 4 (amph'g^ycan, ryudocan) 


105 


117 


446133 


AA723157 


Hb.737e9 


folato receptor 1(aduI0 


104 
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407112 


AAD70B01 


Hs31615 
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4380B9 


W05391 




nudear receptor subfaniny 1, group 1 m 


103 


BLOO 


429615 


AF258627 


Hs,211562 


ATP-blndIng cassette, 8ub<My A {ABG1 


101 


125 


406722 


H27498 


Hs.293441 


Hbmo sapiens SNC73 pnatein (8NC7^ mt^NA^ 


100 


lie 


438091 


AW373062 




nuclear reoeptior subFamily 1, group 1, m 


0.99 


12.64 


407018 


049869 




NM_D18955:Homo eaplane tAlquHin B (UBB) 


0.99 


1.07 


412896 


AW804157 


Hs^B026 


major bletocompalitiirt^ compleic. dass 


0.98 


1.57 


435S23 


T62840 


H5.110Q0 


membrane-spanning 4-domQlns, subfamily A 


0.97 


1w40 


426530 


U2457B 


H8.278625 


oomplemantoomponent4A 


0.96 


128 


456808 


NIULD0102B 


Ks.156597 


D oaraponent of complement {adHpsIn} 


095 


1.29 


407241 


M34S16 




^b^uman omega light chsin pntoln 14.1 


0^ 


1.11 


425371 


D4S441 


Hs.165981 


0.92 


1.45 


431369 


BE18445S 


Hs^1754 


seoeiiDiy lenkKMSyfs protease liAibitor { 
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Pksy: Unique Eo6 probeset IdenUfier number 
CAT number. Gene duster number 
Accesston: Genbank accession numbets 



Pkey CAT Number Aooesslon 

4110B9 5597_6 BI009306 61009893 BF922023 BF922gOS BF922913 BF922096 eF057733 BE701791 AA456464 AA579B76 BF933710 AAD91294 BKX}729t 

AWg05577AW975Gg3AA713730AW836781 AAfi66364AA551lO6BF594605AKffl2382A195560BAI679S95AI67g3B6BF435555AASD6368 
AA551351 AA5e5B22AA56516aBFB06e55AA5B4SS1 N8fi077 AAfi0t031 AAfi3318BAA514764AA454S62AA55l297AA536ia9Bt0093B9 
AWa67606 BE81 5442 61=739974 BIQ09310 BP925422 BF933709 BF922034 BF925465 BIQ0S6B0 

452194 90339J AIG94413 AW994700 AI912946 N7354d AI082035 AW271652 W241B9 W24182 AI7l97t8 AA02465B AWSIOISD AWai53g4T79755 AASQ8D43 

AI709339 

410910 1063929.1 AWaiOl9BAWaiQ555AW310507AWBl0204AW8l0619AW810534 

412394 1174618J AVV9477g4AW947793AVV347802AW94779BAVV947792AVVga4l90AVV964166 AW 

AWS64180 AW9B4194 AW964202 AW9S4190 
413682 152703aj BE155943 BE157375 BEl5e965BE156949BE1 56956 

441320 56976^5 A]346734At37797t BG193341 BG548378AA92B353At768724BG215700AA449370BI462157BI060283 80677506 AA316B02BG719160 

408544 6B3^J AW293825 AW2353gi 

413454 1515217_1 BE141291 BE14130& 68141288 BE1412a3 BH141162BEU1168 BE141290 BE141161 BEt41165 

444404 16136J 80013183 AW40865B NhtOQ2119 M31525 ^26039 BTM56399 BF7323B1 BM152457 AW407685 BM193161 AW407776 B1819141 AA702254 

BF655074BI761232 
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444346 
4242B1 
423901 
4149S1 
411673 

452203 



4790BJ4 
892055 \ 
8B738Cl 
17B5136_1 
10gE744J 

2630 1 



458332 
431594 
414372 
469644 
400269 

430015 



113S685 1 

1236764_1 

^842t1J 

66238^1 

2728J 

7ia_2 



436063 5ffi3J AK0DD02BAM34483 Ai29e674 AA720773 AV761S29 AI8M670 A!936202AW29423d D61652BFB811B4 AV7113B4N27154 A1926S70AV734970 

N400g4 mm AASMIAJ AA512890 BG436593 
A1147931 AI142274 A119a553 
AA338252AA338213 
AW962691 AA333005AA3322SS 
076831 Cl789dD78863 

BF33073D BF350539 BE153665 BE065062 BE064S50 BE084863 BF330763 BE153620 BE064737 BE1^79 BE064fi51 AW856751 AW86G622 
BE064691 BE153674BE1S3e98BE054730BE153S36 

BC0140B1 MKU»05d3 X57522 121208 121207 L21206 L21205 L21204 AI5S1404 AL54a423 AL56d492 AL556d62 A1541576 AL550654 61823519 
B)77O023 AL554969 BI489905 AI304G93 AW295947 BM1 46642 XS7521 9G820143 BEBSeSSO F0677a F12630 BM4236ia A156151B BM0D9470 - 
B67429B1 AA279685 AA847441 AA313737 &F172639 BF897216 BF914190 BFS03647 S70277 AI569694 AW0732gB AI361433 AA564644 
AA487429 BE858232 AAa3B610 W5391 14 AI71&375 At829129 BG057675 A1423422 AU1 58860 BE3CI0e55 AW170777 AA5B6S56 AlSTl 8B9 » 
AIS56B50 AL57B404 AL582BO0 BI266544 BF342301 BGB75S94 AA054458 AAa53161 A1B40434 BEB16522 AL577W6 AI47S65G AW1 50377 " 
AU15439S AW95i27l A)032220 A1819778 A134G733 AW77ti50 AWS12525 AI249S04 AA279Q09 AI352549 AW512517 BQ056260 AA521222 
BE271141 AL5B1932AL54l575BJ819t84 AV660190AIS56475 AI620020 AW0898aB AW079179 Z21518 AA6B760J F04651 AI7B3961 T57198 
AI433367 T78652 AL554966 AA365648 AL562619 BE874601 BFB04669 AL574458 BW145502 A1266S14 AJ538823 AI475626 AA948210 AA884054 
AA4a7637 AA031B44 AA53S221 AW7S4256 AW361447 BE7aB505 A16B2892 AA&a09B9 AA8&2356 AA6530a4 BMOOQIMAAI 35727 H06927 
H23433 R42244 N79997 AW366665 AW3G6601 AA678742 AL556474 M135770 BE774080 BF91420O HBB457 AAGZ7746 BI560216 BI7535B6 
AJ000341 AI766341 AW873274 

AIS23999 AAg70060 AA50B176 AW9725B5 AI873427 AW9723B9 
B!Q934S2 AW97DS65 BG116285 AA56g075 AA492132 AW75314D AAZ1377D AA143654 
W03900 AW197203 AW753300 

X65D1B BC022318 NMJ)03019 aE465060 AI732255 BF446634 AI820677 A1002217 Al9244Bfl BJB21373 BI77O406 BIS23937 BiB20265 81489632 
B646291 1 AA6177a3 AJa(I7697 AW205576 194427 AA4B7101 T94S13 BI819407 B1822450 BlB206la 81824619 60542824 86637062 
60117171 BC012195 NM„0O7126 AF100752 AL137377 Z70756 BM474865 BG754805 AU12437B BG7S7203 BG764420 BG77502B BG8Z441B 
BM045B10 AU1203B7 BG770238 BG686740 96913323 61759980 BG395S9B BM04a875 BEBB1070 BE3136&9 BE879144 BM309834 AW245B47 
A1770171 BFigaaei BEB5a897AA463B76A1375g27AA6488iaAA946193AA490916A1459B93A]45S1fi8Ai24C408Al19ia43A1131029AW7^ 
AI36519SAW3379Q4AVVD26150flC46659ieE674599AIB1B43BAA772197A1651327AW15m3BI198 

BE732715 raM}4320D BE900263 B0DO7O6BE731O97 BE390D23 BGB753B4 BFgig640B BFOBBSSO BM476542 AW24S215 6ES01897 BEStSSIO 
BESBlSdO BE560537 BE903782 BE732947 BI227204 66761305 BE2G2642 BE391848 BE382475 BG00Q256 Bt547991 SI4S9D99 BE391391 
BE259420 BE29B1Q9 AW245422 AI423847 A1914818 K8Q534 BE301C04 AL531791 A14355B1 BF793112 AL5773Q3 AA3732B5 BE746965 BF743&30 
BE879296 AI35S493 BM01&59B Al6a9260 AWD7245D F2Q201 AW151 405 AW517572 AA773468 BG259594 BE391 1 63 BG621 529 AI421728 
B6767231 BM4029S3 66340524 WS2B48AA113434BE7B543t BID419B1 BG832385B6253l6BB675947DBFa69329BF861332BE259418 
BE765738BI091658 N72512VlfiB732 W85d90 66958969 Af205206K1 9721 W170S1 W77958 B1262D10AA8443igW74143W72214N85194 
BE734033 BG164099 AA931069 Ft3545 R41394 AKD2575a 86180977 BE349455AAflmi8 AA740241 AI027722AI150358 AAaBS395 AW977627 
BE22Q225 AAa84082AW518114 AI243644 AA8D9493AA48l02g AAB25718A1347B86 AI431670AAB14436 AI251109 R07704AA7656G6AA724593 
A19183a9Al537550AA491103AWQDaia8R077D3AA989120AA74623SAVV02a883AA789102AUia5751AW1485A^ 
AW612086 BE077936 B1860B09 BE0OZ760 66746251 BeB62912 BM454884 AL134894 BFKM082 HBOSOI 
AI334106R635B3AI02B079AI140Q9QAl911625A»90637F34ai5T69g59N40935W5?76&AA8M747AA^^ 
AA026061 W52662Wl53S2W79B7OWd5384TB4263AAD021S5RB2052BE825493BE825S20 
l5iaO(KL1 BE17766t H06215 BE144709 BE144829 
117643.1 AW97B537 A1033S82AA837065AA745261 AA648395 
0 0 AA430373 AAg6B77l 

^.1 BFD36043 AW190446 BG194731 AW662036 AI44SQ21 BE937550 AVraiB972 AW393t32 AA8346BS BF112068 AV721632 H16423 A1270t67 

At657345 AA937302 AW816444 BE929780 BG49867B BF155010 91S96271 6159981 1 BE161728 AW578737 AW7S3711 AWT^TOf? AW3ai918 
B(a066D6 AW028637 AVy994240 BF8873S2 BF79DIJ73 AW381624 AV7Z7105 BF439618 AA443174 AlOlflOOB M42B50 AW573242 A141725B 
AA4634a3 AI876131 A116717D AAB36627 AA443828 AWSg2922 AA235t29 AA730278 AW439062 AW474332 BI043239 AW474342 BG708553 
AW362423 BF09002B 6E627256 R16550 R3a478 R3947g Rg4388 66640916 BM314745 AA2510B7 054231 D55274 BF0B5B05 E>3158S AW966405 
AWg94425 DQ1879 BEDe3545 AW901 107 AA3B3529 B1021 552 R5B420 N39976 AA573281 H82595 AA23495S BE093S39 AW367006 BF35B697 
BF3G631B AAfi63B56 BE702099 BF03S969 A)2873a4 A12B7232 BE34B320 AAfiZl574 AAB61212 BF083343 8F063341 AV745131 053074 
AW954476 AWg54472 AA37683a AV724531 D53063 014928 AA0932d7 AA062B3B 66483558 6E940O9O AA76S954 T70171 BE93B775 BE940057 
D53502 AW373300 AL11B798 BM12a728 AA183411 AW444709 AW952455Aie87612 BF431B46 61496876 AI264159 BM12B481 A1624657 
AI688301 Aig69467 AA8616a5 AA251695 AA62CT61 AAB72DgO A1B267gDAA3283e6BEB27416 RTSgSI D56918 R6B1228E827384AL1 18797 
AI1B4164AA164411 BI495332BB858l13AYe63BGDH00660TGd649AW7BC3B9C146G76E934gg5BIOl8652R92B01 AA164410 HQQ752 
AW373305 AW373299 AWS^SO? 

438089 2244Bj4 BM4TC666 ^44917 AW7707a9AW952971 N64863BM263259A]224545AI184G8GK6gi14AW51B902At4401G9AA809472AV85444O 

AA2B1S42 AU18S230 AW337382 AtB72923 M5371 13 N73682 T83378 H63731 6F671764 AVV697824 
Hgi240 R6054SN417D1 

436Q91 22448J AK0548GOAV652193 AV652192AV65213&AVG52127AV6S2194 BE935919AV652017AV651995 AV65154aAV646063AVB5ig85AV646t64 

AV646179 AVtf8B0409 AA345Q02 BF15518S BE06B931 X56197 AL6a3014 AW953629 BM263546 6E5S0772 AA7010B4 AI661352 AA35BGB9 
AW93aB41 BF43B147W05391 H7S313 BF32&ia5AV646335AV651569AV646340AV65t992 AV6463B4AV645364AV687497BF1S5183 
AV646370 AW797876 AI9QGB21 X56196 BE833835 AAfi28440 BE833808 BF224205 AA7Dgl26 BEB73B07 AIS238e6 AA947932 M276125 A11B572Q 
AVU51069B AA987230 BE46770B AW89862B AW89B54i A1146964 AW043642 A12B6245 All 86932 AI635262 AI139455 At2gB739 AtB13854 
A102476B BEGg944S BE6g9444 Al7078ai7 D52654 AI21451B AIG04723 AlBSOOBS AWDar7420 AI565133 AA645671 AW89a622 BF110144 AW5132B0 
A106112fi BF362770 AI28B939 Ai435818 BF47531B AI024767 BE174213 AA7575ga AA513019 AAS02959 AI86Q794 A1334784 eF10B411 
BM310532 AW513771 A]gS1391 A)337671 BF0956B6 BFD95801 BFa9546B AWB9Q091 BF095753 AW243400 AWa38607 AWagBBIG BF3K762 
AI9222D4AWB9B625BE699466 BE174196 AW102B23 D52715 6E699456 052477 DS5017 6F955933 6G623563 AVG46254 AA463522 6IQ03244 
AI299190W401B68E174210BP939091 BF434180AW579001 T65Bfi2H01811 T52522 BP946037 BF955938 D54679 053933 RB7100 BG92S55Z 
BF9090S6 R83430 229922785791 WD3942 H632B9 AIQ91537 BF086SB3 AAa45570 H4Ba7D HB072DTB3523 6)039825 BtQ97700 R00353 
BF1S5184 N98343 N79072 H01612T555B1 



443951 MH17fiq_18 



41349T 
434747 
406782 
419200 



TABLE 36C: 



Pkey: Unique number conosponding tosnEos probeset 

Ref: Sequerca oouroe. The 7 digik nnnbais fn 1Kb oolumn sra Gsnbank IdanHisr (6^ numbers. "Dunham, el sL' ibIsts to Ihe puUtcafion entlttod "The DNA eequenos of 

human diramnfiome 22* Dunham, et al. 1199a Walure 402:48^5. 
Strand: Indlcales DrM strand fiom which asm mre predlded. 
NLposHion: IndcalnnticleolidBpasilninrfpiBdi^ 



Pkey 
402550 
403244 
405452 



RbT 

76520Q9 



Stramt 
Minus 
Phis 

765863B Minus 



BO413-80S73 

176792^178144 

93876^4275 



502 



wo 03/042661 
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401447 


8574299 


Minus 


66053-65283 


405097 


ro72599 


Plus 


17119M71360 


400712 


B11B&74 


Plus 


360B7'3626B 


403478 


9958259 


Plus 


I1645a-1l6564 


406827 


7109593 


Plus 


10279-10972 


406075 


7770S06 


Minas 


12468D-1 25321 


406267 


7529342 


Mnus 


2570-2731 


402240 


7690131 


P1U5 


104382-t04527|1 06136-106372 


404611 


3702428 


Plus 


26424-26998.26654-26967 


4035&g 


B101229 


Plus 


6<330 


4O40Ba 


9S5B257 


Plus 


184131-184295 


401897 


8569218 


Plus 


604-767 


405453 


7656675 


Minus 


83710-83980 


402516 


9798099 


Mnus 


195342-195511 


40S266 


7528342 


Mini^ 


2365-2516 


404890 


9800109 


Mnus 


G0[I37'€0 144,62675-63081 


403533 


8076674 


Plus 


162922-16365B 


406303 


6575668 


Plus 


173622-173786 


404240 


5002624 


fyUrvus 


116132-116407,110653-116^ 


404056 


3548785 


Plus 


75643-76960,77146-78263 


402736 


9212044 


Minus 


68676^7010 


4D5545 


1054740 


PUIS 


1 10677.1 18807,1 19091-119296^121626-12162 


405+41 


740B124 


Phis 


100952-101283 


400660 


8116752 


Plus 


11834S-1 16684,120720.121013 


404277 


183445B 


Minus 


91685-91946 


404654 


7143420 


Plus 


142I60-14S37 



TABLE 36A: About 52 genes upregulated In noihspecffic intereODal pneumonitis latativB |o hypeisena'tivlly pneumoidtfs or Tdiop^hlo pulmonary fibiosls 

Pkey: Unique Eos probeset Idenliner number 

ExAccn: Exemplar Accession nunAer, GoiibsnK aooessfbn number 

UnigeoslDL Unigena nunrbar 

Unlgene Tllle: Ufiigene gene iHle 

R1: 901h pocenTlId of NSIP Als dvtded by 90(h percentile of HP Als« where tho minvnum vbIus for Ihe niMnerator and denominBlar was sat to 50. 

R2 90th peicenVIe of MSIP Als dhrfded 901b perc«nOle of IPF Als. where Kie iranimum value Eor Ibe numer^ and denominator was set to 50. 



Pkey 


ExAccn 


UnigenelD 


UnigeneTaie 


R1 


R2 


435140 


AAfi66123 


H3.134170 


ESTa 


Z76 


276 


429504 


Xg9133 


H$.20423a 


lipocaGin 2 (cxvoogene 24p3) (Nt3AL) 


257 


lun 


436375 


AI733610 




E6Ts 


255 


265 


420613 


X51501 


Hs^9949 


prailadli^^nduced protein 


2.55 


135 


425071 


MM-0139B9 H5.154424 


flelodlnase. ndothyromna, fype tl 


2JS2 


0.73 


421296 


NhCQ02666 Ks.103253 


peril^'n 


2^ 


246 


419290 


AI12ai14 


Hs.112885 


sptaal cor(Merived growth (ador^ 


2J(Z 


1.79 


40B882 


H12084 


H5.31110 


ESTs. Weakly 8lndarb>MAG&B4 pisapia 


ZA2 


1.77 


437318 


AW3S2939 


HS.12Q721 


EST3 


Z36 


161 


421623 


N4D650 


HB.28625 


ESTs 


2^ 


asE 


412228 


AW5D3785 


Hs,73792 


oompjement component {Sd/Epstan Qan- vi 


2.28 


a89 


430S36 


A1809163 


HS.99D8 


nitrogen fixation cluster-tike 


225 


280 


414009 


R67516 




ESTs 


219 


186 


446619 


AU076643 


H8.313 


secreted phosphoprolein 1 (oeteoponfln. 


Z19 


0.33 


430599 


AW969647 


H&2927ie 


ESTs. Vfed(V^1ltf to RET^UMAN RETIN 


2.18 


1^4 


413722 


BE247354 


Hs.16400 


ESTs, Week^dmllarfD KIAA1435 praWn 


2.14 


iJSS 


433674 


AW204429 


t^155033 


ESTs 


Z13 


1.72 


429609 


AFD02246 


Hs.210a63 


cell adhesion molecute vftAi homology to 


2.12 


0.91 


414290 


AI568B01 


H8.7t721 


ESTs 


2.11 


0.81 


451678 


AA374181 


Ha.26799 


DKFZF%64D0764 protein 


111 


1.01 


40678S 


AA588061 




9b:nk1Q(ms1 Na_CGAP^Co2 Homo sapiens 


^10 


161 


449046 


Z45051 


Hs,22920 


sinnllar to S68401 {catUe} glucose indue 


2.0B 


ass 


444173 


W35132 


Hs^442 


ESTs 


2.06 


113 


430223 


NIUU)02S14 


Hs.235935 


ne^rDblosloma overexpressed gene 


ZQ5 


a80 


451099 


R52795 


H8J!S954 


interleuMn 13 receptor, alpha 2 


204 


a79 


439134 


AAB30699 




ESTs 


104 


1.89 


418512 


AW48e974 




dlacyl^ycardlcEiase. ze!B{104KD) 


202 


2.02 


457311 


AI497611 


HB.172ra3 


Homo sapiens chromosotne 19. BAC 41195 (C 


200 


1.45 


402274 






C:^9000498*:gll4567179igb|AAD23607.1|AC0O 


1.86 


2.24 


453222 


AA033929 


H&19156 


CST» 


1.77 


200 


447261 


NM-006691 


M5.17917 


MtbaoeHutarlDTik diomsia-contdBiIng 1 


1,73 


202 


427297 


AW292593 


H&3349D7 


Komo sapiens, ctone MGC517333, mRNA. com 


1.69 


169 


406714 


AI219304 


Ks>2669G9 


hemoglobin, gannma G 


162 


2.47 


416333 


Wg2113 




gb2h48eOlJl SoaresJat^iver^iilGeiu 


159 


2.04 


404090 






Target Exon 


146 


203 


444445 


AA342329 


Hs.1 15920 


Homo sapiens cONA: FLJ22816 fls. done K 


1.39 


206 


414386 


X0O442 


HSJ5990 


liapto^In 


109 


14* 


439372 


AF088033 


Hs.159225 


ESTs 


105 


213 


432606 


NlgL002104 


K3.3066 


granzyme K (serine protease, granzyme 3; 
EETa 


101 


2.08 


412472 


AW97539a 


HS.293B36 


1.Q0 


2.26 


432894 


AWt6766B 


Hb.279772 


bra'nspedflopnrteln 


0.97 


119 


422060 


R20893 


Hs.325823 


ESTSr Modeidlely similv to ALUS_HUMAN A 


0.96 


205 


416971 


R346CT 


Hs.8065a 


uncoupling piotein 2 (rnHndiondrial, pio 


0,95 


lOB 



503 



wo 03/042661 
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424310 


AA33864a 


HS.5Q334 


tB6tBs dBvetopment-iel^ed NY0-8P22 


0.93 


1.47 


422109 


S73265 


Hs.1473 


gaslrin-rdassvig pepQde 


0.92 


3wQ5 


420440 


NMJ)02407 Hs.97644 


mdfnniaglofain 2 


0.9t 


2.11 


416196 


A1745S49 


HSJ26549 


K1AA1705 protean 


0.90 


2.25 


41B707 


U97602 


HsJ7497 


bubrropihilln, si&fiamlV 3, membBr A2 


aB9 


1,11 


419231 


AL04B294 


H5.13G245 


ESTs. WaaMr similar to T172Z7 hypothsO 


0,65 


1.74 


44660B 


rl75217 


H5,257646 


ESTs 


0.82 


2.10 


41891 B 


XD7871 


Hs.89476 


CD2 anfigen (pSQ}. sheep red blood cell 


0.73 


1.32 


41261D 


xgogoB 


Hs.74126 


fatty acM binding prote^ 6, Ibsl (gas 


0.70 


1.76 



TABLE 36B: 



Pkey: Unique Eos probeset Menyfler number 
CAT number Gene dusts- number 
Accession: Genbank aco5s»on numbeis 

Pkey CAT Number Aooesston 

435375 130QZD_1 A)733B10AI049389 AAB78769 
414009 43B978J BE221268 R675?5 AV7a06B2 R67616 
406785 Q_0 AA588061 
439134 25B1476 1 AA830599 AA9706S9 AAB838Q2 

416512 1222SJ BM046773 AA224297 T3378ST06951 T09274 T08592 T30936 AA3S0g05 

41B333 73060.1 AF264624 AW668816 AV731446 R933S3 AASB45SD AV7ffl72a BF802814 BF434359 AA077092 81027317 AA1 99612 AW62g027 AASaiGIB A!124782 
AA7fi5604 AA055698 AA677404 AA055366 AAa89402 AA765530 BE50312B BE487W AW138g64 VVB1697 AISBTB^ 
F13631 BF055573 AW26B271 AWDB6477gF577ea9ALj601BS9AW5D2f1&AW502624 AA574169BI020104 



TABLE aeCr 

Ptey: UnCque number corresponding la an Eo8 probeset 

Rsf: SeqoancQ source. Tire 7 iSgH numbers in thlE column ere Ganbank Idenffier <GI) numbers. 'Durihain* et al.* refeiB to the puUfcation entitled The DNA seqiisnoa of 
human chromosorae 22' Dunham, et d. (1999) Wature 402:489495. 

8tran± Indicates DNA strand lirom vAAch exons were predicted. 

NLposHlon: IndlcateBnudeoVdepoGlBbrB of predicted exona. 

Pkey Her Sbaid NLpositkm 

402274 2935596 Plus 5804-6527 

404090 9967460 Minus 100815-100966 



TABLE 37Ai About 206 genes downregutated bi king flbrods idaUve b nomial king 

Pkey: lAiique Eos prabesalidenliEBr number 

ExAcciu Exemplar Accession nuihber, Genbank Bocession Fuimber 

UnlgenelD: Unlgene number 

Unlgans Tifb:UnlgenB gene SUb 

R1 : SOlh percenfile of nomial lung Als dWided by the median of IPF Als» where U» minimum v^lue Ibr the nunnnaCar and deqcminator vi » sel to 50. 



Pkay 


ExAccn 


UnigsnalD 


UnlgeneTktlB 


R1 


454229 


AW957744 


Hs5784e9 


lacrimal piolna fkih protein 


11^7 


432128 


AA127221 


H&.2S6502 


ESTs 


9.85 


42121B 


NMJK}0499 


Hs.72912 


cytochrome P450, eubfamily 1 (aromaSe e 


7.69 


453310 


X7GG97 


H3.553 


soKite earner family 6 (neumtransmnUB 


7.32 


420956 


AA309431 


Hs.66 


intarifluHrai 1 yeoe|^r-{ike 1 


7.13 


402608 






Homo sapiens defenstn. alpha 1, inyetokt- 


6.67 


405714 


A)219304 


Hs^6959 


hemoglobin, gamma G 


5.40 


406673 


M34990 


H&.1da253 


ma^r histDcompaiIU% complex, class 


5.22 


416539 


Y07909 


Hs.79363 


epHheliat membrajie protein 1 


5u04 


418021 


M15BB1 


Hs.1137 


uicmodiiin (urotrucoU, Tamni4ioisf8llgly 


4.77 


409385 


AA071267 




gb:zni61gD1.r1 GlntegBnsfibiQbtast^ 


4.74 


450B47 


NMJM31K 


HS25550 


stanniocalcln 1 


4^ 


404518 






CD83 antfgen (acBvated B ^hocyles^K 


4.36 


413951 


AWD5120D 


Hs.75640 


natriuretic pep^e preoireor A 


4.32 


407570 


Z19002 


Ks.37096 


zinc finger poldn 145 (KnippeC^he, e 


4.25 


456525 


AW46B397 


K6.10QO0O 


&100 calldum-Undlfig protein A8 (callgran 


423 


429509 


AW61442D 


H5,204354 


ras homotog gene tamify. member B 


4.14 


445769 


AI74H71 


Hs^666 


ESTs 


4.10 


414002 


N1AJ)06732 


H&7587B 


FBJ murine osteosaeooma viral oncogene b 


4.05 


42S571 


AI007292 


Ns.158306 


ephrin^ 


a92 


4231 6B 


R34385 


H6.12494Q 


GTP-Wm&ig pratein 


a.8D 


401234 






nitogen-activated protein Kinase B inter 


3.78 


402181 






Target Exon 


a77 


403479 






NM.007064:Han!O sapiens aetihQftbiBanins 


3.68 


435424 


AW003883 


Hs.37a96 


Homo aapiens cDNA FLi13510 lis, done PL 


3.68 


402911 






NM-021 ISa'ilomo sapiens pralein Unasa d 


3.G6 


442195 


NhL00l430 




endolhdiBl PAS domain protein 1 


3.65 


400089 






EbsConhd 


3.60 



504 



wo 03/042661 



PCT/US02/36810 



413946 005145 H&.75636 myosin I^Bht chain 2a a66 

438564 AA3815S3 (^198253 major histDcon^iaUbjlity complex, dass 3.S4 

413956 Aa2l351 Hs.193l33 ESTs.WeaWyshiaartoALU7_HUMAMALUS 3.54 

431319 AA873350 H5.302232 ESTs 3^ 

3 4342S2 AF12438a Hs.306551 Homo sapTanslMAGEConsortiuin 10639832. 3u46 

401540 NhL1Xn675cH[imo5apfens|)ni[nyfitoqy[ic)Bti 3.46 

426477 AA379464 Hs.l54073 gb:EST923B6SlQh1iinn- (Homo sapiens cD 3.43 

40232B Target Ewn 3.42 

^_ 401590 Tar^elExon 3.42 

lU 403645 NM-024513':Homosap!en3FYVEandooited- 3^ 

403376 TergatExon SlSB 

447966 AA340eD5 Hs.l05887 ESTs.WeaWyslmllartoRomotagoffslZ 3.35 

417695 aE241624 H&.82401 C069 antigen (peO.ea^T-cellactivati 3.26 

413719 BE439580 H&.7S4^8 small NuclUecylpWne subfamily A (Cy 3.27 

Id 401126 r^ML006856*:Homa5apensaa]vatIi^ trans 3.27 

408243 Y0D7fl7 Hs.B24 inffiffeuTdn 8 3.23 

412429 AV650262 Hs.757€5 GR02 oncogene 3.22 

426420 BE3B3aOB H&322430 NDRGfainlr.vnanibB'4 3.21 

44S33B K73444 H9.394 adienoniBduirn 3.19 

20 401904 Target Exon 3.16 

401919 KM.012446nHorzio ^aptsns »gnsl Ironsduce 3.14 

406443 ENSP0D0Q0236574-:Hypolhet)Cal 21J kDa p 3.14 

458232 BE217872 Hs.279537 ESTs 3.12 

406016 TagetExon ai2 

ZD 450912 AW939251 H&.25847 v-fosF8J murine osteosaioaniavrraJonoo 3.11 

451831 NMjD01674 Hs4G0 acfWaOngiranscilpllon factor 3 3.08 

450562 AW13G4GB K9.202t99 ESTs 3.07 

405S38 TargelExon 104 

4S1D29 AA8S2097 HS.25B29 ras-ralated pPDtflin 102 

30 421201 AW241940 H5,10250Q hypolhs^cal pratgm Fy2048l 108 

439839 AAa89354 ESTs 2.98 

439B91 AL389940 KS.10996B ESTs 2.95 

418935 T28499 HB.894e5 cattwnbanhydr^lV 2.95 

418853 Hs.a9296 GOfcision repair cros&<:oniplemenlifig rode 2.95 

35 429113 023235 Hs.1963B4 piostag|!aiidiiv^dop6n»ddd&y7)tf)aGB2{p Z94 

410326 AI368909 H&47G50 ESTs 2.88 

407244 M10014 fttufnogen, gamniB polypeplkfe 2.85 

458721 A129g05D Ha.143B35 gfaqn34d12jd KajCGMUJuSHoniOGapleiB 2.84 

416212 R40290 Hs.124685 ESTs 2.84 

40 425866 AA431S01 Hs.98754 ESTs. Vtfe8ldy«iinHvk)A2gB61 aetin gam 283 

43reOB A1204354 Ha.121347 EST& 2.82 

437990 A1688579 Hs.121784 ESTs 2.82 

443709 AI082692 Hs.134682 ESTs 2.81 

423059 NM_002B37 Hs.123841 protean tyrosine {ihosphatss^rBoeptort 2.80 

4d 416188 BH157280 Hs.79D70 v-rnyc avian mydot^lomalQGis viraff onoog Z79 

404231 Target ExoA 278 

434305 AI01B260 H5.130ie9 EST& Z77 

445493 Aigi5771 Tual^lolhbnan IE (TunctiQnd) 276 

418058 AA5248B6 9baih34f02s1 NCJ.CGAPJ^HomoraplOTs 2.76 

50 404102 Target Exon 2.75 

440206 AT762232 Hs.46794 ESTs 275 

403031 calhepsfn D (iysosamal aspanyl pnrtaaso 276 

413164 BE06B494 gb:MRl-eT0371-O506O0-O0D'a12 BT0371 Homo 274 

459330 C16931 sb:C16931 aontachlniniBil aorta potyAmRM 274 

55 458967 AWQ040S6 Hs.168357 T-bGK2 2.74 

427602 «37525fl H5.9e005 ESTs 2.74 

431387 220964 Ha.323Bl7 DKFZPS47E1010 pmtem 272 

408099 Target Elton 271 

^. 420575 BE2633D1 Ks.99029 OCAAT/anhancer binding protein IC/EBP}^ 271 

60 457275 AA463422 Hs.209431 ESTs 2.71 

432558 AW452948 Hs.257631 ESTs 2.71 

4024S3 rJh4_Q203B8:HDinQSB(]lBnspulativecapaona 270 

416068 R37101 H5.209B2 E8T& 270 

^_ 445445 AF238870 Hs.275708 Homo BBp!ens done GLSIi3 simile to gli 269 

65 436232 AA707O06 Hs.107863 ESTs 268 

418773 T3974B Hs525«74 TajgBlCAT 267 

434038 AAfi22ia4 ESTs 267 

405448 HQmosaplensmRNA;GDNADKFZ^58612022ir 266 

404439 Er4SP00000X722Z-JMnDcbDndrid2BSribos 265 

70 435724 NasaOO H3.117B9B ESTs 266 

404026 TaigelBcon 265 

40QB81 N^A-O250aQ:Honi98SV)tBn3 hypothetical prot 2.64 

430314 AA36g60l HsJZ39136 pre-B^i cobny-antiandi« factor 262 

_^ 405429 TargetExon 262 

/D 402842 C100229G:gllB677817|iet|KR^033126.1|iap 26t 

438575 BE3047a9 Hs.140550 myosin, lieaiypolypeptid9%nDn-iml5de 261 

449293 AAD0108B Hs.29739 ESTs. Weakly similar to C343236TR-blnd1 261 

416157 NhL003243 H5u342674 tcansfbrmlng growth factor, beta recepb 260 

_^ 446122 AI362790 Hs.278639 KIAA16B4pn3(Bin:in(elyhoiTOlc]gafinous 2S9 

oO 433291 AF0Q7t91 gbrHomo sapiens SIB 276 inissOnatiniictq 2^ 

42Sm A1B10474 H5.196945 ESTs 258 

423503 M92843 HS.34358B zino finger ppotefcihomolagouB to 258 

430768 ABQ3Q207 Hs^886 guailsBmictaotldetiindlngprolsrn 13.g 258 
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10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



423387 
442881 
406652 
402217 
427700 
455G74 
457831 
454219 
453546 
456663 
440178 
45713S 
405857 
410204 
412851 
419968 
409209 
447173 
440034 
416168 
417295 
405305 
427886 



413661 
403805 
402504 
402803 
428336 



442630 
409368 
405156 
44B182 
403591 
406193 
42<}ai3 
442941 
400703 
415026 
400334 
445678 
404875 
436370 
400513 
424008 
415405 
407812 
409837 
458637 
449125 
418922 
402404 
421993 
413731 



428193 
422166 
439453 
433883 



4035B1 
403716 
404758 
439500 
446793 
435857 



402051 



417967 
406D63 
405163 
4023B6 
406755 
40S811 
464034 
400489 
428704 
429307 
400116 
404795 
408053 



AJQ12074 
AI609182 
R43409 

AA262294 

BE065941 

M706937 

X75042 

AW44465t 

BE251104 

AW502463 

A1557280 

AJ243425 

Ala265Q2 

XO4430 

AM5O760 

AW449385 

A1908639 



AW993524 

AA4I7Q83 
AJ23ag82 
BE175424 



Hs.13fl907 
Mbj6B29 

He.ie03B3 

Hs.l20a02 

Hs^3l3 

KS35380 

Hs.1 13052 

H&19S521 

HS.1&427D 

Hs.32e035 

Hs.972g9 

Hs.93913 

H3.73217 

H&157294 

H8;.2467B1 

Hs.101368 

Hs.43148 

Hs.104789 
Hs.1fl3656 





HSwl 83752 


AI769067 


Hs.127624 


AW572938 


HS.1305BO 


AAD71058 




ALi)39531 


H&323363 


X51S01 


HS.99S49 


AU076728 


H8.8867 


AA1dd356 


Hs.72308 


Yl3ia7 , 




AI2B2g74 


Ns,145SB7 


R01220 


HS.18G679 


R02740 


Hg.13755S 


R59141 




U26403 


Hs.37142 


AW50t504 




AV657446 




AI671439 


H&.lg6029 


AW958580 


Hs42689 


H22497 


Hs.1i057t 


^43845 


Hs,75511 


AF035S2B 


H5.163B63 


NhU)04235 




W72424 


Hb.112405 


BE264974 


K5.6566 


AI925688 


KS.222312 


Vtf73l58 


Hs.170434 


AI6645B1 




AF253468 


H8.3736 


AA530B92 


H^1718e5 


AW501926 




BE244373 


Hs.1119 


N8012g 




AW50Q696 




NKi.000691 


H5.575 



AA432007 
AU076592 



H5.192090 
H3.198961 



AW139474 K&24aB62 



vasoacdveiniesljnal peptide receptor 1 
ESTs 

Hocno sapiens mRMA for KIAA1644 pnatein. 
C190fll662*;g||6753a72ffellNPjD34345.1| i 
Aial 8pecilN% phosphaftse 6 
gb!RC3-BTO313-10010tM)12-d1 2 BT0319 Homo 
ESTs. Modeiately similar Jo A26641 MaTox 
v-iel avian nelfcuioandolhelbsfs viial 
xOOl protein 
RNAcydasehomolog 
ESTs 

cappfng ptoWn (actin (ilafnen() musde 

TaigelExon 

eari/ growth response 1 

ESTs 

intedeut(in 6 (Interferoa, beta 2) 

ESTs 

ESTs 

ESTs 

ESTs 

epithelial mernfarane proton 1 
transGriptkmsl adapbr3 (A0A3. yeasth 
ESTb 

\/NN3 protein 

Bb:RC44m)578-17030WH2-d01 HT057« Homo 

C3Q00142^i|45O3015|ref|NP_0039QO.1| oo 

C1002603*:gI|fl887D91|gb|AAG01738.tlAF248 

NM-001 397:Homo sapen^ endoUielin conver 

nvdOGeminopiDtalh, beta- 

ESTs, WbaWy similgr to T28770 tiypolhelS 

ESTs 

gb:2mn66a10.r1 Suatggene neuroepiiiGlium 

NM^003213*:HoiTx> BE^iens TEA dbma'n foril 

hypoUiefcal protein FU22169 

TaigetEkon 

TacgelBion 

prolaclln4hduced piuteln 

cystein&ifch, afK^ogenlc inducer, 61 

CI 100l794*;el|10946612|ref]NPJI672B6.1| 

EST3 

Homo sspfens dnid gens, iniron 11 
ESTs 

uncharacleiizad Jiypothdaoius pnridn KTO 
EST3 

TaigelEwn 

putative cheraoMne lecaplDf; Grp^itndlns 
0b9g96dl iri Soares Infant brain INIB K 
ephriihAS 

9b:Uf-HF-BP0j«i{Hi-O4^|j1 NIHJWGC S 
gb:AV657446 GLC Homo s^ptens cDNA done 
Homo sapiens niRNAIbr KrAA1657 praleiR. 
E8T& 

NM,024967^Homo sapiens hypothelTcd pro 
gnraih arrest antf DN/Vdamfige-lnduclblB^ 
Gonnec&vB Cssue giowtti factor 
MAD {mottieis ag^nst decBpentapTegk:. Dr 
Krijppe('1lnfactar4(gut) 
SIOOcrfduiii-JMiv protBln A9 ^pOgm 
Ihyfold luinnoneceoeplorlilBia;tor13 
ESTs 

ORh (DiDsopbla) homeo box homolog 2 
Target Exon 

TangetExon 
Target Ban 

HoniQ sapTens cONA FU14242 Its, dona GV 
ESTs 

della4ikB4 homolog (Drosophlla) 
dual specilii%phofiph^e 1 
TatgotExon 

flbaim™Di«jp.iL0B4MJLr1 NrHj«Ga.5 
nuclear rooeplorsuibrBniity 4^ gnupA m 
Target Exon 

C500056r:gif7513700|pV]ETl4151 Invpiu 
Target Exon 
metailolhDQnrfn 1L 

gb;UI-HFwBP0p^^aOa^|.rl NIH_MGC_5 
aMahyde dehydiogenasB 3 family, member 
Target Exon 
ESTs 

]un B ppokHmcogeflB 
EosConlicI 
Ta^etEmn 
ESTs 
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2.57 

2.57 

2.56 

2^ 

^56 

266 

ZS6 

2.55 

2.55 

2.54 

2.S3 

2.52 

2^1 

2.50 

Z49 

2.49 

2.49 

2.48 

2.44 

143 

Z43 

Z42 

242 

242 

2.40 

2.37 

2.37 

Z37 

Z38 

^36 

Z35 

Z33 

Z31 

Z31 

Z31 

2.30 

2.30 

Z28 

Z27 

Z2S 

Z1B 

Z1B 

Z16 

Z17 

Z16 

Z15 

2.15 

2.12 

zoa 

Z07 

zoo 

1.98 
1.9B 
1.96 
1.96 
1.95 
1.93 
1S2 
1.02 
151 
1.91 
1.90 
1,90 
1.90 
1.89 
1.84 
1.B3 
1.B2 
1.81 
178 
1.78 
1.78 
1.75 
1.73 
173 
170 
1.70 
170 
169 
167 
1.65 
165 
165 



wo 03/042661 



PCT/US02/36810 



414S80 
428QD0 
451676 
4023B4 
404816 
436364 
420369 
405590 
402448 
433495 
409020 
405443 

TABLE 37B: 



BE3D6dlB 




gb:60f2763B6Fl NULMGCJZOf^omosaplsnsc 


1.63 


M57fi27 


H&.193717 


tntedeiitna ID 


1.63 


RB4770 


Bs.335a8 


ESTs. Wsakty skriilar 1o oxygen-neQUteteil 


1,62 






Target Exoo 


1.61 






Target Exon 


1.60 


XOBOgfi 




gb^Humsn macrophage slphBl-arriHiypsin c 


155 


096769 


HS57220 


chondtoadh«vi 


1.54 






C:(O01497»:gi|4557543lreflNPJM13B4.1l ex 


1.54 






Target Exon 


1.53 


AW373784 


Ks.71 


a^a-2-Q?ycoprotein 1, anc 


1.51 


AA06254g 


H3.21162 


ratbindin 


1.51 






Target Exon 


1.12 



Pkey: Unique Eos probeset tdenSTer 
CAT number Gene duster number 
Accession: GsnbankacoBssfonnuinben 



Pkey 

409385 
442195 



439839 
445493 
418058 
413164 



CAT Number Accessfon 



459330 
434038 
433291 



455674 
413B51 
409368 
416405 
409637 
458637 
«&193 



448793 
409859 
409811 
400116 



110755_1 

isoorj 



2594580_1 
42345^1 
286199.1 
1492512J 



105?2S_1 
63096611 
73706.1 

mz2 



149076?_1 

1561B47J 

11061^1 

1872126_1 

915B21J 

395206.1 

43Q_1 



30Q6936 1 
916430_1 



414580 623093J 
436364 1414J37 



TABLE 37C: 
Strand: 



T6594Q T64515 AA0712&7 AA071334 

UBig84 NM_D01430 BE907085 BI333232 AK]ei986 AU138476 018601 U61626 AU100S17 B10543S7 AU076970 BE7a6454 6G01Q080 AW377189 

8F99Q769 AA368139 R11396T63613BG0Oe324 BI012404 BG001643 BF757957 AL54g36l AL544Ol8BEQ02a70 BE929314 BE090199 AIJ04685Q 

BID53717 BE92931S BI054967 BF960C55 BF925432RD5421 BF922073 170331 BrO044O3 

AK)235B? AA889364 AA846791 

AV71 1317 Aia09938 A1B0876B At240593 A191 5771 

AW971347 AA524896 AA2115S7 BF9D3005 8F367120 

6E06875B 88068745 BE068689 BE068776 BE06B529 BE06B683 BE06a445 BE0BB3g2 BEO68719BE068473BE068521 BED68628 BE066422 
BE068616 BB)68354 BE0683gO BE05a4l4 BE06B433 BEQ6B3d9 BE0683B4 BE0G8661 6E068324 86068301 BEDE8436 BE068754 BE068329 
BE068672 BEG58494 BE06a596 86086332 6E06BS47 6E068588 BE06832d BE068493 BEQ66740 BE(]6B685 BE0G8759 BEG68307 BEQ68429 
BE068303 BE068693 BE066374 BE0BB295 BE05862S BE0683Q2 BE06B663 BEQ68E75 BEQ68579 BE06B311 BE068674 BE06d547 8E068602 
BEOegeOS BE06B352 BE06B306 B£a6B4D1 BED58S37 BE0665S2 BE0S&45D BE068723 BE06Ba93 BE0GB671 BEQS8748 BE066317 BE068447 
BE06B568 BEOEBBSZ BE0GB357 BE06a330 BH068496 BE06B631 BE05854D BE066410 BE068626 BED88591 BEC6B522 BE06BG76 BE06B49g 
BE068381 BE068593 BE068350 BE068299 BE068580 BE06B567 BE068G92 BE066321 BG068327 86068739 BE06B526 BE06&53B Be06B7€5 
6E068340 BE068733 BE06a293 BE068565 BE<]6B4dO BE0G6476 BED6a76l BE06B712 BE06870B B^68S40 ^068419 BE0683B3 BE068434 
fiE08841B 8^068525 BEQ6S543 BEfl6B752 BE068550 BE0G8623 BB168470 

B6563152 BF848777 BF849354 BF&49359 8^846630 BFB49201 8F849366 C16931 AA056717 AW864542 AWB82724 AA056Ge7 
A1910736 AW139227 AA932891 AA622104 
ARK)7191 AW820706 60978594 BF872238 

L13288 AAS2878S A16D8B12 AWB72978 AA565655 AI022915 AI304920 A1564365 A1668793 A1094557 TfiOOSa R72302 H45409 AASOBOOS R46365 
AA418798 BM1 29553 BM129128 BM1 29292 BM12B865 A1808418 A)689932 A1805573 BF431 806 AW872985AW1 66269 K73241 T16162 AI2B4547 
R73391 R72086 R72840 Te37S1 X75299 BF754348 R9410S AW449B39 R73300 NiyL004624 AI797Q07 BE046543 BF110021 BF754250TB3923 
AWeB40B4 AASQ3B96 AA416962 L20295 R72351 H4509B AA961010 R73210 R464S1 AW8&4085 81022902 BI7G3932 61910138 
BED65941 8^)65997 BE066003BE06e070BE066098 
BF352282 8E175424 BE175418 BEi;^83 
AA071059 AA085201 AA085020 

WiB191 R59l4t R54142 R12130 F11362 Z42794 F08242 F0792S H210B4 R54090 R59142 

AW501S04 AW501656 AW50304a AW502449 AVV502093 

AV657752AV6S744fi 

AFia5O36U7O663Nli4^0O4235AFO22ia4AU14l767AU14111OAL04O5e91>4483OBIOt135lAL575^ 

AW074303 AAfi207t1 BF1977ffiAW0a8768 D25944 At687397 AA62168Q AV71440B BF446g05 BM314505BF514079 BM314197AA84520I 
AW8740846E720622AI127241 AA296238AI679709Al679l35A]572470AAS?343iAl5684a7BE049325AA687950BG92S9B9AI338031 
AI365073 AI024576 AA298BQ5 H04OO1 H4S66a BG682146 AL552388 61462361 BG54751 3 66896663 BI25E&61 
AI936948 AI864581 A157D641 
AW501926 AW502S66 AW501927 
AK0575B1 AVV5009S2AWS006g6AVV501106 

D42fl41 N(O14610AJ000332BI758?02BG720650AUl4112gAUl3a711AU141380AUl32402Bi«)48556W^ 

BE614151 AL601516 BM146777 AU126103 BM194094 BG937951 86696396 AKQ2fiS97 AKD26567 BF96B293 BE796100 81066681 B61BG24& 
BEB7784S BG36S414 AWaa6747 BFD33789 AW390t59 BF820311 AA4Z1676 AW080645AW4O48Z7 BF726465BE161190 BE254102 AW406002 
BE161223 AI912065BF930228 AW374357 AW794631 BE720524 BEg339B2 BE93365B BE933694 8^933978 eE933654 BE933583 BE166S57 
BE933674 BE933641 BE933859 BE933626 BE9a3B66 BE933633 BE933864 86933631 BE933B67 BE933634 BE933a57 BE933624 BGSd3883 
BE9336SO BE720491 AA420426 BE720410 BE720458 BE/20444 BE720411 AW368748 BF874616 BE933498 BE635979 BF92fi687 AW849021 
AW65D026AW850022 AWB49977 AW84g900 BG250251 WB7689 AI192B25 A1692S24AA426263A10S0315 AI309537 AA677437 AA47843B 
Ai538B68 AW276162 AIZ79916 AA6G0316 A1laB836 AW6622B4 AI2B26I9 AA2g3457 BF347442 AA421677 AA65BQ63 AA565$tO AAgSTQBO 
AI1426B4AA7BB940AAa27426AUt52fit4A1342784AU14S738AA219664AAO47a3SH89450AADia563AlO7a^ 
80248778 U46372 AA3a3B58 AU1403S6 B6821891 BF935049 BI700G56 BI054103 BFgS2309 BE872215 BI257291 AUl5a4G9 AU16Q599 
Ayi52469 Am52375 AU1 52059 AU148575 N32267 AU 149554 AI627459 Al7t9840 AW779017 AI291493 AW304181 AW470055 AtOB6491 
A)3113S7 AI634232 AI15124t Ai2a6848 AWOSOSSB AW5BS580 A)241353 AIBBffil3AA0g9309 AA02e517AADt623B AA013444 HS6B22 IWSao 
AA05B462 NZ7(»2Z3S679 86544309 VIA52619AA018076Aiaia66BAWl89007AI41B104AU15aB76AU1GOa87 R21754 AA015932 V167Z74 
AU153097 At961344 AAOt8200 W32«9 H45344 R77453 BM470129 AU130415 BI2Z7374 BE29B179 AW844963 AW544983 A19Q4066 AA3790Q6 
BF850S71 AA355641 BG747156AL547262AW367941 B656D004 BI110D61 BGaOSDSI BES6Dai6BF174177BK]6145SBH)01967B63B6446 
BF9S9a26 BFBD8765 BF6B44BOB6421617AJ940607 AW875463 BE789632 8F808711 Bl19269t Alff904249 81911430 66265407 BE730343 
B6397B08BI226516 

8G333973 BE305437 BE408B33 BE3676S0 

XD5B26XQ6095 60468890 AW95iaS1 W23582T2a39ZH5G742H58030Tfi9205 



UiwiUG number oonespondtng to an Eos probeset 

Sequence acxirce. Tho 7 digit ramdsara in this cdum are Genbarik Idenfilier (GQ 
tiumanchromosania 22* Dunhsm, et al. (1999) SIglure 402:480495. 
bdicdtes DNA sirand (ram which exons ware predicted. 
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NLposHlon: Indlcstes nucteolnde posWons of predortaj exons. 



Ptey 


Ref 


Sirsnd 


NLposHion 


402606 


9910096 


Pkis 


37495-37669 


404518 


6151988 


P&JS 


84494^603 


401234 


9929642 


Rus 


120173-120337 


402161 


8575912 


Plus 


449746-45Q040 


403479 


7329292 


Mnus 


1 48363-148533,150678-150809 


402911 


7263904 


Rus 


1426B9-142979 


401540 


8072433 


Rus 


106B38-1O7310 


402328 


4464283 


Minus 


1 3756-13922, 14558-14752 


401590 


9966320 


Mlnue 


33547-33649 


403645 


86S9714 


Minus 


44334582 


403376 


9369545 


Minus 


108698-108830 


401126 


8699701 


Minus 


66290-68487 


401904 


857196$ 


Phis 


G0959-61603,G267O62a90j6377&8383B 


401919 


9502465 


Pkjs 


67538-67666 


4Q6443 


9280765 


Plus 


85951-87327 


40G016 


8272661 


Plus 


41341-41940 


40S938 


6756795 


!ifnus 


166871-167411 


404231 


6218035 


Minus 


61077-61322 


404102 


7229900 


Rus 


97685-98018 


403031 


7768997 


Minus 


1308-1416 


406058 


91D3984 


Minus 


13866-14004 


402463 


7574980 


Mhus 


6557846119 


405448 


7502529 


Rus 


136347-136532 


404438 


7139680 


Rus 


55316-55585 


404026 


7562549 


Mnus 


79674-79966 


400881 


2842777 


Minus 


9144&S1 603k92123-S22G5 


40542S 


7321905 


Mlni£ 


51577^1723 


402642 


9958129 


Minus 


125699-125756 


402217 


9795961 


Minus 


21521-21 757 


405857 


6758728 


Rus 


28564-26819 


406305 


8576668 


Plus 


108238-108386^1 12216-112378 115386-1 1557 


403605 


6D62654 


Plus 


91614^1718 


402594 


77Q517D 


Plus 


103082-103414 


402603 


3287156 


Minus 


56923-66033 


405156 


9968228 


Rus 


146733-146860 l4789&'1479Si 153177.l<ia9'; 


403591 


8101229 


Plus 


4201-4833 


406193 


7289892 


Rus 


30183-30662 


40Q7D3 


8116659 


Rug 


63657-G3857>64d02-64905 


404975 


3419864 


Minus 


86096-66605 


400513 


9735593 


PItis 


74613-74823 


402404 


3970932 


Phis 


53154-53280 


4Q65S4 


7711604 


Minus 


52788-53013 


4035B1 


8101162 


Plus 


6794-7396 


403716 


7239669 


Plus 


86699-87122 


404758 


7705327 


M^s 


130204-130606 


402051 


8092020 
76SB414 


Minus 


13346-1948020041-20118 


405063 


Minus 


111047-111666 


405163 

402386 


9966267 


Mfnus 


161171-161299 


9799769 


Rus 


22069-22303 


400469 


8954013 


Rus 


131475-131652 


4D4795 


4626439 


Rus 


147501-147780 


402394 


9929690 


Rus 


33308^3482 


40481B 


2769655 


Rus 


33671-33639 


405590 


6960458 


Rus 


90492-90818 


402440 


9796640 


Rus 


112942.1130e9J14303.114621 


405443 


7408143 


Plus 


90716WB7.101420-101577 



TABLE 3aA: About 207 genes upregulated In hing fibrosis relaSva to nonnd Bssuqs 

PkQjT. Unique Eos probeset Uenb'fiQr number 
ExAccn: Exenqifar Accasston niimber. Gonbank aoossBlon nurriber 
UnlgenelD: Unlgens number 
Unigsne Titfec Unioene gane iHle 
Rl: 



Pfcsy 

437275 
407891 
414020 
410219 
434666 
425009 
406617 
420568 
425873 



paranllBOf Ion9«biDsl5AbdhrWedlv70fi pareenffleol^ 
UlnigenBiD UnQenem 



ExAcqn 

AW976035 

AA48682D 

Kl^002984 

TBB228 

AFt51103 

X5828B 

FQS247 
NMjn3390 



Ha.292396 ESTs. WbaMy shnllsrto A475a2 B-cellfir 

Hs^41135 andDniuclr>-2 

Hs.75703 fiinell Induclbls cytotcine A4 {homaknous 

Hs.171952 oochKUn 

Hs.1 12259 T Dsll rooeptor gamma Iocub 

Hs.1 54151 prolan lyroane phosphatase, i 

TajgelExon 

Hs.24773S ptotacadfiann alpha 10 

Hs.160417 transmembrane proleiii 2 



Rl 

4w28 
4.14 
4.07 
a96 
3t8a 
3lS7 
3176 
3.70 
3.69 
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438797 


C16161 


Hs.283040 


hypolheHcal protein PR02543 


3.66 


410315 


A)63887t 


Hs.152519 


Homo sapiens cDNA: FLJ22524 fis, done H 


3.65 


445714 


W73818 


H&.110Q26 


ESTs ' 


3.64 


412326 


R0756B 


HsJ3B17 


smal inducible cytol<ta6 A3 (homologous 


3,61 


430259 


BE550182 


HS.I2782J6 


RatGEF-nke protein 3, mouse homolog 


3^ 


412790 


NM_014767 


H574563 


K1AA0275 gene produGi 


3.56 


42433& 


W78816 


Hs.49943 


ESTs, Weddy similar lo S65657 a^phs-l O 


3.56 


412654 


AIQ93460 




hypothellcd protein FU11896 


3.56 


414386 


X00442 


HS7S990 


haptoglobin 


3.54 


451035 


AU0767B5 


He430 


plmljn 1 (ilsofbrni) 


3.52 


436473 


All 93122 


HS.132Z75 


ESTs 


asi 


406714 


A1219304 


Hs.266959 


hemoglobin, gamma G 


3.46 


414S6fi 


AA3061G0 


HS.1648B 


lymphocyiBCytoBolk: pmtoKi 1 (Uplasli 


3.45 


427274 


NtO05211 


HiLl7414a 


cotDi^ ah'nHjIaling tador 1 receptor, h 


3.45 


427527 


AiaogoB? 


HS.1532B1 


immunagjtobalin heavy oonetanft nui 


3.39 


452813 


U54727 


Hs.191445 


ESTs 


3.36 


442631 


Al7d89S9 


H6.131686 


ESTs 


3l35 


427774 


AA378$B3 


H8.ia0737 


Homo aapg'ens ctone 23664 and 23905 mRNA 


3.34 


445330 


R52856 


H5.21691 


ESTs 


3.31 


436001 


AWgD3849 


Hs.173840 


HUEL {C4orf1>^ter8cl)ng protein 


3.31 


431681 


AK000378 


Hs.267566 


hypoUiab'cal proEan FLt2037l 


3.29 


432314 


AA533447 


H5.3129a9 


ESTs 


3.28 


435129 


AI3B16S9 


HS.2670B6 


EST« 


3,28 


407151 


H25636 


HS.301S27 


ESTk. ModanitBly similar to unlknowR [H.8 


3.24 


422607 


245471 


H&.1 18684 


stromal cen-derivad factor 2 


3.21 


4212J05 


AL137540 


H6.102541 


ne1iiii4 


3.20 


428562 


BE336e99 


Hs.la5055 


BENEpratein 


^20 


4235BZ 


BE000631 


H&.23837 


Homo sapiens cDKA FUl 1812 lis. done HE 
rsVnttis pigmBntDsa GTPfise regulatof 


3.19 


424860 


NhLO0O328 


H5.153614 


ai7 


421233 


AAa09534 


H5^B4243 


tebraspan MET-d prolein 


3.17 


429350 


At754634 


Hs.131987 


ESTs 


3.16 


428727 


AF07e847 


HS.1913S6 


general transcnpb'Gn factor I1H, polype 


ai6 


434B50 


Z43161 


H5.283714 


aOkDapraldn 


3.13 


414602 


AVU630QeB 


Hs.76550 


Homo Gaptens mRNA; cDNA DKF^S64B1264 (f 


3,12 


446506 


At123118 


Hs.15159 


chsmoMne^ factor, altom^vely spl 


3.11 


416114 


AIG95549 


HG.16366B 


glucurondase^bBlH 


3.10 


435969 


AF25S910 


H9.54850 


juncfionat adhes&in motecide 2 


3.09 


444212 


AW5D3976 


HS.1Q649 


basement memlvanB-induced sens 


3.06 


422442 


AA324S96 


HS.1470Q6 


slgn^ transducer and activator of trans 


3.0B 


442870 


N450ia 


HS.B769 


tiypoOieticat protein 0KFZp761J17121 


3.08 


424456 


AA341017 


Hs^549 


hypoUiedcal prol^ FU2089a 


3.07 


429673 


AA8S4407 


Hs^11595 


protein tyrasfrie phosphateee, non-reoepl 


3.07 


445107 


AI2Q8121 


Hs.147313 


ESTs, Wa^ simitar to 138022 hypoitieti 


3JQ6 


43B82B 


AL134275 


H5.6434 


Irypottielicai protein OKFZp761F2014 


3.04 


42B106 


BE620016 


Hs.182470 


PTDfllOproleb 


3,D4 


428403 


AI393046 


Hs.326159 


toucins iteh repeat (m BJI) hileraclin 


3.04 


431830 


Y16645 


HS.2713B7 


smslj indodble cytoldne sutifamly A {Cy 


3.03 


417512 


X76534 


Hb£2226 


glycoprotein (tran6nneinbrBne)flmb 


ao2 


423067 


AA321355 


Ks.285401 


colony sUmu^ng ^tor 2 receptor, be 


aoi 


437457 


AA757900 


Hs.270623 


ESTs. Weakly similar to £65657 aIpha-1C- 


2.96 


415000 


AVV025S29 


Hs.23gB12 


Homo sapiens seraloglcally deltoed breas 


2.98 


437145 


AF0072t6 


Hs.5482 


solute canler faml^ 4. sodium bicaifeon 


2.96 


416838 


AW38S224 


>1s^518B 


fldDnudsdHda pyfophosphatese^phosphadl < 


Z96 


415660 


BE280a37 


K5.ig4893 


solute cenler femlly 7 (caOonlc amino 


Z96 


409968 


AW«03364 


Hs.727 


ihliiUn, bela A (acHvm A, BClivto ABa 


2.95 


414493 


A1133921 


HB.76Z72 


leliinblBstomfrtindlng p(otBln2 


2.94 


416883 


AW14D12B 


H5.184902 


ESTs 


2.92 


417575 


Aia08607 


H5.3781 


similar to murfne teucine-ridi repeat pr 


292 


416316 


U47732 


KB.B4072 


bansmeirtone 4 supeifamRy member 3 


2Sfl 


432841 


Ug3425 




protein fyioslne pho^hataso* non-ncept 


2MZ 


429640 


103508 


H3.2463 


angtopnielin 1 


Z91 


449S43 


R85337 


Hb.24030 


solute carrier family 31 (copper banspo 


Z91 


401958 






Target Exon 


^90 


416928 


H03109 


H6.263395 


HT018 protein 


2.90 


433691 


AA6DS012 






2.88 


441B52 


ABOZaSBI 


>1s.6021 


KlAA1058pnoleVi 


2.87 


438453 


BE264974 


H5.6566 


ttiyrold hormone receptor Interactar 13 


287 


417165 


F^B0137 


Hs.302738 


Homo sapiens cDNA: FLI2142S fls, done C 


287 


414291 


A1269619 


Hs.13040 


G protoin-cDupted receptor 86 


267 


417696 


B^1G24 


Hs.62401 


CDfi9 antigen (t}68, early T'«ell acUwaV 


2.87 


435913 


VV96006 


Hs.26g658 


ESTs, Vlfeakly skiltarto 865657 Blpha-1C- 


2BS 




AA302741 


Hs,25786 


ESTs, ModBiateiy sinritar to JC5238 pailac 


285 


451366 


AA74B418 


Kb.164577 


ESTs 


28S 


442005 


AA975fi8B 


Hs.158955 


ESTs 


284 


427704 


AW971DS3 


HS.29ZBB2 


ESTs 


283 


427247 


AW5D4221 


Hs.174103 


inlagnn, dpha L (anSgen G011A(p18p}. 


283 


441965 


AA972712 


H&269737 


ESTs 


282 


43Q26B 


AK000737 


H3.237480 


tVpotiioticat protsTn FU20730 


282 


450056 


BE047394 


Hs.a2DB 


ESTs, Weakly sinillar to S71S12 hypoUied 


280 


407245 


X90668 


Hs.172004 


iHto 


260 


418941 


AA452970 


Hs.239527 


E1B«5kDfr«ssociated pcDta'n 5 


2JBQ 


446S01 


AI312783 


HS.1S5772 


Homo sapiens Uvmlc stromal oc^transport 


2X0 


432195 


AJ243609 


HS.8127 


KlAA0144gene prndud 


280 
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449088 


AI654048 


Ks.196556 


ESTS 


ZBO 


416511 


NM_0Q6762 Hs.79356 


Lysosomal-assoc'iated mulQspannlng menilir 


2JB0 


405643 


AA563730 


HsOT477 


major hfstooomp&libility convex, class 


2.79 


41211S 


AW402166 


H3.7M 


Epslein^arr virus Irvduced gene 2 {lymph 


2.7B 


433793 


AW975969 


Hs.107513 


ESTs. Moderately sln^lar to KTAAIOSO pro 


276 


440255 


Af9322fl5 


>te.t605e9 


ESTs 


2.78 


410067 


R66634 


H8.268107 




Z77 


417497 


AW402482 


Hs.82212 


CD53 anUgen 


Z77 


44G733 


AA663360 


H5^040 


ESTs, WaaWy BimBar to fetty acW omega 


Z76 


4316S4 


M521246 


Hs210792 


ESTs, Weatcly siniiJar to ALtfl J^UMAM ALU S 


2.75 


409959 


AW51466B 


HS.19425S 


EST&. ModefStaYy similar lo ALUS.HUMAK A 


2.75 


436729 


BE62ia07 




Iransm^brane 4 superfarnliy member 1 


275 


431451 


AA7B137a 


m.t92013 


ESTb 


Z74 


413517 


N76712 


Hs.44829 


ESTs, Weakly sirnlarto 138022 hypoOieS 


274 


447818 


Wf79940 


Hs.21906 


Homo sapiens clocie 24670 mRNA sequence 


274 


4t6B18 


AA228B99 


Hs.101307 


Homo sapiens HUT1 1 protein mRNA. parHal 


274 


424673 


AA345051 


He.294092 


ESTs. WedMy slrnHar b I38Q22 hypoUeti 
matrix Sapiobin 


274 


443194 


A195496B 




271 


443804 


AL13S352 


H5.255883 


ESTs. VUeaMy similar to 138022 hypothsfl 


2.71 


452670 


AW502761 


Hb.30909 


KiAAO430 gene product 


2.70 


430934 


AI824719 


Ha.143251 


ESTs 


Z7D 


437187 


AUI8020B 


HS.3D6325 


honw£apien&mRNA:cOKAOKFZp566C1523 (f 


Z70 


432279 


N9S104 


Hs^74260 


ATP-tiSndtng cassette, sub-famlV C (CFTR 


2.70 


413950 


AA2490g6 


H&32793 


E6Tb 


2.70 


430016 


NM^C04736 Hb.227856 


xenotroptc and polylroplc cetovlnis lec 


2.70 


431710 


AJ7354a2 




ESTs 


Z70 


440749 


AW859879 


H5.21902 


Homo sapi^s done 25237 mRNA sequence 


269 


451154 


AA015879 


HS.33S36 


ESTs 


2.69 


424541 


Awsgzssi 


HiB.18aS59 


ESTs. WeaMy Marto A56194 thiomboKa 


2£a 


440699 


NM_005397 


H3.16426 


podGcalyxin-fikB 


268 


418031 


AA648744 


H5.26d493 


ESTs 


258 


453902 


BE502341 


Hs^oa 


ESTs 


26B 


405121 






mllpB«i-activM protein hinase B Inler 


2.6S 


410163 


AF151977 


Hs^9260 


NTTS protein 


267 


429632 


AW195336 


Hs.148910 


ESTs 


Z67 


437191 


NM-006846 Hs3315» 


sedr)e protaasa intiibltar. Kazal type; 5 


2.67 


455004 


AWa50303 




gb:lL3^m}2l9-l9ll99030-™ CrQ219 Homo 


Z67 


444933 


NK4j01fi245 H6.12150 


Tetoial short-cTiain dehydrngenseAeduct 


267 


401113 






solute carder family 22 [organic caSon 


2.86 


419462 


AF07107B 


H9.11225S 


niideoporin 9BkD 


2.68 


407635 


AW370213 


H&.295232 


ESTs, Moderstely skniar to A4601 0 X-Iki 


266 


419175 


AW270037 




KIAAO^ prQleln 


Z66 


406988 


AL119B44 


Hs^9476 


Homo sapiens done TUAS Cn-du-chat regi 


Z66 


452721 


AJ2fi9529 


Hs.301871 


solute canierferrily 37 ^yoerol-3-pho 


Z66 


430592 


^^224864 


Hs.9686 


leukocyte membrane antigen (IRCI) 


Z65 


446B30 


BE179030 




Human DMA seqBencaiiQin done RP5-1174M9 


2.64 


433327 


A1674779 


Hs.126744 


ESTs 


Z64 


424888 


AI568170 


Hs.96fi86 


ESTs 


Z64 


425854 


R55608 


Hs.99472 


ESTs 


Z63 


427080 


AWQ66287 


Hs.301175 


ra&-iB!ated 03 IxAillnum loam substate 


Z63 


456711 


AA033699 


HS.B3938 


ESTs. MHferstaly arrilar to MAS^JIUMAN M 


Z63 


419777 


D60134 


Hs.2709r75 


E&Ts 


Z63 


414577 


A1056548 


H»J2116 


hypothsVcsl ppoteh FLJ20992 s^lar (o 


Z62 


427596 


AA449506 


H3^0143 


exfcacailiilBr^ycapiotain EMILJN-2pfGC 


Z62 


45244S 


AB00a438 


H8.29596 


Homo sapiens mRNAtram chnmosonw 5q21<2 


Z62 


447482 


AB03305g 


Hs.iaTOS 


KIAAiaSSpnitein 


Z62 


419110 


AA234171 


Hs.187626 


ESTs 


Z62 


450353 


A1244e61 


Hs.1032g6 


ESTs, WeaMy dhflarto S65657 slpha-IC- 


Z62 


419B28 


TB1422 


Ks.14322 


ESTs 


2.62 


427202 


BE272922 


Hs.17^36 


biterleuHn 10 receptor* beCa 


Z62 


412491 


W315B9 


H5.73B57 


RAB5A, meiriber RASonoogene l^rnlly 


Z61 


438496 


AA28l95g 


Hs.5210 


maluralnn tacton gamma 


Z61 


435053 


AW629386 




ESTs 


Z61 


435029 


AF167706 


Hs.19260 


cystelne-ilch motor neuron 1 


Z61 


425976 


C75094 


Hs.334514 


MG22|initeiR 


Z60 


412561 


NMJ002286 Hs.74011 


lympfiocyte-adivQlBoii gend 3 


Z60 


430539 


AK001489 




AOP-n1)05yl^on factoNlto 1 


Z60 


419825 


At7fi4011 


Ha.7326 


ESTs 


zsa 


4125n 


222965 


Ha.74076 


COieSsnliBen 


Z58 


42SB94 


AWg54011 


H&.1B0711 


ESTs 


Z58 


410883 


D43767 


Hs.66742 


CCL17 (diemoldne (TARC) {SCYA17) 


Z5B 


441028 


AI33368D 


Ha. 17558 


Homo sspoens cDflA FU1444& fis. dona HE 


Z5B 


413949 


AA316077 


HSJ5B39 


Humai TBI gene raRNA, 7 end 


Z58 


434943 


A1929ai9 


11s^09 


diramosome 21 open reading frame 50 


zsa 


443005 


»08BG5 


Hs.134131 




Z57 


425017 


AL119a05 


Ha.26409 


ESTs 


Z57 


440334 


BE276112 


Hs7l65 


2'mc finger protein 259 


Z56 


426075 


AW513691 


H8.270U9 


ESTs. WeaWy simTlar to 2109260A B ceB 


ZSS 


425345 


AU077297 


Hs,15SB94 


pcDtrah fyraslne phosphBlaEo, non-racBpl 


Z56 


407174 


T79939 


HS.77D62 


leukocyte Inununogtobulin-nte leoeptor. 


Z56 


443B34 


A1741S1Q 


Hs.173548 


ESTs 


Z55 


427557 


NM.0D2659 Hfi,1796S7 


plasmiioflen acBvatoc; urahiAase lecepto 


255 


420539 


AA2B2736 


Ksl44004 


A0031 protein 


255 
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421177 


AW070211 


Hs.102415 


Homo sapiers mRI^A; cDNA DKFZp586N0l21 (f 


Z54 


437S52 


D63209 


H5.5944 


sGlule caiw fanilty 1 1 {proton-ccupled 


Z54 


422994 


AWe9iaD2 


HS.29S276 


ESTs 


154 


411992 


AW816214 


Hs.143055 


ESTs 


2.54 


45iiao 


H61699 


Hs.171937 


stQioEd dehydrogenBE8^ikfi 


2.54 


415775 


H00747 


HS29792 


ESTs. VUtoUy sMIar to 138022 hypottieti 


2.53 


429752 


H5234B 


Hs^36 


ESTs 


Z53 


4l4fil2 


6E274552 


H6L76578 


piuleln inHUlor of acHvsted 8TAT3 


2.53 


453329 


T97205 


Hs.193400 


ESTs, VfaakV simitar Id 2tO92G0A B ceR 
ubiqiiilin associated and SH3 domain cont 




436503 


AJ2777S0 


Hb.183924 


2.52 


445911 


A1985907 


Hs.145645 


ESTs. Moderately sbnflartoALUUHUMAN A 


2.52 


433332 


A1367347 


K5.44898 


Homo sapiens clone TCCCTAOOtSt mRNAsequ 


2.S2 


435943 


RG0194 


Hs^lUI 


Homo saptBlu niRNA for KIAA1568 protebi* 


2.52 


452253 


AAa2B891 


HBJ26608 


Momo saptoiti cDNA: FLJ221 15 lis, done H 


Z52 


442506 


BES66411 


Hs.41726 


ESTs 


Z52 


419972 


AU>41466 


Hs.t829e2 


90lgln-67 


1S2 


431074 


BSI72772 


HS.89S7 


ESTs. Moderaisly svnilar Id A4G010 X-lln 


Z52 


44dl29 


A1631602 


H9^8949 


ESTs 


2.52 


440624 


R71264 


Hs.16798 


ESTs 


2.S1 


4t9203 


AA48B719 


H&.190151 


E5T« 


251 


404370 






TagoiExon 


Z51 


432828 


AB04232S 


Hs.287402 


dhondroltln 4«u1fotransfsras9 


Z51 


439219 


N33B83 


HB.4t322 


EST8 


Z51 


42B044 


AA033322 


Hs.301404 


RNA bindii^ motif pniien 3 


2.50 


4336B1 


AI004377 


H5.200360 


Homo sapiens eOKA FU13027 ^ clone rrr 


2.50 


437644 


AA74B575 


Hs,136748 


locfin-lito NK cell mco^Har 


2.50 


442566 


R37537 


Hs.t2111 


ESTs 


ZSO 


406317 


U20166 


H6.53250 


tone morphogeneHc pfotein recaptor^ typ 


Z50 


4506D6 


1M 004460 H9,4ia 


fibroblsBlacSv^on pmlsn. ailpha 


ZSO 


4474B4 


AM64839 


Hs.2g2566 


hypotheUcd protein FLJ14697 


Z50 


415165 


AWB87604 


Hs.78065 


oomplismenl oornponenl 7 


ZSO 


435284 


AAB79470 


HS.96B49 


Hotno8BpienscDKAFyi1492fis,doneHE 


ZSO 



TABLE 38B: 



Ptey: Unique Eos ptobaset idenlffisr numba- 
CAT itumber: Oenedustarnuniier 
AcoeGstoru Genbank aoces&lon numbers 

Ptey CAT Numb^ Accession 

412654 139Q_t BG743181 A183Q050 BE8956BB AA126S91 AtSD3503 R2604SN82894N63950AA1 31619 AI6B1 480 ri7g626AA451G03R7B979AVy^ 

BF448B36AA779000AA460314AIOg2721 Aie7Dia2At438284A1434151 AI127704AI1Zi7Q2BE34S360 AI0934&0AA11S264AA131567R2684O 

E176BB5 

433&91 2203511J A1223B54AI129a52AA606012 

436729 6624_1 X75684A1573167 AI445461 Al453743Aia83655Al564644AA977ia0AI694111 A1S91358AW07l625A16787l2Al72D939AI9277e96E43g796 

Al963432AA2g2g5& AW1d2S93 AI865838 AIG96d0& AT424384 A1161312A1911921 AISSTWI BI494959 A124098BA1492554 AW262737 BE044033 
A\AI006570 AW629505 01494958 AA0e8439 AA706057 fiF222820 BF593G0B BE601957 AA624526 BE0441 34 AW57253t AWD1 5724 BE3491B6 
AAD432t7 BE21S784AI799814 AA1 29575 At671 727 Ai470033BE6461S5AW779725AA9QaQ50AA147226AA404570AI075&7^ A1972739 
AVV67ai52AA7232l)0CO6123BRI57l47AAfi2766&AAl57944AI990245AA6e2517T32487AieQ01^^ 
AW27504aAA162840AA47832BA!29B93SAW08St58AW47l42tAWl03470AVV3004»AWf919OT 

AW339104AA72473gAA411100AA191349AA757735AAO37eS6AI769516AW772283AAD10631 AI6a2846AI0610G5H8D983R79a33A195QG93 
A]24€8d2 AI349S90 AA14a284 AI79B502 AA487893 A1621320 AW194272 006365 AA9538B3 BE668g38 A1918S23 A187262S A1927217 A1453453 
Alia9366AW33afi78At261369At5Q0576BF477736Ai03256OAI972899AI9655B3 228771 At353B29AI69^ 

BE773489&E773462BE773486 AI69033BBE773499AI745717 BEB11475fiBai1470 BEB11464BE811418 BE81U15BGB11400BEB113gO 
BEaiiaaBBrai1352eE773S01 BE773494BE773486BE7734746E773473BE77347DPi7794G1 8E811990BE011337BF593B47BG055071 
AW875302 6FO03D6B AA71 0173 6E81 1348 A1582462 AI6S624Q BE773600 A1244B46 AS5G5439 Al9fB463 A1472527 AI44G740 AA03557B AA191414 
AW574145 005782 A!5Sg264 D57558 A146B237 AI432033 AAdd9d62 R21752 BFDa24S7 AA9aB297 AL574095 AL5762D0 AL571074 A1574525 
AL57BB1D BG49B3ai Al92a364 BE879732 AA479834 AA470712 C17732 BM09125B BFa43901 AW820230 C1747e BE327120 AAl2g574 
AA136645ei^900AV\l8D8ig3AA502832AA649494AL56B52[»AL£47S60B50G937BeBl136GK^ BE773484BEB11437 
BH8t1380 BE81139BBF997171 BR57734 BEB26037AI377596 006111 AW0889B6BEai14Q4 BEai1472 AI8659t2 At92SS07 AI871950 AI0935W 
BE9059Z7 BEB1 1435 AA1913B7 AW772000 BE81 1453 BE614378 BF844522 B1044896 AI744233 AW964527 017504 BF8436a3 Al24a307 
BE7734d3 AI5670Q5 W8Qa75 BP041183 A1738844 BE811458BE7734B1 A)262930AA94a565BE708942 BEI 56360 TE502BAW242g68AW197S54 
6ES05ie4 AA722206 AI344943 AI346a77 Ar33486D 8E62ia57 BE1SS280 AA454099 AA037722 BF843B97 AW806183 AA043216 66482896 
AA182734AA&77242AW372926H272S2 1^114 BF85l866BE166214AA19D427T917G2AA035067AA83732BT1093QBFm 
BG60673t BC00B442BC010166 AL590134AL5S30eSAL54a700 AL5S0751 AL547978AL545286 At540643AU118627 Aie0l379 0259821 
66741766 6t66BS22AU1 35866 61552770 B)2S9210 BI256520 BI2565G9 BG48S098 BI256228 80498501 BM044512 All133ga4 AL556583 
BE74S111 B1222633AU133917 80288151 61260715 BI5505SOBGSOD773BI551781 BG7O7601 BIB18593 BF691383 B6721129 BG541576 
BEdQ6668BG75109BBI2Z4135 BG40Q746fiG47e0BSBE79O436 AW08Q238 AU137548 86429896 BE3924e6 AW9&1666BG721056 BESDa365 
BE546656e6541235iWSB3735 BGS2829D BI28089S AW65tG01 BM04e974 BMD43a05 86142185 AA31518BA1446615 006300 B6497d44 
AA0BB544 Aiai59B7 BG5ZB631 60619182 AW239ie5AW06291OAWD629Q2AA347236F11933AA488005AA301631 AA376800 D56120 
AA343532 AA3Q66a6 FQ0242 AA37G0a6 AASIGgOB AA343799 BiB70221 BE9102a2 B6S38748 AW960564 AV73Zd79 D16854 AA192519 BF922148 
AA216013 BG624091 BE544387 BG5O7O06 AW(76446 BF790033 BE0BS925 BEQ96a64 AA92I3S3 R21GQ0 AA011222T9752S 
443194 19335J Bt754027 BFQS6071 AI361939 BG151298 AI519334 Al4D162a BI7701K W72057 T9615B T2478 AA1&12S2 BGa27793 AA714431 AA600749 

AA181247 AA614756AAOQ10S2H522076Gg26934BF222S79BGB99001 N64245AA953040AI832408AA1D2441 BG928081 AA993445AA916041 
AA967847 AA983329 AA737219 AA91 6443 AW128994 AI492560 At761847 80005272 NMJDOOQOO X53331 ^58549 9(758966 AL598B2S BI754530 
BG699770 B£439699B£440146 AV7043S5 AV733652 BG21 2015 86184149 3620018086212690 BI761222 B6182D79AW338822 AI925631 
AI423041 AW07liai A186S836 AW1 2911Z BG925339 AI017633 AA566864 BF725590 AI004210 AJ80979g BE083097 BGS96220 AVV9976B1 
BF66S78aBE083134AW5312B1 8619305286183095 BE44006BBG165728A1499579AA186162AA564262 61493352 AA1556S4AAB38749 
AA836B44 AA985478 AW0e2299 AlBI 6747 AA^0221 AAg71234 8Q27509 At719G62 BGS76669 AI4793B2 BF824747 A1741800 BG582962 
AIOBB47d AAS16151 AW473324 86901177 BE43S996 AW023269 BE813a7l AW99g947BE839108AV7O79B3 AA369722 AVV798627 AW89060B 
Ai341771 AA9a(2458BI4933S3 AA366332AA371l04AA3e7277AlJ547972BG928011 AI6789Q3AI699B86 AI9S616S AA4a4ag3 AAB43B53 
AW591063 BG203275 8621 1093 A1334791 AA91G589 AWQ58266 A136Z370 AI1433&ZAA50B721 A192&079 D57214 BE045265 AA54l7d5 
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431710 
455004 
419175 



161 159^^1 
10B9114J 
35068_1 



446830 41421 1 



435053 



124009.1 
31268_1 



TABLE 38C: 



BG2t9510 66201686 96195572 AW01S9GM AW0e9242 /V\953322 AI68669B f 27562 AA61474g DSEE4S F30m Faofifirt mttAH. a\aia«c.^ 
AAB27300AA5B2214A1701289AA228293AI906950AA23D156AA384572AWS 



66924321 AI039722Aig54968AI372B39 AMO1406 At$382l5 
AI422419AA514370Al74167aAI7354a2Al735081 AI37143B 
AWd50587 AWaSQSSS AVV85D3ia AW^a303 

AB01fl322 BC012480 BI524873 AWB65554 AI934469 AI479916 BFDg6179 BF0fl6162 BF09ei32 AA744972 Ajq^QftR Aifl'ama nrn7fto« 

^iSHcSPSPI^ ^^S"'* AI5B95S8 AA931663 AA534979 AI275392 A1273455 nS2S53^mV^^Sm HDS^ 

AVy953S66 AW176773 HB5S27 AA765670 AA0ai927 BF093282 8(3743753 AL037676 AA5»m4MB1«M 

BF057179>y857450 AJ341191 AI434iSaK AW^^^ 

BGieea23 BE179030 AW234203 BF849776 AA459064 AI917452 AW403072 W27419 Brai4568 BF7SB4BB AW370SM 
AI332&3B AA€6a215 AW6293a6 

S.'^'!:V.^^J^^^^^^^2Al245327AU116W8BF358559BF35a554^^^ 

AW169BOO D31161 AA9053B2C21179BE327268O31*74AW439053 D313098F75690l 81838526 BraTSBMiSllMW 
BF^5775AWe21784AVV9750B5W16475D31031BG696392AVraeG676AWre2a64aiOl37ffi 



Fkey: Unk^us number corrBspondfno to an Eos piobesel 

SIraad: JRdlcataaEJNA strand fnmwhfch axons were prediisd. 
NLpasWon: fodk^tesnucfeothJepniSoieMpredictBdexons. 

Rhey 

406617 
401958 
^05121 
401113 
404370 



Rfif 


Straiut 


NLpoGltEon 


84398S8 


Plus 


3643Q-365S2 


3258613 


Phis 


1OB411-108&29 


6102330 


Mfaus 


35B1&36Q04|3e587-36684 


a96S541 


Mfinus 


10419-19959 


7631003 


Pkis 


127B56-12B244 



TAai£4»: esegenei vpiegiMad Infflnsb ralallM to mmiri body Usmibs 

PNf Unfqiie Eos probesot IdenS^ number 

ExAflcn: ExempJa-accassjon number, GenBankaccesslbn nuinber 

UnlGmelD: UniGene number 

PrciPiotDomrfns: £t^n^6dW^^ 

UhlGenoTite g^BB^^^flte ''^^ 

Pkqf; QcAccn; UnigenelD; Unigene-mb; Pm(r.PioLDomdn8; R1 

f?™'^!^ secretotfoNn. family 3A. m; UtemglDblnJM=m-SS«Y;38^ 
«M34: AW3fi3S9Q: tte.65551; Homo sqptens. Slmllaf to DNA segment. Ch; IflPjPLCETP aTWMIltS8=Y- 3255 

4D6BD4; MZiaOS: ; FGENES predicted novel secreted prater nono,iione; 27.90 
SSIL- KJSr;?^^^!'^^"^'" l^P^^ C); a6p;T^^=M.-SS=M; 27.90 

428330; 122524; H6.225ft malitK metillopraiehase 7 (maWyaln. : PwbdasijynOc; 24-3B 

43T723; AW05S350: H8»278966; Homo seplsne mRNA; cDNA DKFZii564B2062 ft PMP22 CbudTn nm 23^ 

«9ira:VTO3754:Hs.50B13;hypclheffcrfpiaWnRJ2Q0^ 

425371 : [M9441: H8.l559fil; fliBsoifaean: nonefTM=H:SS=Ht iai7 

^ (adijft);Fotele_fec;MIP:TM=M;SS=M: 17.64 

5q«2: S N^bphlnopdne amdohydidasa (sdd c; SAPA,Sttrfaclant_p.ncwe: 1&61 

419556; U29615; Ha J1093; chilinase 1 {clillalriGsldase}; GlmjilitLl8LCBM_14-TM=fct^ 
419092; J05S81: H5^03: mucin 1, traJiBmentona: i^vS^f^^iSm 

AA547959; Hs.1 15638; Homo sapiens simlfa/ b Ec^lnoidbi (LOCI; noiia^one; 15J4 
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40G621; X57609; Hs.18l125: hnmixiogTobulin lambda locus; Ig^HSPTl^Ppx'GppAsTM^MiSS^N; 14^6 
443709; Ai082e92; >fe.134B52; ESTs: SNRfn3,non&; 14.05 

428970; BE276B91: Hs.194691: retljiolc acid Induced 3 (RAIG1); nwtebo; 7tnu3^Y;SS=M; 13.88 
457200; U33749: Hs.197764; thyroid transcdptjon fsOpr 1; haiiieobQJc;TM=M;S^N: 13.85 
5 432519; AI221311; Hs.130704; ESTs, WeaWy similar to BCHUlAS-100 pro; iione,nona; 13.82 
422355; AW403724; Hs.30059?; ooagulalfjon factor VII (sefum proUiromW; nonejg; 1162 
430260; AA36t25&: H5.2378fi8; tatorieulan 7 recsplar. fi^none; 13/47 

415457;AW0B1710; Hs.TSSgs Honio£spl8n6 iBfifBsspecI&GAShGmDlDg ; M0RN.sugar_lr;TM»Y;S8»M: 13^ 
. _ 431164;AMg3650;HsJ94367^1hynrfdfrBnEf7^'onfaclar1:ntme.hon^ 13.32 
1 U 414998: NM_002543; Hs-777Z9; oxidised tow dtenslly npoproJeln (lectin; tec&i_KTM=Y;SS=ft/t 12.83 

40026Q; ; H8.25349b: Eds Conlrol: lechXcCollagen.Xllrtk:; 12.30 

424310; AA33B64S: H6.90334; testes devetopfrant-ralated NYI>SP22; iKiie;TM=M:S&=N; 1 1.81 

451558; NMJD0t<n9; Hb.2G63Q; ATP'lHndingcas5ettB,£ul>-fBmily A (ABC1;ABCjran,SRP54;TM»Y;SS»M; 11.79 

. 453304; AA02S386: Hs.6l311; ESTs, Wesikly BlraSarto 810590 c^telna ; iionB.nQn9; 11.BB 

15 445537; AJ245571;H5.12844: EGF-Ik^domaln.mul&pte6;EGF,MAM;;11^ 

423776; Y09267; Hs.i 32821; flawJn cantoning fTHHioDKyssnasB 2; FMaR«e,pyrjedroi;TM=Y:SS=M; 11.41 

414812; X72755; Hs.773G7^ imnokine induced by gamma intorfbrDn; ILj8:T14=M;SS=Y; 1 1.31 

430632; A1073S13( Hs.100GQ6^E8Ts.We^ys1nnllartoJE0360ARlBi1or;nQn9.non9;11^ 

407910; AA650274; H8.41296: fibronecHn leuclns ifcft IransmemliranB p; fh3.LRR,LRRC7r,LJ?RNT;TM=Y;88=M: 11.15 

20 451497; HB3Z94; H3.284122: Wnt inhibitory fectar-1; EGF.WIFi; 11.07 

43025O; NM_016929; Hs.283Q21; chloride intracellular channel 5; noii8;TM=li^SS^: 11.07 

411020: NK.006770: ti&67726; macrophage receptorwfthcoltogenousstn SRCR.Cdl^Gn;TM=Y:SS=M; 11.05 

446619; AUD76643; H3.313: secrgted phosphcpoNn 1 (osteaponliA, ; Osleopondn;; 11.01 

436091; AW37306^ Hs.351546; nuclear receptor subfamily t, group 1, m; hormone.jec^zK:4,none; 10.97 

25 413048; M93221; Hs-75182: mannww receptor, C^pe 1;fh2.lBcSnj:,Wciii^Jeciin.XJfcil<;TM=Y;SS=M; 10i93 
432231; AA339977; Hs.274l27; CLST 11240 protein; iiorte;TM=M;8S=M; 10^1 
416402; NM_000715: Hs.1012; complement componeni 4-bbdln9 proteliv. ;GUsh1;'m=M;SS=M; ia77 
418156; W1705&; Hs.B3623; nudesDooeptorsiififamily 1, group [, m; bQmiDne_rec,2U>4,none: 10.63 

_ _ 436553; AW407157; Ks.t81125; immunoglobuTin lainbda locus; ^>lSP70,Pp)!.GppA;TM=M;SS«N; 10.58 

30 421071; A131123e; Hs.104476; ESTs. We^y similar to CGHU1E collagen : none;TM^Y;SS=M; 1QL57 

41B007; M135C9; Hs.83169: matitc metallopictslnese 1 (InterBtnial; helI1Dpa)m.PeptklaseJkff10>^l^P6_bindingL1^ 10.33 
419D86; NMJD00216: Hs.8SS91; Kallmann syndrO[ne 1 sequence; fA3,wap:; 10.30 
40r?88; AA687538; HS.3B972; tetraspan 1; transniembrfflie4;TM=Y;SS=W; i02B 

_ _ 441384; AA447e49; H8.2BB660; rettiolc add Induced 3; TUiijinona; 10^ 

35 453914; NM_QW507; Hs.S74;thlcto5e-1jB-lKsphasphalmB 1; FBP8Se;TM=M;SS=N; 10.22 

435523; T62849; Hs.1ia90; mBmtranwpanning 4-doinBins, suMamlly ^ itone;TM=Y;SS=M: 10.09 
423354; Ae011130; Hs.127436; calcium channel, voftage-d^denl. dpb; vrw^Cadia;TM=M;SS^ ia03 
415323; BE26935%H5.949:netrtR)phllcyla8o3lc factor 2 (65kD. chr; 5H3,TPR;TU=^S&=K; 10.02 
. 408S62; A1438323: H9.3114t; roundaboul (araan gucdancB zEGsptor. Dsos: i9»1h3;TM4^S8»N; 10.02 

40 448782; AL05a295; Hs.3S2B0B: K1AA0758 proteTn; 7im_2,!9.GPS.SEA;TM=^Y:SS^N: 9,86 
419235; AW470411; Hs.288433; neurotrimln; none.none; a79 
415992; €05837; Hs.1458Q^, hypcQieGcd paA»n FLJia693; nonQ;TM=Y;&8^ 9.74 
41B863: BE38703G{ Kb.1211; acid phosphatases, tetrate restStanl; Met£ritophos;Tl^M;SS=M; aTO 
. - 439016; AW300B87; H6.26S38; membran&^pBnnlng 4-doina(ns, KibMly A; nonB;Tiyi=Y;$S=l^ 9^69 

45 44265^ A1005163; H8,20137a; Homo sapiens cDMA FU404Z7fB; nonB;™=M;S^N; a6B 

446291; BE397753; Hs.14623; inlarfaron. gannaHndodblo pRMi 30; G1LT;TM^&&=Y; 9j64 
408380; Af 123050; Hs.44532; (fiubiqiiHkit iib1qu1lki:TM=M;88»N; ^54 

438089; VV05391; HS.3S1546; nudearieceptor subtly 1,gpoup1,m:haimonB_i«:;7f'C4,nQna; 9.52 
449494; AW237m4; Hs.3t5369! aqueporfn 4; MlP,noneca6l 
50 4S60B2; Ai866286: Hs.71962; ESTs. Vhaldy shiflar to B3829B imHiiM; none^none; a42 

446426; AW0B2270; HB.124B6: ESTs. WeaMy similar to AIU4J1UMAN ALU S; noneniDne: 9.41 
421952; AASQOgOO; HB.8eB49; dyneln lightcliain 2B (PNLC2B): none.nonB; 9.19 

40/949; W21874: Hs.247D57; ESTa, Viesklf aknilar to 210926QA B cell ; RlbosomaLSt4.ank,plkha6e.aealh,non8; 8.16 
- _ 456034; AW450979; ; gb:Ul-B.BI3^ta*12^U1 Ka_CGAP^Su; Ron^none: ai5 
55 407788; BE5149B2; Hsl3B9»; SlflOcalchJni^niding pn3tainA2;«lhand,8J0O,8J0Q,efltaid: aiS 

416965; N26223; (^.160439; MDAC1; iKme;NA;1IA: 9.03 

443324: R44013; Hs.16422S; ESTs; none^none; 9.03 

435575; AF213457; His.44234; biggering lec spier axpiesaed on myebid; i9;TM=Y;85=M; 9.00 
_ _ 440273; A1805392; Ks.325335; Homo saptonscDNA: aJ23523 fis, done U nor».iione; 8.99 
OO 424527: AWiaB65B;H3,334873i ESTSpWeah^slmnsr to 154374 gene NF2;2^eaibDpepl.none: 8.80 
409203; AA70047% Hs.687i eytociinima P46D. subfamly !VB. polypept; p450-.TM=M:SS=Y; 8.76 
423387; AJ012074; H6.346600; vasoacb've InlesSn^ pep&te receptor 1; 7tmJ2,HRM.CSD:TM=1^$S=M: 8.74 
443907; AU0784B^ K^.SOSS; TYRO protein tyrcskia idnase binding pro; nane;TM=fttS^Y: 8.73 
42S3G7; BE271188; Ms.lS99^ piotoui fyroBins phoapbatase. neceplor 1; aone:TM=M;8&=Y; 8.68 
05 418918; X07871: Hs.8947Q;CDZant]geti (pSO). sheepied btood oeU ; io;7M=Y;S&siy|; 8.56 
421563: NlyL00643% Ha.105606; granulysin; none;: 855 

450728; AW204600; HS.3S5462; KUMPSPBA Human puknonary surff&dantaaso: 8APA,8uifac1mLAiiene; B.51 
419893; AA133749; HS.3013SO: FXYD dDma^conlahina ion tensport rag; ATPiei_PlM-WA78iTOHf;S©=M; aSl 

„ 424450: AL137S26; Hs.374425: dynainintomi6dl^c1)aln2; WD40;; a42 

70 402474: : ; NHLQ04079:KoinD sapiens cdhepdn S <CTS8; PepOdl9Be_C1;: M\ 

458079; A179fi870; Hs.54277; Homo s^ens slmlar to RiKENcDNA 28100; none;Til^M;8S=N; a40 

424779; Ali)48051; 116.153053; CD37ani^6n; transmefTtranB4:TM^Y;SS^; BJ3I& 

453310: X70697; Hs.553; «o1ule carrfer family 6 (neurotransmltto: SKF.smjFanspDrtBr;TM^Y;SS=N; 8.34 

_ - 448140; AF146761; Hs.20450; BCM-llto mombrana piotein precuison yg;TM=Y;8&=N: 8.33 

Id 40424Q; ; ; NbL01895Q:HQmD6epiens m^or hlstocompBt; lg.MHC_l;TM=Y;SS=M: a28 
459702; A1204985; ; gb:anOac03jc1 Stralagensechtzo brain SI; norw^ncmBc ai7 
449523; MM_00057^ tfe.54443:chemalene{t>CiiioU!) receptor 5; 7lrn.1;TM=Y;SS=M: 8.17 
4429Q4; Al02B71fli HsLlfi954: ESTB;anlt.p&kiase,dBa0i,RiboBomBL614: ai2 

0^ 446996; N99Q13; Ks.27896Et Homo sapiens mRNA; cDNA [}KFZp564B2062 ff; Rhff^aaudIn.none; 8.07 

oO 42013^ AA3D5478; Hs.05327; CD3D an^en. dalta pcrtypeptfde (TrTS cc& ITAM;T1yNY:S5=M; aol 
435472; AVV972330; Hs.2a3022; Ir^gedng iBoeptor expressed on myeidd; ^;TM=M;SS=M: 7.99 
432441; AW29242S; Hg.163484; Intron cThspBtocyto midea'iactoi^ al; ForlL.h8ad,aDns; 7.99 

409208; Y00D93; Hs.172631; Intognn, alpSia Xfsnligan CD11C {p150)^ vwa^G-GAP.1ntegriftJ^,m^niLA.FG-GAP; 7.94 
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432605: NM Hs.3056; grarrzyme K {senna proteasa. granzyme 3n lrypBin:TM=y;SS=M; 7.92 
442B32; AW2055eO; Hs.253569; ESTs; nonB.nQne; 7.90 

412104; AW205197; H8.240951: HomosaplanB. ShUlarto RIKEN cDMA 2210; nons;TM=M:SS»N: 7.89 
_ 427337; Z46223; H&.1 76663; f=c ftagniant of IgG, bw afflr% iHb, n 19:TM=Y:SS=M.- 7.66 
J 443951: F13272; H5.356B35; fenibn, r^M polypepllcl©: PMP2?_Claudln.nor»; 7.84 

41829^ AA279530: H5.B395B; Integrin, beta 2 (antigen CD18 [pSSJ, ly; intagrin^B,EGF;Pa;TM=Y:S&=M;7.79 

447131; NML004585; Hs. 17466; refinote add recGptDrresponder (tazaro; non^TM^Y;5S=N; 7.76 

423961; DISBfi^ Hs.13634&: pefTosOn (0SF-2M); FaBCi'Glin:7W:=M;SSHM: 7.73 
. ^ 4249l7;Al636208;Hs.969O1;hypo!he5calprotelhFU23049;nonB:TM=M:8S=N:7,^ 
lU 43B5fi4: AA3B1553: H5.198253; nvaJorhlsloconipaBWlity coni|ilax. class ; ig.MHCJLdpha.non^7.65 

456672; AKQ02016rRs.114727; Homo sspj8ns,cbnBMGC:16327. mRNA.com; r;oneJ%PK^C.myosiBj»eai,RhoGAPi 7.64 

427792; M6392a: Hs.lG0a41; (umcr necrosis factor [sceptorsuperfanu: SRP14,TNFKjc6;; 7.63 

436954; AA74Q151;HS.13042S; ESTs; none, none; 7.58 

429732; U201 5^; H8.2488; lymphocyte cylosollc protein 2 (SH2 dorna; SH2;; 7^ 
15 407601; ACDO230O;H337129: sodium channalnonvoltao&gafed 1,bBlH;ASC:tM=Y;SS44;7.5S 

417105; X60992; Ks.B122e; CD6 anEgen; SRCR;TW=Y;SS=M; 7.51 

414821; M63836; Ks.77424; Fc fr^menl ot IgG, litgh aHfnIly la. re; 1g;TM=Y;SS»M> 7.46 

4443B1; BE3S7335: H8J283713; hypottieOcsl pnotein BC014245: CQllagan:TM=I^S^ht 7.40 

432222; AI2D4995; ; ^b:an03c03 jcl SlralaoBne Echizo bran SI ; none.none; 7.38 
20 422587t H25642i Hs.132821; ESTs; FMCWitepFMO-lihe; 7.37 

444527; NM_005406; Hs,1 1383; small Inductbte cytoldne subtamlV A (C^: IL8:: JJX 

457411; AW0a996l; Ks.13O093; iriDquois-dasB hcmscsbox protan IRX2; none,ilon3: 7.32 

439237; AW40Blsa; Fb.31 8893; ESTs. WeoMy similar to A47582 gr, Furin-llks,pkInasd,Rec8pULjdGni8ln,YLP.nQne: 7.32 
^ 419231: AIJ046294: HB.13624S; ESTe, Weakly BinHiar toll 7227 hypothetJ; nons^nonaf 7,30 

ZD 438873; A1302471; Hs.124292; Homo saptena dONA: FU23123 &, clone L; none.none; 7.27 

424027; AW337576; Hs.201691; ESTs; 7im_2,HRM.none: 7^ 

428927; AA441B37: }ls,90250: Horw sapiens hypothsfed protein FLJ2ai; nonQ,nDiie; 7.24 

432435; 5E2188B6; }\s.2B2Xm ESTs; none.none; 7.22 
^ _ 428467; AK002121: HsJ84465; hypothetical protein 1^11259; none;TW=Y;SS^ 7.21 
30 416030; H1S26t; H8,21948: ESTb; none^nona; 7.20 

433293; AF007835; H5.32417; hypottwlical proteii MGC2742; none;7MFM;&S=N;7.18 

418741; H83265; Hs.8Bai; ESTs, Wesikly slnnllarto S41044 chromosom; pl(ina8e.AcOvl[UBcp,phlii9e,Ac6viiu8cpE 7.16 

420656; AA279098; Hs,18763^ EGTc; notiB.non9;7.14 

427698; AW972594; Hfi.335499; ESTs; none.nona; 7.1 1 
35 4322G8; BE31iase; Hs^4230:7i)tao5phoadenoshe5'-phosphosu!fiatesr»AP8.tdnaseA^^ 

413859; AW992356; Hs.8364; Homo sapiens pyn)vat» dehydrogenase kTna; SAMJPNT^none; 7.04 

43041 3; AWB42182: H6.241392: small Indudlile cytokina A5 (RAt^TES): )La:TM=M;SS=Y; 7.04 

45236% AI5B2743; Ha.g4g53; Homo sapiens. Simtlar {o complsmsntcon^' Clq.Oollagen;; 7X3 
. _ 421481; AWSSm Hs.104e96; KJAA1324 piotein: none;TM=M:S&=M; 7.01 
4U 418945; BE246762: Hs.89499: araclihionat»»pQ>vg«ia6B: ljpa:vgenBSB^T:7%«=M:S&«N: &97 

452281; T935X; Us2m2; Komo saptons cDNA FU1 1041 fia. cbne PU TGFIuirQpepl)tte.T<^^ta.nQne; 6.96 

458124; AVV005548; Hs.12459G^ ESTs; iUKie.noRe; 6.94 

422846; BE513934; Hb.1583; neutroplin cytosolte Saclor 1 (47ka chr; SH3,P>^T1VNy^S^N; 6.93 

41 1027^ AF072099; Hs.67846; iBufcocyte rnminogbbutin-llto receptor, ; 1no9ltoLPJa:TM^hA;SS^; 6J92 
45 42882D; AA43Blfl7; Hs.172fi31; iiObepIii, ^pha M {cofnplBmBiilcDaipaneid ; vwa^gn'(LA.FG-GAP:TiyNY;SS»M; 6 

423575; 018883; H&163443: inlnn of penosGn (08F-2Q6); Fasdcnn.non« 6 J9 

419490: NM-006144: K6.fi0708; granzyme A (granzyme 1, cytotoxte T-lyinpi liyp3ln:TliHil:5SsM: 6lS9 

450954; A]gO4740; H3.25e91 : reoeptor (caidtonln) ac«vity inodfyffig; nonecTM=Y;SS=M; 6.87 
_ _ 429976i C75D94; HS.334S14; NG22 pn^m; vDltagfi_CLC^rM=Y;SS=M; 6.84 
50 42555S: AASSSZOt; Hs.130767^, Hbmo sapiens cDKA: FU23553 fis, clono U IAR;TM"ttSS^; 6.61 

414981; dTOSfl: ; Homo sapiens up-regvlated b/ BC&GM/S (LO; Zip.nona; 6L8D 

410342; R313S0: Hs.743: Fcfragmenlof IgE. high affinHy i. 1TAM;7M=Y;SS^ 8.B0 

422163; APQ2720% Hs.1 12366; proitAiln (mouselike 1; none;TM«Y;S5=M; 6.79 
_ _ 44S8B5; AI73400% H6.127e99: KJAA1603pfolBln;iionQ.nonQ; 6.77 
55 436576; AI45B213; Hs.77542; ESTs;71in.1.DnaJ: 6.77 

417079: U6S$90; H6.81 134; IntedBiikln 1 receptoranlagonlst; IL1;: 6.76 

424711; NMJ5fl5795: KS.15217B; cddtanln fwaptor-Jike; 7lm_2,HRM;TM=Y;S&*t 6.75 

416B47; L43821; HsJ0261; enhancer of faamenteftion 1 (cafrJlkedo; &H3rm=M;SS^N: 6.73 

426251: M242B3; Hs.168383; intercellular adhesfoiiniQleciitB 1 (CDS4): Ig.lCANLN:T«4=M;8&»M; 6.71 
DO 417929; R2721 9; H3.74647; Hilnwn T-call ncBpIor acfive filph»dtain; Ig^hydrolase; 6.70 

412584; X54870; Hs.74085; DNA segment cn dvamneontd 12 (onfque) 24; none^lecUn^ 6.70 

42822^ AA321649: H3.2246; smaH Indudbia cytokine sdifeixily G (Cy; lia:TM=M;SS=Y; 6.68 

421445; AA913059; Hs.lD4433; Homa s^nns. cbne 1MAGB4054668, mRNA; forLlran3,KJBtra^p; 6.65 
^ - 439760; AL399053; Hb.57664; Homo sapiens mRNA fill lenglh Insert cDN; lMPDH_C.lMPDajlCBS,feitegrtn3.RlcliuBJed^ 6.62 
05 4285^ BE3a6699; Hs.185055: BE^E protein; none;TM=Y;SS=M: 6l60 

453142; AA03364B; Hs.7473; Homo sapiens gap juncb'on piotelnp dpha; connexln:TM-Y;5S^M; 6.60 

432374^ W68815; Ks301886; Homo sa|3lens cDKA f U11346 fis, ctone PL; none^rora; 6.56 

448569; BE3B2657: H5.21486: slgnd liansducer and activator of bBns; SH2.STAT.STATJ}ind,STATj»)t;TM=M;S^N; 6.54 
^ . 424321; W74048: Hs.l765; lyn^bocyte-stieclfn; protein tynslne kin; SH2,SH3,|^as8;TM=M;&S^N; &51 
70 446932; AAS61459; Hs.125644; ESTs; nai>o.U^R.LARNT: 6.90 

427247; AW504221: 1^174103; Integrin, alpha t (an&gan CD11A (p160},; vwaJnteflniLA»F&<3APJU=Y;SS='M: 6.48 

425998; AU076629; HS.16595D: fibmblast growth fador reoeplor 4; l9,pkfnase;TMFlAS8!=M; 6.47 

447232: AW499834; H&327; tnlerieiddn 10 reoeplor, alpha; none;T1^M:S8=M^6/46 

431745; AW972448; lfe.163425: Novel FGENESH predidad cadherin repeat ; none^norte; 643 
75 417370; T28851; Hb.374466; tryptophany^lRNA synthetase; WHHP-TRS.tRNA^nLIb;: 6.41 

422241: Y00062; Hs.l70121; protefn tyrosine phosphatase, reosplor t ktnesln.fn3.Yj]hGaphateSQ;TM=M;SS=N; 6.40 

429S1Q; ABQ24937; Hs.211092: OINX protein; PLUNC (palate Sung and nas; none;; 639 

409340; eEl74629; H3.321 130; hypolhsficsrt pratern MGC2771; 
ark aa4wiirease$,pyrfdo«aLdeC,bronKxlornaTaPHD,WDATJicoKDDTJ13jn^ 
OO 413385; M34455: Hs340; InddBambe^pyrrole 2^ dioxygena&e; 1D0;T1UNM;3S^; 6.36 

451620; AW058357; Hs.igd248; ESTs; 7lneu1:TM=Y;S8=M; 6.34 

406369; R36436; HS.118747: $LC1SA2 SohitscaniBr family l5{KW^p: PhU;TM=Y;S8=N; 6.32 
424247; XMOOO; Hs.234734; lyso^yniB (renal smylokitosts): lys.l9,FA0JMb.ldh.1dti_C.pMnaBe:; 6.32 

514 



wo 03/042661 



PCT/US02/36810 



44409G: 569115; H8-103O6; natiral Mtef cal group? sequenca; PMP22 Claufin;TI*'Y.SS=M; 6.31 

416619; UTTTas; Hs.B020S; pim-^oooosene: plslhasB- 6.30 

421659; NMJ)14459: Hs. 106511; prolocadherin 17; cadrierin;TM=*f;S^M; 6.27 

415198; AW009480; Hs.S43: natural Wllercoll IraneorfpU; noi»;TH=M;SS=N: 6,26 
D 424273; W4046D; Hs.144442: phospfiDap05& A2. group X; phQsllp;TM=M;ES=Y; 6J24 

429083; Y09397; H5^817; BCL2^1at8d proioTh A1; Bl^-^TM=M;SS=N; 6^ 

452194; AI6IM413: H8J73599; dfectoiy receptor, family ^ subfamily ; none.none; SJ22 

424144; AA454033; Hs.41644: AKAP-^ssodaled sperm protein; Rlla;; 6,21 
1 n 414142; AW36e3&7; Hs.3344a5: hembsnlin (flbdin 6); eGF^,i5p_1,horTTione4^qu3sh,TILAdenojBa CRl:TM=M;SS«Nfe 6 21 

10 442D06:AVV9751B3iH5.372210:ESTs,WeaWysim3artoS72482h^^^ ^«lB^0J».v^l,IWFM.;,^^^«^,D.^l 

420256! JJB4722; Hs.76206: cadherin 5, type 2. V&csdfierin (vBscula; C3dhertn,Cadherln_Cjerm:TM=Y;SS=;M; 6.19 

421379; Y15221; Hs.1039a2; analllnduclbfe cytoWne subfrnnly B (Cy; JL8;TM=M;SS=Y; 6.17 

440452: At925136: Hs.55150; ESTs, Weakly sirrtlar to CAYP^HUMAN CAUCY; ncne:NA:f<A; 6.17 
. 421462: AF016495; He.104624; aqu^R 9; MIP;™*^Y;SS=M; 6.16 

L J 45296ft AK001335; Ha.31137: proleir; tyrosine pliosphatasQ. jeceptor !; Yj)hosph^e.none; 6.15 

41D361; SE391804: Hs.62661; guanyiale Wnding protein 1, mterfercwi-; GBP,GBP_C:Tty!=Y;SS=M;ai3 

415785; MM_M5424; Hs.78824; lyroGlne kinase with ImmunoglobLMn and ; EGF.fti3.ig,pIaha5e.lgn]liiIn EGF;TM=M SS=Y- 6 12 

430478; N^L01434^;H5.241535:flpol^poprutBmU 3: MatAJ&WM=Y;^ " 

413869; NML000878; H375595; Inlarfeukfn 2 FEceplor. tela; rMne;7M=;Y:SS=ftfe a09 
ZU 44660B; M75217; Ks. 175622; ESTs; Arnja(ailo^.HEATJ>B8:TM^;SS=M; 6.08 

430378: Z29572: Hs J2556; tumor necrdss fadar raceptor superlamf; lit: 6.08 

426116: AA866729; Hs.144694: ESTb; rK)ne^onB;6J]6 

445033; AV652402; Hs.72901; cydin^pendsii) hlnase inhUter 2B fell; bi^ 6.05 

426721;AA36358ft Hs.2e8545; ESTs, WsaWy simibrtoT29D12hypo«iefi;2f^2:Tiy^ 6.05 
25 429228; Al553633;Hs.35682B;E5ie;nor»,none; 6.05 

421757; 120897: H8.2g6259; |}araDKDnasa 3; A;ytest9fase;; 6.04 

437669; AI358105; Hh.123164: ESTs, WeaW^ simlvfa maJtah to ESTs AA; (Wiie,pkInasc,pkinasa.C: 6.03 

ATP-«hdlna casBette. sub-family c (CFTH; ABQJran;«Cjn«nbfane;Tl*=^SS=M: 

428667; Al375fi50; H5^88B8; AudeolarpiDtobi p40: hcmolog of yeast; none.iKina: 6.01 
30 432731; R31 178; Hs.2B7820; flbronecBn 1; th1.fn2.lh3,i«ne; 6.95 

446566; H95741; Hs.17914; nriefTibranMpannlng 4-dOfnains, subfamily A; nonB;TM=Y;SS»M; 5.9e 

450656; AA010539: Hs.ia912: unnsmad protein pcoduct; zK:2H2:; 5.94 

41846ft M2631S; HS.B5268; CD8 antigen, alpha polypeptido (p3?): lg:TM=^;SS=Mi 5.94 

424054: AA33451 1 ; 1^26638; membian&^pannhg 4-doniBinB. sutifann^y A; iione;TM=Y;SS=ftA; SiS* 

4OB048; MWL0O7203: Hs.42322; A Idnasa (TOKA) anchor pratcrh 2; ParelBmmln;TM^M:3S:»N: SJM 

43867ft AI276B0* H6.123428; ESTs; noiia;NA;NA; 5.91 

424238; AA337401; Ha.137636: ESTs; ixme;TM=M:SS=W; 6.90 

444143:AVI^47m:H5.1fi0999;^SvModeralely5tiirila'lDA5G194throm:B^^^ 

423630; AA329648; Hs.23804; ESTs, Weakly sMar to PN0Q99 son3 prot; iatUranManonB; 5.88 
W 409790; D1192fi; Hs.76846: pbosphoserine phosphatase-lke; Hydrorase:TM=M;8S=N; &81 

407239; AA076350; Hs.6784e; leukocyte infimimoglobijfiii-literecapior, ; feTM=Y;S8=M: 5.81 

411125; AA151647; H5.68877; cytochrorae t^45^ alpha potypepbda; nonB;TM=?Y:SSsM: 5^ 

420340; NM_O0O734!Hb.97087; CDaZaiOgan, ZBtapolypepMe{nT3 ooin;rrAM;TM=M;S5=M; 5.79 
A < ^*^^7B: H8.267566; hypoth^caJ piulBin aJ20371; sugarJnTM=Y;S8=M; 5.73 

413441; W929374: H&.75367; Src^nkB^adapten SH2.SH3;TM=IW;SS=N: 5.79 

443257; A1334O40: Ks.11614; HSPC065 protata; tiypsln;TM=M;eS=N; 6.76 

415B01; R24219;Hs^a443:FcfragnienlGriga!iwaffinByll^re:lg;TK^ 5l70 

435239; A1745458; Hs.343026: ESTb, Vfeakly Bfml[artDT2D593 hypothotl; none;NA;NA; 5.69 

SKt^"^^ HS.3558BB: p)iosphollpase C, beta 2; C2.PI4'LC-Y.PI-PtC-X;TM-IVtSS=N; 5.67 
DO 436772: AWa756B?; H8^B918; flnetdlothkinein IE (fwtoifood): 7lrn_2.HRjyi^one; 5.67 

431385 BE178536; Hs.11090; membran^psnnlng 4-dom3in5. subfanly A; roo^none; 5j66 

«SS2^^S1HL^ ^^0697; Homo sapiens byplophanyMRNAsynthotas; WHEP"TRS,«NA«ynL11viona: 5.66 

421BSft AA356BZIt HB.108M7; KIAAOOSO oene procftict: ankfH^Mf Gap;: 5.64 
- 407756t AA11fi021; Ha.3826ft uUquitrnspeciflBpiolaesa 18: UCH-1,UCH-5; 5w63 

J J 426354; U6ZD27; Hb.166935; coni^BniBnl component 3a receptor 1; 7lm_1:TW=Y;SSBl* 5.63 

423533; NM_014339; H8.120751; iMoleukln 17 iQcepbr; none:TM=Y;S8=M; 5.63 

41Sm L36531; Hs.9129S: htagrin, alpha 8; lnlB9!fiLA.FO^AP:TM=^:SSi4ft 5.61 

S™' "s-<9ie9: KlAAl634pfcteln;TPR,POZm6iianyJaWIn:TiyNM:S8=N: 

426677; AI6571 19; H8.3515B2; trc^nln 1, cadiac; nonB:TM=!|i*SS=N: 5.60 
OU 425509; AF07B363; Hs.l5B2ia: sperm associated anl^en 6; AinHdilfe^Bg.HEAT PB8:TM=W:8S=N: 5 56 

453852; AW951818: HS.211S92; MUM2 jmMn; pWnase,DA6_pE-Wnd,C2.pHn«i.C.non9; 5^ 

421924; BE514514: Hb,109606; coronln. acfirvWwfng protein, 1A; WD40ildJuC5TH*=M;SS=N: 5.67 

448030; N30714; Hs.32S9eO; rTMr7ibfanwpannIno4-cfornairis,3ifcfcmi!y A; nonB;TlliNY;SS 5.55 
/;s SHrZ^i^i^-?f 3 (antigen CD49<X dpha:FG<»P,Rhabdjly«»pJniegiinJ^:TM=Y:SS=M; 5.53 

0:> 410257; BE244044;Ha.61469:hypolhe«CBilpioteJreivone,none;&63 ^/-p -a 

441S65; AA972712; Hs.269737; EST«: |a*iasa,Ac&«ijwjp.TSPN.Cofew&S2 

413934; U03056: HB.7S619; hyalurono^cosandnkJase 1; mtaHriruB.GIyi»Jjydro 56;; 5^ 

447033: AI357412: Hs.167601: F^tebd gene: Eos ctoiied: secreted vrfiTdoK 5.45 
4l74l2:X16B95:Hs.e2112;intBrteiiWD 1 receptor, lype I; l9.TIR:Tf**t8S=*f: 5.45 

neuropalhy tafgetesfarasa; cNAPJ)lntflngJorLtraiisPalalln;Ti*A';SS=M:&41 
417497; AW402482: Bs.B2212: CDSSantlgen; lfanttnemhraia4n'AJNy;SS«M:&41 

m ProWn FU20093: lfl,pkinase.lJW.lJ?RNT,LRRCT,none: 5.40 

Njy)0129^Hs.30l92l: OiemoWnB IC^moUl) leoeptor 1; 7an_1;TM=YlSS=*t S.40 
lu^n Z^S^lz S^??*^' "wnploment componant 1. q subcomponen!. r C1qpCoIfc«en;; 5.40 
446272; BE2BB91^ Hs.14601: heaatopotetTo oelkpedfic iyn subslrat; SH3,HS1j«p;TW=M;SS=l* 5.38 
437275; AW976035 Hs.29239B; ESTs. Weakly EliiinarbM7S82B^»tlgr;node.Fnzzl8d F2;6^ 
jln^2 soliito carrier f^y 7 (caEWcamirio; MmB^ 5.37 

P«^""ncliannel.aublamnyK. mBmbe73noiiJb«ia;TM=Y;SS=M: 5.36 
442434; AAg95787t Hb.129583: ESTs: lRK;iiGne; &36 
428065 Al63404e; Hs.157313; ESTs; ICEj>20pDED.ICeji10.!Cej>2aDEDC&36 
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445333; BE537641: Hs.4427B; hypottietica! protdn FU1253B Brrflar Iq; ras.arfJK;; 5^ 
425638; MMJ>12337: HsJSWSD: nasopharyngeal apltheBum specific prota; none;TM=M:SS=N; 6.32 
419034: NMJK)2110. Hs.89S5S: hamopoielic cell kinsse; SH2^H3.pWiiffie:TM!='M:5S=N: 5,32 
45241B:M026115: Ha.114777r ESTs; rK)n©.PflrphoWl_deam: 5,29 
O 425205; NftAJ»5854; Hs.1551 06: receptor (catettonJu) acBvny modi^ylttg; nooe;TM=Y;SS=M; S.29 
440475: A^K)7671; HsJ2404O; pofaaaium channel, eubfemliy K» msmbara; kMiJfaii5,nonec 5.28 

417355: D1316B; Hs^2002; endolIiQln receptcy type B; 7lm„1,zf-C3HC4,1h3.SPRY,KRAB;zW2H2»nre,2f-BJjQx;TIlfcY:S^ 5.28 
438120: AJ248t9^ Ha.119e6Q; ESTs; hBme.l.noJie: 5l27 

41 6307i U70fl67: Hs.a3974; solute canter Jarrtly 21 ftjroslagtendin ; OATPJJ.OATP C;TM=Y;SS=M; 5l27 
1 U 40B745: AA077391r : 9te7814E12 OiromoBOnw 7 Fetal Brain cDNA; 7inul;rf-C3HC4.tha8PRY.KW^;c«:2H2.rTO,2NBJx«;T^ 5,26 
421554; AWt3767fi; Hr.97775; ESTs; iiana,none; 5.23 

408308; ALj033377; Hs.44197: hypotheUcal pralein DKFZp564D{M62; nonebnone; 5J21 

410434; AFQ51 152; HS.636B8; tolMito receptor 2; LRR,LRRCr,TIR:TM=mSS=ftt S2\ 

4215B5: U956Z6: H8,302043: chamokiriB (C-C molH) recepior-Jte 2 1 71mLl;7MaY:SS=tt 5.19 
1 !) 400261; : Hs.1802: Eos Cbntrot; ig,MHCJLbela;TM=y;SS=M; 5.19 

436B56t AI46Q355; HS.12731D: ESTTs; pldnase^nivTM=M:5S^ 5.16 

408761; AA057264; Ks,23883e; BTs. Wealdy similar to (defira not avsc 71iiu1,flone; 5.17 

425023: AW956aB9; H5.1642tO; EDG-1 (erwfothelfal dtfferBnHaSon. spfi; 7lin_1;TM=»Y;S8=M;&1S 
n n X57522; Hs.3S20ia; transporter 1. ATP-t)onding cassette, sub; ABC_brffli.ABCjnBmhiaia,SRP54JhymiJ«lateLMn:T^ ai6 

46122Q:AF124251;Hs.26054:fKwelSH2-«)nta]ningprete{ii3;SH2;TM=M;8S^^ ^ 

417771; AAB0469B; H8.82547; refintBc aid receptor responder (tazaro; none^none; 5,1 4 

42492Si; NM„a02432: Hs.153837; myeloid cell nuclear dMerenUatton ani; PAAD 0APIN.HIN;;5.U 

451099; R52795; Hs.25954; mtarteukin ISteoeptor. a^a 2; fif3:7W:=Y;SS=M; &13 
- _ 427509; MB250S: H5.2I6I; comptemerU component 5 receptor 1 {C5a I; 7tnu1;TM=Y;SS=M; 5.12 
ZD 42319B: AK001666: Hs.1 25139: iiypolhefc'cd protein FU1 1004: none:TM=M;S&=N; 5. 1 2 

433671; AWl3fl7»7; Hs.l32S06; 13A24 protelh: |9;TM=M;SS=M; 6.1 1 

426457; AVV894e67; >lB,38013ft cHmcrin (chvnsBrln) 1; DAG_pe-biivd.RtioGAP,SH2;TM=AitSS=N; 5.06 

431890; X17033; Hs*27l986; Integrin^ alpha 2(CD4gB. dphaJsulxJnfc vwa.lnteflriiLA.FG.GAP:TM=Y;SS=M;&05 
^ ^ 418185; AW95B272; Hs.347326; inteicemilar adhesion molecule 2 {ICAM: nonB;7M=Y;8&=M: 5.05 

437352; AL353957; HsJ284181; hypotlieb'cal protein DKFZp434P0531: DUF221 :TW-Y;SS=M; 5.03 

457918; A1359590; H5.162604T hypothelical protein DKFZp762M186; PLDc;TM=h/tSS=^: 5X)2 

452924; AW5B0939: Hs.97199: compTement componenL Clq receptor; EGFJecBn_cT?ssue_fa(Oaink.TIL^TM=Y;SS=Nt SlQ2 

426535; AU077012: HsJ2e85fi2; ESTs. Weakly sJmllar to ubiquitous TPR m; KunIt5jBPT<,Kilril?_PFm.7|m2,HRM: 4.99 

432805; X94B30: Hs.3107: CD97 antfQen; 71in_2,EGF,GPS,FecC0;TM=Y^ S=4it 4.95 
JO 4348B3; AW3B153B; Hs.19ea7; l;ypijihedcai protein MGCi2g59; SH3,PH.WW,RhoG«^: 4.95 

414291; AI2B9B19; Hs.13040; 6 prolea^coupted receptor 86; 7|itl.1;TM=Y;S8^M; 4.94 

428981; BE313077; Hs.93135; ESTs. WsaMy dmtarto ALUZJJliMAN ALUS: non9,mn;4J2 

451154; AA015879; Ha.33536; ESTs; TiMP,nona: 4.92 
. ^ 435730; AB020635; HS.49B4; KIAA0B2B protein; AdoHcyaaB.TikA-K,2-Hacld DH_C;TM=R^SS*'N; 4.90 
40 413011;AW0681i5;H5.82l;blgI)tan;LRR.LRRIfr5490 

42273^ AA577455i HsJ>4937; lransformer-2 alpKa (hlrB'2 a^ha}; mT»,|g; 4.89 

417015; MB3772; Hs.80fl7Q; flavin conlalnlnff manooxygenase ^ FMaiBs^pyuedOK:TM^;S^M: 4.88 

412773; m5785; Hs.74573; sifnierto vaccMa vinis Hindtll K4L0I% PU>:;T«iNitS8^4.B8 

43965^ AW9707aO; Ns.S9483; leucine-rich repeatcontalnlng fi pratain; 7bn.1,LRR:TJyNY£S=H: 4.87 
45 406102; ;; C1500122ir:gii44e9558|gb|AAD213lt1| (AF; MGJ>&Wn(i.PH.RhGGEF,DC1;;4J8 

422795; AB033100: Hs.37561fl; K1AA12B3 proldin7&iul.JcazdA2iW,A2MJJ;TM=Y;SS=M;4.a4 

432581; AU0764B5; H8.27e441; KIAAD015 gene product PP2C;TM=M:5S«N; 4^ 

414936: C14774; ; gfcC14774 aontech human aorta polyA mRN; an1(.p1dnBa.dBajh.none! 4.82 
^ 430152; AB001 325; HS.Z34642; aquaporlii 3; MIP;T1*^;5S«W AJBZ 
3U 444838; AV65l6aO; H8.20855B; ESTs: lnt»grtM.FG^.nDna: 4.81 

410423: AW402432; Hs,63489; protrih fymsinQ phosphatase. noiHeoBpt 5H2.Y_pho5phalase,E>SRt5TM=M:^|^ 4JW 

453107; NM_016113: Hs.27974e; vanlllold leceptor-Gke pioteln 1; anKfoa^s;II*^;SS^N: 4-80 

433378; AI249361: Hs.r4122;c^ai»4, apoptDSfcrotetedBysWlwptsCARDjC^j)^ 

422010: AA302049: >ts.31 181 ; Homo sapiens cDNA: FIJ23230 lis, dona nonB,SOF,sngaJr; 4,78 
JJ 4T9542; AA36B037; Hs.90911;sQlut9caiTfBriamlV16traDnoqBrt)oxvIlc;noi^ii^ 

43BaSQ: AF085a33; H!b.13S624; ESTs; nDno.PI3J'i4J<rnase,PI3KB,PI3K.C2,PI3(OI)d.PI3Kj»85B: 4.75 

427418; AA4025B7; Ha.35e667; LAT1-3TM protin; nonejionfi; 475 

431924; AK0QQB5(^ Hg.27220% HDn!0«3|dens cONA FU20B43 Jfe cIoqd AD; 8H3.nona; 4.73 

424218; AF031824; H8.143212; cyslalh FdeuHocyslatin); cyslalin;; 4.72 
OU 4148BB; AL039185; Hs.7755e: ttiyroM hornione receptor intsradcr 7; HMGl4_l7,nooec 4.72 

416178; AIB08527; H6.t92822; serolofllcally defined breast cancer arti; nonB;TM=l*8S=N;4.71 

430037i BE409649; Hs.227789; mitogen-adtvated proidh klnas&«:liyat pWn38e;TM=M;S9=f^47l 

451527: AFQ22813; Hs.26518: transmembm 4aiiperfein1]y niamlKr 7; i»ne.nonBc 4.71 
^ ^ 453870; AW385001: Hb.8042; Homo sapiens cDNA: FIJ23173 fis. done L; FG-GAP;niegrin_A.NIF; 4.71 
OD 408113; T82427; Hs.l94101; HomosapienB cDNfc FU20869lis. done A; 7bTu3knone; 4.70 

438543; AA810141; Hs.ig2182; E8Ts; SH2.pkinaseknone:4.70 

«SS^HES?^u" «!^^ protein Sctnase 1; ank,pianase/teaih.SPRY,SAP,RtoosQiTttU24» 47O 

ia;Ai4Q7Su8; HmBu; ESTa;7iiiLlinone;4.70 
422184; NM_014312; Hs. 11237^ cv9q al thymocyte receptof pC laavfe ; lo.GentlnUnov;TM=Y:S&=M; 4.69 
/U 414482:857498; fe.76252;endblhefin [©captor ^a A; 7teu1;TM=Y;SS=Mt 4,69 

425069; AAeS7465: ^6.298184; polassbni voltsg&i^ diannal, sltateF-; aktoJeeUed.naneE 4w67 
432314; AA533447; Ha.285173; ESTs; Xfihk.nonB;4.66 

45351B: AW503205; Hs.27a6B; 9b:UI-HRBN0-8kl-£H»*Ui jt NiH_MGC^ SH3.PH,RlicGEF;TM=M;SS=N: 4.66 

418613; AA74452S: Hs.8B575; nAosen-acBvated piotetn kinase kinase ; pWnase,CNhtTM=M'3S=N: 4.66 
/D 446063; Al720140t H8.151079; ESTs; ISICChannel.none; 4.65 

454034; Nhy)0C691; HsJSJS: aUahyde dahydrogsnasa 3 ^Dy, member ; aldedli;; 4.65 

431441; IJB1S61: Hs.2794; sodium diaiuid, iionvdlageij&ted 1 alpha; ASC;TM'=Y;SS=>N: 465 

443402; U7784G: K8.9295; elastin (eupravatvular aortic stenosis, ; none,PDzXlM.pIanass; 465 

414809: AM34699: HsJ7356; transl^n i«:eptorCp9a CD71|: PA:TM^Y:SS=I»^ 4.B4 
Oil 427535; R29543; Hsil64: pro-platetet ba^ protein fmdudBB pla; IL8:TM=M;SS=fyl; 4.64 

4371 19; A^379921; Hs.177043; XP_171 387 similar to itioteMh; none.none; 4.63 

411779; AA292611; Hs.72050E ncn-metaslaDccellsS^ piolatnexprtesa; NDK;;4.63 

429784; MB97gGt Hs.3as mennbrane^pannlng ^domarns, subfami^ A; nQnBcTM=Y;SS=N: 4.62 
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415934; NR4J»0928: Hs.992: phoaphollpaea A2. group ]& (pancreas): phosHp;^ 461 
406873: AlJD46Qt7; H5.356216: c^modu^n 2 (phDSphoiylase Idiiass. deii; nane,iionB: 4.61 
42B432; AFOOISOI; Hs.ie9857: paraoxflnase Z Arytesterase:TM=M;3S=N; 4^ 
444fl05; AB(»78a9: >1s.12017: hotndog of yeast Ubk|ulttn-pfoteJn lljas; WW,HECT.RNA_polJ\.none;4.59 
0 4O600D: L1 1690: HS.1S8689: bulknis pemphigoid anCgen 1 {e3Q/24QM3): e&i6nd^eclrin,GAS2.SH3»Ptectt(^R^Xylos05om,nD,b^ 
L2,M.ldl\_QCH^P3:TM=M;SS^N; 4.59 
4310B7; H12723f K3.29Q791: ESTs; ton_l!ans,nonB;45a " 

425465; U8964; Hs.l9D4: protein kinase C. loia; pkhase.DAG PE-Mnd,pWnase_C,OPR:TM=N^SS=N; 4.58 

422427;M3^0514:Hs.96e92;ESTs;PH.E(3.CH^peclnn.Cajchannel_B.nOT^ 
1 U 441527; W19504; H3.7B84; solute camerfanly 21 (organa: Braon ; OATP_N.OATp_C;TM=Y;SS=N; 4.66 

416464: NML00O\32; H3.79345; otjagitfaKon factor VIII, procoagulanlco; Cti-oxlciasef 5_F8JypeLCK 4^56 

421233: AA209534: Hs.284243; telraspan NET-« protein; transmembran©4;TM=Y;SS^4.5B 

42231 1 ; AF073515; Hs.11494fl: cytokine receptor-Bke factor 1; fr>3:TM^M:SS=N; 4.55 

444895; AJ674383; H3.22B91: solute caiiar famlty 7 (caBomc arano ; ASOdeatti.TN FR_pB; 4^ 
1 5 428141: 05O402; Hs.18261 1: solute csrrar Jamily 11 frrotar«oup}ed: Nramp;TM=Y;SS=N; 4^5 

41Q290, AA402307; H6.3228+4; hypolhetical protein [M<FZp664A1 76; Sema.P8l,TlG.tntsgriiuB;TM=Y;SS=M; 454 

426437; BE076537; Hs.169a9&; vblqu]tifHX>n}ug3Qng enzynio E21 6: AnnadilEo_9eg,UQjcon.nonB: 4^ 

45006S; AW01fi343: (^233301; ESTs; ahEulealh^S.KMU.naR^ 4.54 
^ ^ 438209; AL12D659; Hs.6111; aryl-hydiiocarboA lecepbr ntidear transf; HLJH.PAS,ILa;TM:=M;SS::«; 4.54 
20 414788; X78342: K8,77313; cydln-dependenl Wnase {CDC2-lke) 10; plthia3e:TI*'M;SS«=N; 4.53 

429109; ALJDD8637; Hswlg6352; t»u^^1 cyto5dltcf&:tor4 (40kE)); SH3,OPR,PX:TM=M;S&=N:4.53 

4Z7557; NMJ0O2859; Hs.17d6S7; plasminogen adiv^, molditase receplo; UPAK.LYekET,PLA2Jnh;; 4.53 

411213; AA676939: H6.69285; neuraplln 1; MAM,FSLJFa„type„(;CUB.CUB,MAM^^BJypBi.C: 4.53 
_ _ 4341SB:TB6S34; H5.1437^ ESTs; adenyl^KbisseinQna; 4^2 

ZD 431M1: AK000106: Hs.272227; Homo salens cONA FU20099 fis. clone CO; pWnas9.Furfivlllw.RecepJ,jloinaln.none: 4.52 
447341; AF10Ba41; H3,18142; airesOn, beta 2; afTBBlln^es^n^C.PX.PHj'LDc: 4^ 
447656; NhL003726; H5.19126: sicKinBS&-asfiociM phcsplioprDleln of; 6H3J^;H^M;S8=N; 45t 
417016; Mie036: Hs^oea?; v^i VamaguchI mom viral related ; SH2^.pkrn3»:TM=iM:SSi=^ 4.51 

^ _ 422093; xgB411: H8^0077; inyoeln IF; SH3.niyorfnJiead.ia;TI*«M:5S=N: 4S1 

30 407202; N58172: Hs.109370; ESTs; F6_FBJype_C.pWnB3B.Eb.nonfi; 4.51 

447079; AA2a0057; Hs.105280; ESTs. WeaWy similar to dJ963K23,2 [H.&a; zf-C2H2^C3HC4.UtM;TM=M:SS=N: 4.51 
450747; Al064a21:Hs.t29953i ESTs, Highly £lmaar to 181 8357AEWS gen; rTni,zf-R»BP.GAS2: 4.B0 
419452; U33635: Hsl9D572: PTK7 piotein ^losuie 1«naae 7; [g,pldn8se;TT;^Y;SS=M; 4LSD 

^ _ 453856; AA804789; Hs.37giOg: PDZ-UM protein mystique; UM,POZ;TM=lyi;&S=N: 4.49 

35 432744; AA96B835: HB.3B664; ESTs; nofie,iione; 4.49 

419032; W61330; Hs.99877; ESTs. Ughly elm^ar to J AK3B [H.sspians; pVna5e^H2Jnsulln.pkjn8se^H2: 4.48 
444009; A13B0792; Hs.135104: ESTB;TNFR_q6lTILnona: 4.48 

426416: AW6 12744; Hs.ie9824; Idller cell lectiiv-nce receptor subfai^: lectiru::TM=Y;S8=h^ 4.48 

412802; U41518: tfe,74602; aquaporin 1 (cSiannel-fQiintng Integral pr; MlP^TMaY:5SaM: AA9 
40 447217; BE465754; Hs.l777^ neuiDpilh 2; C0B,HAM.F5_FSJype_C:TM^;8S=M; 4.47 

40B771; AW732573; Yts.47584: potassium voltag&^ated channel, dela^d; eRiand,tonJransXJIs1ra.n«»: 4.47 

435049: AL122067; Hs>*746: tiypolhetlcd protein FU21324: none;TM=M;8S**N; 4^ 

413278; BESBSOflS; HsJS33; Inlerferon-etlinulated prolefn. 15kDa:iiUquF&i;;4^ 
. _ 423804; AW4D3448; Hs.lTOS; inEerfBrorHsti'mul^ tianscripOni fact IRF^-<aHC4»IBH2f-RanaP;TH=M;S8=N; 445 
45 43430(8; N51517: HS.472B2; ESTs; pWnase>pWnase_anonfi; 4.45 

434448; W2G667; Hs,184581; Homo eaptens cDNA FU14B21 fis, done pUn33a.pidnsaB_Q;4w45 

417426; NM_002291; Hs.8Z124; taminm, t)ata 1: latnkiinJEGFjannn_NtBmi jntegruuBn 4.44 

417389: BC260964: Hs.82045; midkhe (neuiite growth-DroinolIna fiaclon PTtO^K:TM=M;SS=Y; 4.44 

430259; BE550182: H8.375142; RalGEF-tlte protein 3, mouse honulog; fn3,RA^GEF;TM»M:SS=M: 4w44 
50 438001; AW903849: Ha.l73e40c HUEL {C4om)4nteracflno protein; Ib:TM=M:SS^ 4>14 

452355; r*S4926; Hs.29202; 6|TOtem^OTipledracsfilar34; 7lra.1,0ATP^C;TM=Y:SS=N; 443 

418751; BE3SS014; Hs.37254% pliospholnos»kfe-3-lErnase, regulatoiy su; SH2,none: 4.43 

410068; AI633BaB: HB.6fl435: FY^jlnding pfDtelR(FYB-120ft30); SH3;TM==M;SS=N;4.43 
- - 4499G1; AW26S534; Hs.1 33100^ ESTs; pti[iffiB,Fuiui-lite.ReGe{U^6niain^one; 442 
55 451734; NhLOQB^- Ms,26m: neuiograntn (protein Kinase C eulstrate.; 1Q,7tnLl;TM=M;SS=>Ni 4.42 

410598; A1817130! Ks.9l95i Homo sapiens cE)NA FU13608 lis, clond PI; RasGEF^PRK; 442 

43941 1: AA044876; Hs.58043; ESTs. WesHy strrilarto CYA2JtUMAN AOENY; guanylate_cyc:TM=Y;SS=M;4.42 

433179; AW3B294S5 H6.152469; ESTs; AmiadUlojeg.none; 442 
^ . 41464^ AW37272t; H9.291623; ESTs, Weakly slmilBrto unnamed pnslein: |>hinas^none;4.42 
60 40951% AW97gi87; H6.293591; melanoma dDfetenllafon assodgteit prot; 0EAIMidlc8S8_GCARP;TiyNU;SS=»^441 

445903; AI347487; Wb.13Z7B1; dasG I qyloWne receptor, fh3;TM=Y:B8BN; 441 

438507; AA809052: HS.356G27; ESTs; nons^nB;441 

409524: AW402151; HS.&4673; tumor neat»]sfiacby{ngaid)superfaml;TNF|TM=Y£8=h^ 440 
453037; AAD45175: H8.17914; EST*: none;TM=Y;S8=M: 440 
05 412228; AW503785: Hs.73792; csinidainBiitcaTnponenlfSiJ/EpstBiR Batrvi; suslil;TM^:SS=M: 440 
45103$ AUa76705; Hs.430: plasl&i 1 0 Isofbrm}: Glband,CH,AdafHliL.Nn 440 
41^4% X12451; H8.780S6; cathepsin U PepUdasa^CI;; 4.39 

408105; AWi 52207: H^270977; ESTs, WodWy simllsr to 136022 hyptrtheft Y_ph«phetage^OTt]Ljanhydra5e,DS^j,nonB: 439 
_ _ 423099; Nh4_0Q2837; H3.123641; fKddm tymine phospMsse, receptor tfn3.Yjihosphatass,OSPc.COX6C;TI#4/l;SS=M; 439 
70 438330: AW4S057% Hs.2573ie; ESTs; pki[iase,7r-C4.ERM,CNKnone; 439 

433437; U20536; K8.328Q: caspase 6. apoptoeSB^ated cyst^e pr. IC^10ilCE-p20? 4^ 

429747^ M87507; H5.2490; caspase \, ^poptosis-ret^ted cysteine pr; CARD.lC^ji10JC^j|i2P;; 439 

426410; BE29B446; Hs.305890: BCL^Ike 1; Bcl^BH4.nane;4.38 

434511; R2Bg02; Hs.16106; ESTs; pklflas&.GIycoJvdro_39; 438 
/ 5 448888; AWimea; Ks30242; capase lecnillmsnt domalh preteln 6; CARD:TM=MSS=N: 437 

447827; U73727; Hs.ig7l8; praletn ^rosins phosphatase. leoeptor t fh3.|g,Yj)hosphalasd,MAM;TM=Y:S&=M: 436 

432583; AVWi23624; Hs.162282: potassium chanrvsHASM; potassium Chan; lon_trans,X;TM=Y:SS^;4.36 

413472; BE242B70; Ha.75379; solute cawfemliy 1 {glial high affi; SDF;TM=Y;SS^ 436 
„^ 426828: NK4P0002D; Hs.l72670:activ!ii A recephirtype IMike 1; pkrnase,Aclhiiiuecp;TM=M;S&4i^436 
OO 449444; AW818436; H8.3$ia06t solulecanferfamly 16fmonocailiED(y3rc;iioii0:TM^;8&^M: 4^6 

437145; AF007216: Haj5462;aolutecaniBrfanilly4» sodium Ixcarbon: HOOaj:otian8p;TM^Y;S8^ 436 

428670; 101087^ H5.211593; prateln kinase C, thela; DAGJ%4iliul.pUna6a.pMna9^aDNAjK]LynaUlPHaDC^^^ 435 

4211S5; BE464560i Hft.133017: ESTs; none^none; 4.35 
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415758: BE270465; Hs.7679f3: pfdtanWnasB C. zela; pkinBBe.DAG^PE-btnd.pWnascjC^OPR;; 4.35 

457001; J0325B; Hs.20S2; wilsinin 0 (1.2S-dihydroxyvHamin D3) re; hormon8^.z(-C4»M9Nlc*loj5:TM=M:8S=Ni AM 

419150: T29618: Hs.8954D; TEK tyrosYie Wnase. endothena! (venous; EGF,fFi3.pklnasB,eg.larnnin_EGF.DSUTP*=Y;SS=M; 4^ 

440675: AWO06O54; Hs.2797BB; ESTs. WeaWy sinilar to KCC1_HUMAM CALQ: pkinase.none: 4^ 

429657; D13626; H8.24fi5; MAAOOOI gand produd; putative &pratei: 7tm^1;TM=Y;SS=M; 4.34 

414S09; AW161311: Hg.76294: CD63 anSgen (melonoma 1 antigen}; lraisrn6mbran£4:TM=Y;SS=^ 4.34 

425771: BE5G1776; Hs,159494; Bruton agoimaglotxjllnemla tyioelnekina^; 8H2.SH3,plcsisBQ,PH.BTK;TM:'M;SS^N; 4.34 

452124; AA454220: Ks.61170: ESTs; p1flhase.none; 4,33 

407775; Hh^004914; H5.38772: RAB35. membflr RAS oncogrnie fanfly; raB,ar»;TNt=M;SS=N; 4.33 
452£68; AA721140; H3.4993Q; ESTs, We^/ similtf to putalneplSO |H; SH3.none; 4.33 
434164; AW207019; H&.148135; serin^hreonine Mnase 33; pMnase;TM=M;SS^N; 432 
445330; R5266ft Hs.21691; ESTs; 7lmJ^one.'4J2 
437527; A1241019: H»,145644: ESTs: PIP5K.non^4.32 

4377G3;AA46936g:Hs.S&31: fosUBfnhbltororniBNroprotaiRsa 1 ;TIMP.pkinaseJ>A6_P&tind»R6D:4.31 
416714; Af283770: H5.7963a: CD79A anttgen Cvmniriogirobulivassocraled; l9,lTAM^du5:TM=Y;SS=M; 4.31 
416269: AA177138; HS.1B1671: ESTB;pWnase,DAGJ'E-bhid,R9D.nonB; 430 
425458; HB9317: K8.182a89; ESTsikxufrans.none: 4.30 

42420^' NKL003734; H&19B241; amins owdase^ copper ccntaiiiing 3 (vase; Cu_amine_(K»,(Xamfn^O}MN2,Ctt_aiWne.ox1dN%T^ 4.29 

45187^T63141;; gb:^9gr12&1 Staralagene lufig (937210) H; SH3.none; 4.29 

417881; AA4173a3: H5.62582; Inteflrtn, belaJfte 1 (with EGF^Bc© rep; EGR; 4.29 

435240: A}025435: Hb.1l7S32; ESTe; GHMPjcinasss.none; 4J7 

444051; H48373i Hs.10247; acbVated leuoocyleodi adhesjon molecu; none.none; 4.26 

423S23; AW29982ei; Hs.193580; ESTs; ronebnone; 4.26 

426Z74; D3812% Ks.2QQf7; tumor necrods Mar (ligand) supef^i; 7NF:TM=Y:SS=N: 4.2fi 

425356; BE244879; Hs.l5593a; Inositol potyphosphate-S^hofiphatase. 14; Exo„endo^phos.SK2;TM=^M:SS»N; 4.2G 

448386; AB037750: Hs.21061; KIAA1329 protein; PKD.BNR;TM=Y:SS^M: 4.26 

418316; U47732: Hs.64Q72; transmenibrana 4stfpQrian]ily member 3; Eransnieiii]rane4;TM=Y;SS=M: 4.26 

427274; HM.Q05211; Hs.17414^ colony SHmutaflng factor 1 receptor, fo; lg,pkln8se;TM^Y;SS<4ft4.26 

416602; NM-006159: Hs^7695; PratelhldnasQOfalndIng protein NEL12; EGF.vwc,TSPN;;4.25 

436729; BE621807; Hs.35t316; transTnBiTifarane4siipGr{3niity member 1; none;TM=Y;&8^M; 4.25 

436494; AA720997; Hs- 128295; ESTs; iuine.CAP^GLY,H003_colransp,aycoJiy<JroJ3,PH; 4.24 

43966B; AI091277: Hs.302634: frtzzted (DrosophSa) homolog 8; Frizzlad,Fz.7lnL^^n^TM=Y;SS=M: 4.24 

41 8255; AW135405: Hs.3725t; ESTs; p)dnsae.n«iB: 4.24 

400328; X87344: ; transpofter 2, ATP-bJndiog cassette, sub; nooe:TM=Y;SS=N; 4.24 

405121; : ; milogsn-sctivaled protein kinasd S inter; CysJ(rK>t,TGF-be(a,vwa.vvvc,vwd.Ttl^DlIF139;; 4.24 

425795; AJ00M79: Ha, 159543; EDG^ (endothelial dilierenltalion. G-p; 7tm_1:TM=Y:SS=M;423 

406786; AW161678; Hs.11 1334; fsnitin. tght potypaptnte; femiin;TM=M;8S=N; 4.25 

449643; R85337; Hs.24830; solute catier fanuly 31 (copper ttartspcn none;T[Ul»Y;SS=M; 4.23 

449657; AW612141: Hs.279576: Homo sapJens &proteln ooupJed reca|A)r ; 7lrTu1;TI*'Y;SS«M; 4,23 

413795; AU)40176: >ts.142003; ESTs; r>ona.plunase,lAR.LRRCT; AJU 

409142; AL136877: Hs.50758; SMC4 (structursl mointcnaiDe of chromoso; ABCJran,M,SMC N»SMC_C,DUFte4.nane; 4.22 

447B&7; AA114050; Hs.211610; caspase 8, apoptosis^ated (^stdne pr; lCE4i1Q,tCa!p20.0ED;TM=:|i^SS»N: 422 

417318; AW953937: Hs.24084S: ESTs; SH3,PH.RhoGEFs 4.21 

424291; AL120O51; H5.144700: ©phrin-B1;Ephrin;TM=Y:S9=H; 4^ 

408279; AF2169B5; Hs.44D95; Homo sapiens, clone MSC:126t7» rrtRf^W, come nonB,nono; 4.20 

43263G; AA340B54: Hs.276562: daudin?; PMP2^.aau{fin;TTut=Y;SS=M; 4.20 

424818; L29472; H5.t802: ms^orhlstoconipaabmy comptax.ciaGS : rg.MHCJij3ata:TM=Y;SS=Mr4.19 

445633; AI453386; Hs.l7287; ESTs, We^sinula-to S266B9hypdtheti; IRfCnone; 4.19 

43288% NhL0132S7: Ks.279696;serumj^ucDCQrDDdd fcguiated lOnasa^l; pldn3G8,PX,pMiia6ejC;;4.19 

4254B1; AW97B162; Hs.372811; ESTs; rwR©»OxystBrol3P;4,19 

429061; Y14039; Hs.195175; CASP3 and FAOmilca spoptosb legulslon iCE_p2D,DQ>;TV^M;&S=N: 4.18 

401083; ; ; Nhl.016582^Homo sapiens peptide iranqxx; PTR2;TM=Y;8S=M; 4.18 

42D67B: AI434760: H8.424G; vav 2oncoge[ie: RhoGEF,PH.CH.SH2,SH3,DAG_PE.l}lnd.noiia; 4.18 

424377; AF081675E Hs.1463Z2: ldllarcalltadfn<1te receptor suMbihI; l8cti'iu::TM=Y;£S=Nt 4.17 

424148: BE242274t Hb.1741; hUegrin. bdta 7; integrliL&EGF^IhbiPSI:TM=Y;S8»M: 4.17 

421391; AW3O4350: Hs.191958: frnmuno^bulln superiatNty receptor ban; 1g,iioRB; 4.17 

4S21O0; AI668GG8; Hs.37903% mos^il poIyptnGphatB^phoophelasd^ 751; ExQL^ndoj)h08,RhDGAP,none; 417 

413969; X14034; Hs.75648: phospholipase C, gamma 2 (phoBph^dyltn; SH2.SII3^C2,PaPhPLOYmU>XFD6F:; 4.17 

42Z310; AA316622: Hs.98370: cytocbfome P450l aub^Hy IIS. polypepl; na(iG^pldnase.{ii3.lg; 4.17 

444034; AL161957; ^.10177; iriedkslrki jUHnbtogy domdii IrvioBfiling p; E1- 

EUTPaBe>C3lfQfUVTP3sejC;Catk)OTPas8j4,ll/dr^ 
4S0D56C BE047394; Hs ^02; ESTs^ Weslsly 8lm1arto S71612 tiypoUiab'; ABCJmn/BCjnGm)]rarttjg,MH(UUietB^1V^JKD^ 4.1G 
407246; X90568; >I&172004; tiliB: th3.'Q.S&XXSG,pVfaiase;TM=M;S&=N; 4.16 
418862; AA714835: Ks.271863; ESTg; Rho6AP»SH2,|)ldnaso.POLO_bax,none;4.15 
410590; BE61521G; 143.64746; cHoitfaMraoeilularchannd 3; ran«;TI(A»M;S5^^ 
^43; BE396495( Hs.15942B: BCL2«3SQdatBd Xprotab; Bd-2:TM=Y:SS=N: 415 
446967; A1689629: Hs.15G781; ESTs; none.noAe; 4.14 
432176; AW0903a6: H3.112278; arresUn. beta 1; arTeGtln,anQ6llru(;non9: 414 
462571; W3l5ia; Hs.a4eG5: ESTb; none;TM»M;SS«M; 414 

425421; 1.11869; Hs.157145; tetiacydinB traciEportar-likd pro^n; augarJi;TM=Y;&S=lU( 414 
410687; U24388: H8.65436; lysyl oiddas&^Rka 1; LysyLoiddase;; 414 
417871; AA621358; Ha.24252: ESTs; lBBAmi3dilk)j8eg.norw; 4.13 

429819; AL13301 1; Hs.253920: Homo sapiens inRNA; cDNA DKFZp434P20l {hr; nonejwne; 412 

42452% AU34847; Hs.149g57: ilbosorad protein SSUnase. 9QkD, polyp; pMn3se.pIdnase Q; 412 

42962% MI4.0053D8: H6.21 1569; 6 ppotdrhcoupled reoeptorMnase 5; pMn8se,RGS;TlyNf^SS=N; 412 

413019; &E2B1604; Hs.75140; tow derdty npoprotsTn-ielated piotBih-; nDie:TM«M:SS^Y: 412 

434071; AF11665% Hs.34192; Homo sapiens PROOa23 mlW, Gomptetecds; Mine;TM=M;8S^N: 411 

434779; AF153815; Hs,501 51; potassium Imvardiy^tlMngchanndt. a: IRK:TliN¥;S8»H: 4.11 

449656: AA0Q2D0e( HS.18B833; ESTs; PIP5Knone; 411 

406403; ; ; NhL002162nHoi»o sapiens uitetceUuTar ad; i^:TM=Y;S8=M; 410 

427732; NMJ»29aO: Hs.2199; seciettn receptor. 7taTU^HRM;TM^SS=M: 4.10 

4376DB; AA76160S: HS.29230B: ESTe. Weekly similar to ALU1_HUMAN ALU S; pMBBa^RlOLroiw; 410 

432885: AASgS607; lb.36&129; ESTs. Weakly slirilar to ALIHJIUMAK ALU S; pldna5e^1nafie„C^one; 410 
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41 1 190; AA3QB342; }^S.&9171; protein kinase Olike 2: f)k]n358.pMn3se^CHR1 iTM^^MiSS'^N; 4.1 0 
4tB342; BE002723; H3.334330: lepMn receptor; ICE4>20J3ED.IC^_plOJCEj>20.D6D: 4.10 
424909: 578187; Hs.lS3752; cell (Sviston l^e 258; RhcdanBse- 4.10 
435905; AWSg74B4; Hs.5003: KIAAD466 pnjtain; SH3,RhoGAP.FCH;TlyNM:SS=N; 4.10 
5 422278; AF072B73; Hs,1142l8: frizzled (Drosophila) homolog 6; Fz.Frizded Jtin^2:TM=Y;SS^M: 4.10 
437952; D632£I9; Hs.5944;«)lule CBrn'er family 11 (protorvooupted; iiona;T7*=Y,SS=»M; 4.10 
432827; Z68128: Hs.3109; Rho GTPase activating pfoteln 4; FCH.Ri«5GAP.SH3:TM=M;SS=N: 4.09 
435140; AA66B123; Hs.134l70; ESTs; nona,noiie; 4.09 

422627; BE336B57; Hs.1 ^5787; transfonnmg grwrfh factor, brta-tnduced; F8wfcrn.ABCL*ati.ABC_raBmbrana.GTPJEFTU:TM=M:SS=M; 4.0B 
1 U 428483; A190B539; HS.IB4532; KIAA0344 gene product nonftnone; 4.0B 
446232; A]28184d; Hs.1946ai; relinolc add Induced 3; 7tnL3.rKXiB: 4.U7 
431874; AA09B901; Hs.301642: G-proteln coupled lEcopton none,GCV_H; 4.07 

409666; AK0ODO02; H3.55a79; HomosapEns [nl^A;cOKA DKF^4L0827 (f; ABC^tF3n^BCjnBcnbraie;TM=M;SS=M; 407 
^ _ 441518; AW161G97: H5.2d4l50; ESTs; Yj)hosptiala5e,DSPi^non8( 4.07 
1 5 442599; Af 078037; Hs.324051; Rel^associated inhibitor, SH3^k;7TlWkA;S9=N;4J)6 

43B982; AB0ia305: H3.5376; spondln 1, (f-spondin) adTBcellularmat; tspJ.Reelen; 4:05 

420361; N92054: Hs.lg47tfl: zinc finger protem 265; zf-RaftBP,7tn\.1: 405 

439549; AW93708S; \^Am\A; ESTs; SH2,iion&; 4j04 

4199B1: AA897581;Hs.t28773i ESTs; pkInase;DA6J'E4)W^nffle_aOPR,noiie; 404 
20 418830; AI6S5499; Hb.161712; ESTs: pkhasB,Adiwij«:p;P02^ U5,dealh; AM 

408806; AW847814; Hs.75608: Homo sapiens cDNA: FU21532fis. ctona C: SH3,PDZ.Gugnylate_Wn.none: 4.04 

432106: NS8323: Hs^90g6; ESTe. Weaildy similar to RETROVIRUS-FSLAT; SH3,PDZ»GiianylBta Jdn.nona: 4,03 

426086; T94g07; HS.1BB572: ESTs; PKrQs^.Bpec^R,Cq_chttineLa]»n^ 403 
_ _ 418203; X54942; HS.837SB; CDC28 protein luiase 2i CHS;; 4.03 

25 41227Q; AC005262: H8.73797; guanine nucMdefaimnng pruNn pr; G<&)pha.atTM=M:8^N; 4.03 
416350; AF1,fl8625: Hs.18g5D7; phosphcTipase group KD; phosllp:TM=M;S8=Y; 402 
434457; AF141332; Hs.200333; apotipoprotein B48 receploG nQnQ;TM=^SS=N: 4.02 

414271; AK00027S: Hs.75B71; proteb kinase C binding protein 1; bramodomaiR.PHD.PVVWP^-MyND.TM=M;S&44; 4.02 
425694; 1)51333; K5.159237; faexoldnasB 3 (urfiite celQ: hexo;tfnase.1)dXokliiasd2;TM^I\il;SS^; 4.02 
30 449943; AF1042fle; Hs.24212; laliopWIlm 7tnU!,GPS,GaUjedIn.0LF.l^hllin.HRM;TM=Y;SS=M: 401 
400936; AA0S9Q13; Hs.22607; ESTs; 1h3.Y_phosphBta&e^Bfb_9nhydFese,nDne; 4Qt 
426839; ^74782; HS.1726B9; interieuldn 3 raceptor, dp)id(l(W£ftrn; none;TM=M;SG=M; 400 
422282; Af 019225; Hs.1 14309; apolipopn)(eln L; MotA^be:TM^Y;$S»»t AJDO 
41D726; A1623859; Rb.15936; ESTs; pWnase,proJsomwasft.none; 400 
42B31&; BE300110; H?.183B42; ubTquib'n B; rpcM:snn.sldedh>libiqUFtin.lRKi; 4.00 
44018S; AK00181 2; Ks.7036: ll^Vi^glucosamlne tdnase; ROK;TM=M;SS=N; ZJ&Q 

429952; AFOa0158; Ks.226573; Inhibitor of kappa light pdypepdde gen; p1dnas^vfaIqu1tin,EnlBfutoxirv^,PH04.pkirtase.uUqujtln; 3.99 
414700; H63202; Hs.3B163; ESTs; 7tiTu1:TM=*Y;SS«M; 3.99 
. _ 432269; NM_0Q2447; H8.2g42: maciopHsga sGniEilBting 1 receptor (o-mel; pldnB9e.Sema.PS}JIG/i4JEXTF(A:TM=M:8S='M; 3^99 
40 456362; AW973003; Ks.1 79909; tiypotheUcal protein FU22995; none:TMs»^$SBN: a96 
427541; A179&9B3; Hs.375035; soluts carrier £aml|y 35 (CMP^alc acq nonejiDna; a98 
440248; AAB7613B; Hs.369458: ESTs; SH2.pchio; 3,96 

437400; AB011542; Hs.5S99; EGRBka-damain. imilb'pte Sj TNFfLc8Jain!nlti_EGF;TM=Y|SS=N; 3.98 
425262; D87119; HS.15541B; GS3955 proteTn; pWnasB;;3.98 

45 4201 66; AW73227ft Hs^55B3; transmembtaie 4 superfenily member (teti; tranameinl)ranB4;TM=Y;SS=4ifl; 3.98 
437151; AA745618; He.3B012|; BANP hantcHoQ, SMAR1 UomcAoQ] none.rvone; 3.98 
443574; U83993; Hs.321709; puruterdte receptor P2K, Bgand^ated to; P2Xjeceptof^TI^Y:SS^M: 3.97 
449027^ AJ2712ie; Hs.22680; dtpepUdyl^epildaBe 111; Pe^38eJU4a.EGF;ig.NBur5gu)in;TM=M;SS=^ 3197 
411574 BE242a42; Ha.67e0; pmWn ^slns Wnwa WtefARreJat; LRR,imCT,T1Ri0onirii_ADFJM=M;S8=N: 197 

DO 432639; AW973785: ; gt]cE&T3BS6B6 MAGE resequences, MAGM Komo; noneJRK; 3.97 
457675; AF119917; HS.30S574; Homos^lens PRO3098 mTW. complete cd^ none;; 3l97 
445701; AF0S56B1; 1^8.13131: (ymphocyta adaptor protein; SH2.PH:TM=M;SS=M; 3.96 
437157; BEOWBecic Hs.l72a7; ESTa; iRK^none; 356 

453641; AA444140; Ks.90980; ESTs; CbUI»CbLN2,CI)LN3,UBA,zl^HC4.nor»; 3.95 
55 446714; W7381B; Ha.1lO02B; ESTa; 7tiiL.1.7lnu1;3.96 

427648; At376722; Hs.1B0Q62; prateasome (jprasome, maoropalR) sutranl!,; pioteasonie;: 3.96 

453696: AU10326; H8.304679; EST^i. Moder^ stndlsr bZ195J1UMAN Z; noits.lBCGru:.iigLPhan; 3.96 

457718; F1B572; HB.2297a: ESTs. Wecrtdy smia* lo AIU4-HUMIAK ALU S; pklnase^pMnase; 3.95 
^ _ 428727^ AF078847; H&784S2; gonerd banscriptfon tactor IIH, pdlyp« PH04.UM:TiimSS"N: 3.85 
60 435411: AW444619:H6.1362tt: BSTs; none,pidnB8e;a84 

440209; H05D4g: Hs.247B37; neoren'n 3; 1aniiitiL.G^.none; 3.94 

416636; N32536; Hs.42646; solute carrier fanHly 16 (pnonocartovtlc; nona.iKm0; 3.94 

435272; AA9064ia! H3.110041; ESTa; nons.pUnssec a93 
^ ^ 402550; ; ; Target Ekon; none,none; 3^93 

65 42S233; Z178Gt; Hs.15S21B; E1B-55kDMSSD6tated pnlelR 5; &PRY,SAP.pldhaBa,fh%l9; 3.93 

410073; AW40816a: Hs.584a8; caleiiln (cadiei1n.«6ocfed0(f prote^), « SMIunKV^vn: 3.92 

453S4B: AL079963: Hs.1 16774' inteBrtn. alpba 1; nDneLVwa/&GAP.Iii1egrin_A; 3.92 

41 7226; AW605054 Hs.4283; ESTs; p|dnB3etRGS,PaiiiyQsliU«ad.MyDs1n_tall; ^92 
_^ 4457£6: AW451473: K&16134: serfne/liiffiohbie fa'nase 10; pkInasB,TYA;TM=IUI;SS=N; 3l92 
70 452344; AI2643S7: H8J5405; hypOhetteal praldn iyi6C162t2; SvliaSBjraiisp.STA5;: a92 

418516; NRUn6218: HB.B5701; pjiospholivsilida-S-ldnasa. catalytic^ d; PI3_PI4 Jdna9e^PI3Ka.R3feC2.Pl3Kjbd,PI3Kj)B5B«nQne; 3.91 

423069: W1561% Hs.1613; adenosine A2a receptor; 7taLl;TM=^Y;SS»M: 3.91 

414443; AU077268; Hs.76144: plalBteHlerived growth factor laceptor.; ig.pt{inaBe;TM=Y;5S=N: 191 

434392; AW9B3709; Hs.250B2^ Homo sapiens cDNA- FU23435 fis, clone H; pUnase^nons; 3.91 
75 429615; AF2SB627i H8.21lS5a; ATP-Wnding casselle, sut^^^infly A (ABCI; ABCjrai;TM=^;S8=M; 3.91 

414774; XD2419; Hs.77274; plesminogan activator, uroldiase; krinole.lryp5ln.pl3nL1hlonlns,- 3J1 

442831: AI796959: HB.1316e9; ESTs; ABC lran,PRK.ABCJran; 3.91 

4416S7i BE314696; H3.7936; BAII-assocfeted pnrtein 2; SB3;TM=M;SS=N; 191 

436698; AW297855; Hs.361 171 .- ESTs, WasUy sinrilar to I3B022 t\ypotheB: npoxygenasB^PLAT^none; 190 
OO 447560; AR)652t4* H8.188S8: phosplldlpase A2p group IVC (cytosolic, ; PLA^TM=M:SS^It 3.90 

437897^ AA77QSB1; H8.146170: tvpothetlcal protein FLJ22969; zMDHHCXnone; 3.89 

429379: NhUn4B40! Ks.200S98; KlAADSaT gene prodind; p(Qnase^RD1;TM:>M:SS^; 189 

41«79; W27723; Hi.594B8; oeV dM^n cy^ 24ne 5 (chOdnesle; pMnase;; 3lB9 
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426713: M432D67: H5.268551: ESTs. Moderately sirrilar to GfM RAT ADE; pfcfnassc 3J9 
45662% AW8S196S: H6.367H2: hBitone dearolylasa 3: HSPSQ.HATPasBj^zF^C2H%PHD,nons; 3^ 
425190: AW02e302; H5.155079; piolein phoephalase 2, regulatoiy subunl; B56;TM=M:SS=r4; 3.89 
• 426752; Xe94gO: H8.172Q04: Win: fti3Ja.pkinBSe,SGXXSGi;TM=M;SS=N; 3.59 
J 417767; BE242241: H8,82542; acybKy&cyt h/drolase [neulrophil}; Upase_GDSL;TM=M;SS=M: 3.86 

414029; BE2d7731; Hs.75709; inaiiniise-6-phosphate receptor (caDon dep; Man-6-P^ecep;TbN4:S8=M; 3.8B 
416140; A1918035E H&301196; roundabout (awn guidance receptor, Dtob: nQne,nonQ: 3.88 
434224; AA3B0731; Hs^; siterleul^ 2 raceptar, gamma {severe co; fii3:TM=Y;SS=M; 3.88 
410011; AB020G4i;H8w57B56;Pn'AlREpfoynV1nasei;pkin36e:TM=M;SS=N;3^ 
1 U 402008; Z25437; ; gIrRsBplew proWn^rodne kinase gen; npne^one; 3.87 

42S2B9; AW1 39942; Hs.tS5530; IntBifaron, ganim»inducible proteia 16; PAAD^OARN.IHIN;; 3.87 

441BS9;AW1 94364: H6.3877; lnifiiteiikh-4 induced gene-l ptolein (Fl; Atnino_oKK!ase.FADj3indi[ig_3.TBC:TM=M;SS=M; 3.87 

439975; AWSZfiOBI; Hs.6817; Inoslne Mphosphalase {mideoslde (riph; Kam1pJikie:TM=M;SS^hl; 3.87 

415392; Z44067; Hs.10357; ESTs; PJPSI^npne; ^86 
1 3 416033; NM»012201: Hs.78979; Gd^ apperalus prolan 1; cya_fich_FGFR;TM=Y;SS=M: 3.86 

414648; AI672727; H8.76753; endogSn (CD105 ant^en) (ENG); none;TRA=Y;SS=M; 3.85 

425729; 152S47; Hs.159360: proslagbndln E receptor 1 (sub^pe EP11; 71iru1;TM=Y;SS=M; 3.85 

414496: W73e53: Hs.355424; ESTa; pkin339.F5LFBJyp8_C.adhjBhoft.none; 3,94 

412204; A1125507; Hs.24937; ESTs; ^.nni.non9; 3.84 
M 434375; BE2779t(^ Hb-3833; 3?^phosphoadenosTne 5*i)hosphosaltate sy; APSJ«tn3se/>TP^utaiylM,PRK,Th^riJWylateJtfns 3M 

444981; AWa553g8; Hs.12210; hypothetical pn^eln FU13732 similar to; SK2;TM=M;SS=N; 3.64 

412309; M23892; Hs.73809; arachkianBts IS-Spoxygenase; lipaxygana8e.PLAT;; 3.84 

405545; ; ; Tacgel Exon; ABCJfan,S W54^CjnenibraiTfi:TM=Y;SS=M; 3184 
^ ^ 407143; C14076: Hs.332329; EST; Tinne:TM=Y;SS=M; 354 
2d 420583; AA280356; H8.1d7634; ESTTs; B58.nQn^ 3.84 

413420; AW41023S; Hs.75348; pfoteasome (prosome, macnipaln) acthrelto! PA2e_8(lpha,PA2BJ»elatMoplBrin_H;; 3.83 

448253; M2589ft Hs^l591; ESTs; ZlmAHRHIlnone: 3,83 

444042; N}yU)04915; H&.10237; ATP-bMing cessetlB. sub-family G (WHIT; ABCJran,PRK,GBP:TM«Y;S&±N: 3.83 

430397; A1324533; Hs.105607; btcarbonato transporter protein ; HC03j»traitsprrMFY:8&=«l: 3.83 
DU 423067i AA321355; Hs.2a5401;cokxiystin«Jating factor 2 racapton ba;fn3;TM=Y;SS=M; ^83 

45818B; AW297226; H5.137840; ESTs, MOdeialBl/ similv to SIX4_HUiyiAN K; pVnBse.WD40; 3.82 

42B48B: BE17B2B5: Hs.170056; Hbtno sapiens mRNA; cDNA DKFZp5B6B022D (t; p1dQasa.nQne: 3lB2 

428791; AA435661: H5.264750r ESTs;zr-C3HC4.none; 3.82 

438068; AI9Z7209; HS.30S210; Homo sapiens cDNA: FU 23133 lis. dons L; NusG:; 3J2 
-5 D 45337D: Al47ffit23; Hs.139336; ATP-Wndhg casseae. sub-tomily C (CFTR; ABq_lian. AeC_mBmbranB;TM'»Y;SS=N; 3.82 

419250; AW770t85: H3.356066; U5«nRNP-«pecIIlc protein, 116 kD; 7lfn.1.BAH.2f-CXXC.DNAjnelhylBso: aB2 

410OI7; AW95242fi: Hs.l0943a; Homo saplana (tone 24776 mRNA sequence; none.none; 3.82 

420679; X5715% HS.16S843; fifarfllBiin; CIUU»la;rFibifUBnn,WD4D;T&mS5=N; 3.82 

417916; MK4-005416C H8.82921; sobtecanSerfemily 35 (CMP-sialc aa'; DUF6;TM=:Y:3S=M; 3.81 
40 425923; NM_005026j Hs.lB2B0B; phosphaJno6HkI»^a8e. catajytTc de; iiooe.rwne; 3.81 

4173S5: D50683; KS.82Q28: fransTbrming growth factor, beta rec^; pMn88e.WD40:7W-Y;SS=N; 3.64 

414521; D28124: IIb.78307; ReutoUasiom^ suppressibn orhimorigeni; DAN;tM=M;S&=K^ 3.52 

42239B( A1476149; Hs.334469; hypt^heOcal piolein FU21992; 8H2,SN3;: 3.51 
. ^ 418432; M14156; >ls^11% inaulh-ike growtti lactor 1 (aoniatomedi; IneuHn;; 3.50 
4 J 459705; BE082764: Hs.270252: ESTs. Warfdy sirnnar to andmgeA receptot none.C2.WW.HECT; 3.48 

425009: X5a2BB; Hs.154151; prdidn tyrt«lr>e phosphat^e. receptor f; fn3jg.Y_phO!iphalase.MAM;TM=Y;5S^M; 3.38 

415817; U88967: Hs,7BB67; protein tyrosine phosphatase, reoeptor-J; fn3iYj)liospli^e.paibjanhydrase;TM=Y;SS=M; 3,37 

433336: AF017fl86; Hs.313Be; Becmlad ftizzJed-relaled prolalh 2 (ali; VzJtURs 3.24 

428125; XB7241; H8.168994: FAT tumor suppressor (Dn»ophOa) homoki; E6F,cadherin,lflminInJ3:TM»Y;SS=M; 3.11 
Di) 419721; KM_00t650t ffc.315369; aquaporin 4; MlP^none; 2.99 

433147t AF091434; Hs.430e0; jfelrfeldaived growth factor C; PDGF,CUB;; 2.91 

4t797€t BE565B92: Hs^077; lntei!eukin 18 rmtorfBran-garama-Ifwfucin; nOTB:TM=M;SS=5N: 2.89 

439180; A13S3742; Ha. 199067; >^efb-b2 avlai oylhiDblasik: 2eukenita v; FUrki4lte,pkIna5e.RecflpJ_d(nndn,Furin-9ka,pMna9e,RecepJ^^ Z63 
42615B; Nh4J0O1982; >te.l9gQ57t ^t-vMA enrlan eiythroblaslto leukemia v; FuriiWlke,p!(hase,Recep_ljdoman.Fi]nhlke,pj(1iiase,RBcen 223 
55 4110fl9;AA456454;H8.3557D2;eelldh^(V(te2ria»1{i^^^ *^ <=hu««^ . 

428800; M57627i Kil93717; ^nMeulAi 10; ILKte 1.10 

TABIE40B 

60 Ftoy^ llnk)ue Eos piobesstidentiliBr number 
CAT oumbsr Ger>9 duster nurrtber 
Acoession: Genbank acoBsskn numbers 



65 



Pkey CAT Number Acoesston 



456034 66S586J AAl 36653 AA136656AW4S0979AA98436BAABQ9054AW23a038AA492D73 BE1G8945 
459702 539529.1 BG2072096E166299 A)204S95BG199365AW9699Q6AA528756AW440778B1044354 
432222 638529.1 BG207209 BE1 66299 A12049S5 BG199365 AWa68908AA62B7» AW440778B1044354 
414991 1785136J D78B31 C17888 078863 
fU 409745 MH1944^ BI030997AAg21874AW18a822B(D27862Al3476l8AI361453AIQ88754AW2C1749l AA077391 ^ 

61027864 BI009100 BI00S275 BI006270 Bt031D0O BI029B64 BI006277 BI0076Z7 81006266 8(006981 BI006990 BtQ07763 B1007762 86997377 
AA1S0780 BI033518 01027818 BG01S7d9 BI033507 AA341445 
414936 1782849.1 C14774C1 7311 079033 

451876 2328579L1 T63141 A1B21021 BF37Q032 fiF37Dl27 BF37OQ60 T6299B 
ID 432639 1237887J AW973785H801G3AAS5760B 

TABLE 40C 

Pisey: Uitfqoe number conasponcfihg to an Eos piobeeet 

Rek BequBncesouioeL The 7dig1tnDmbecs In Ibis cotornn are Genbank kSentl^ 

sequencaofhumandin3mDsomB22.' OunhamLetal., Nature {1999} 402-^'495L 
Strand: ^catesim strand fnom which axons waraprBdldBd. 
NLpoBiltoin fcidfcatosmideolidsposflloinDr predicted emns. 
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Pkey 


FsS 


Strand 


NLposHion 


402474 


7647175 


Minus 


53526-5362a,55755-55Q20.5753(W?7757 


4D4240 


9002624 


Minus 


116132-1 18407,116^116922 


406102 


a0788&1 


Minus 


120922-121296 


406t21 


8102330 


Minus 


3581 6-36Q04.365B7-366B4 


401C83 


3242744 


Plus 


33192-33360 


406403 


9256309 


Minus 


151426-151680 


40255D 


76S200B 


Mkius 


60413-80673 


405645 


1054740 


Plus 


Il8677-1186a7«lig091-119(296y121626-121d2 



TABL£ 41A: 556 GENES UP-REGULATED IN PANCREATICTUMORS ORPANCREATmS RELATIVE TO NORMAL TISSUES 

TaUe 41 A Ista about 556 genes u|Kegul9l9d in poicreaVc tuimrs or pancreBtills icjiafive to nonral Hbsubs. Tliese genes vm s^tected lirom 99680 prabesets on Ihs EosW^elrbc 
Hu03 GensclUp array. 



Ptey: Uhiqua Eos probeset Identifier number 

ExAccn: Exenipt^ Aooeeslon numbert Genbank aocasslon ninnber 

UnigenelD: Unlgens nunibar 

UnlgendTiUK Undone gene lltto 

R1: 90ih peroenllle of psncreaSe caticenfrnedian of nonnsl pencreas 



Pkey ExJ^coi UnigeneiD UnlgensTiUs ""RT 

412228 AW5097a5 H5.73732 comptementcomponsnllSd/Epste^Barrvi 7.2S 

431462 AW5S3672 Hs.256311 srarih-fitenauroeRdocrlne poptidsprBCU 164 

444995 AJ272265 Hs,12230 cecreSBd phosphopiotetn 2. 24kD 3.58 

453B63 X02544 Ha.572 omsDmuooidl 11418 

441031 AI1106B4 HsJ645 fibrinogen, BfaslBpolypeplUa 922.40 

421344 AW631G30 H5.103665 vllllfv4lke 2.19 

41601B AW13&239 ^76977 proprotein convortssQ sMislnJtexIn t 61.10 

438091 AW373062 H5.8362a nuctear r€Ce()tor subfamily 1, group l.m 607.40 

418868 AUa'76B0l Hs.89436 cadherin 17» U cadherh (.HverMmtin 2^20 

418989 W33191- Hs2B6Q7 hypotheHcal piol^ FIJ202SB 4:97 

443162 T49g51 Ks.9029 DKFZP434G032 piolan 3&01 

423096 AA7325B4 Hs.276428 pmgesUn Induced pnstein 169.60 

413719 BE43gGB0 Hs.7549e srnaUIndaclblatiytiAhiesiAlairll^ 1t.D8 

446243 AW36S771 H8.52620 Integrin. belaB 116.90 

421044 Al^6ia71 Hs.311736 i^man DNA6eqU«noBlromiitbneRP1-238Dl5 21^ 

407768 BE514g62 Hs.3d99t SlOOcaldunvta'ndingproteliAS 8^74 

422B67 L32137 Bb.1584 carUlsge otigometic mslfix piutan (COM 3.11 

432467 TD3667 Ha.23a3a& Human DMA 6«iUonca1iDmclonoRP1-3(}4B14 307.70 

4670S9 BESeieeS HS.177S77 ensome component Rrp40 33.60 

451945 9E504055 H8.211420 ESTs 7.31 

453354 W55946 Hs.234863 HomosapienscONAFlJl2QB2fl&, clone HE 133.70 

443247 BE614387 Hs.333B93 o-HyclargetJPOl 349.10 

410132 NM.Q03480 Hfi.3Q0948 MifiionMI-sssodate(tgl^ni1sin-2 33a00 

416964 H3B765 KeJ07D6 dlaphoreB8(KADH/NAOPt|(eytochronieb4 3^76 

413S35 AIZ727Z7 Hs.249163 fatty add bydnnotase a53 

433790 BE298215 Hs.288958 RAB22A. nrnbsrRASoncogBadfdfflilK 73^0 

414774 X02419 H3.77274 ptasminogen acttvator. tuoWnese 33 

410639 BE2fi9047 H5.65234 hypothetlcsf protein fU20596 1.72 

410641 AA06SO03 HsM179 syntenlrh2p[0lern 10.29 

427722 AK000123 N9ul8D479 hypottieticalprol6lhFU2Dlie 6.79 

429612 AFDG2649 KS.252S87 prtuOarytumor-bansfbnnlng 1 A£2. 

407604 AW191962 Hs.24B23a collagen, ^pe VIII, alphas 38^30 

431193 AW749505 H3^6770 WAAmS protein 6.99 

442060 AW444761 Ks.44565 ESTs 116.00 

427670 BE61288B Hs.16Q224 myosin regulator^ llghlchalii 2.73 

446921 AB012113 H3.16530 cm^linaudbleivlo^&suUiunltyACG^ 647^ 

419551 AW582256 Ks.91011 an^'or gradient 2 (Xenepsslaevis) horn 736.90 

441633 AW958544 H8.112242 naimri mucosa of esopbagusspacHiol 68^ 

407792 AI077715 Hs^64 pulaUveseoGtedllgandhoniDlEigDuslDf aD3 

419216 AU076716 H5.1 64021 Gma!lkiductblscytoians9iJbffiniTly B(qy 7.73 

416913 AW934714 gb:RC1-D?O0Ql'Q3l2g&C11^11 OT0D01 HOao 227.30 

418384 AW1492e6 H9,2S13D Hamossp)anscDNAFLJ14S23fts«cbn8PL 11&60 

452355 N54826 Hs.232102 G proteirH^oupled receptor 34 192.20 

419461 A1679195 Ks.90606 15U)ase1mopratBiA 119.90 

407230 AA157B57 H8.182265 keralin19 12.11 

418526 BE019Q2Q Hs.8583B sobits carrier tanlly 16 (mamc&iboxyllo 6.63 

427585 031152 H3.179729 coB^.type 5C alpha 1 1Schmklmrtaph 592.10 

411498 NM_014210 Hs.70498 ecolropte viral integrattoo fite 2A 120.40 

445517 AF208855 Hs.12a30 hypothetical protein 117.40 

446619 AU076643 Hs313 sacLcted pIvKphoptotsCn 1 Costoopontin. 4.2S 

426385 AF112213 Ks.164Q62 putatKua RabS-literacting prolein 3.12 

448063 BE614599 H6.1QBB23 hypolheUcal protein MGC14797 135.20 

406667 AA157857 Hb.182265 koratfnlO 11.32 

417« NiyL002291 H5.82124 laniniit, b&ta 1 406.20 
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406366 


AF026e92 


HS.10570D 


401201 


#(MOCAT) 




420767 


AF07271t 


H5.999ia 


405556 


Y09306 


Hs.30148 


442776 


AW959496 


Hs,B7D9 


405555 


YO9306 


Hs.3014a 


403207 


#(MOCAT) 




427858 


NM_0Dt97l 


Hs.21 


42GQG4 


AW6003D0 


Hs.124123 


401541 


NA 




429793 


AI41763B 


Hs.1 14648 


42306B 


M25629 


Hs.123107 


433110 


D56494 


Hb^IBI 


42S98B 


BE04S8g7 


Hs^4454 


416766 


AA363733 


Hs.1032 


*12470 


M93283 


H5,73923 


431969 


AA366217 


HS.2B79 


419219 


AW5e3l39 


Hs.a9717 


412668 


AW583062 


Hb.74502 


427811 


M81057 


H5.ie0884 


420937 


AW96S719 


Hs.t340 


41606S 


AW971155 


H8.293g02 


41QB39 


NR1.006849 


H3.66S81 


4379B6 


AA774575 


Hs.121776 


415934 


Nh^Q0Og28 


H8.992 


427955 


Dooaoe 


HS.1812B9 


406393 


#(NOCAT) 




426230 


AA3670t9 


Hs,241395 


414051 


NK^0QO699 


Bs30O260 


421243 


AW873H03 


KS.102B76 


419263 


AW5B3B74 


K8^32 


424206 


AW5B3123 


Hsw143113 


400903 


NM_0DO492 


tte.663 


436217 


T53925 


Hs.107 


435975 


AL1 16990 


Hs^ig97 


431330 


X69532 


HsJZ777 


414463 


169078 


Hs.7ei77 


416003 


M11437 


Hs.77741 


422281 


M36803 


H5.15M 


414910 


X12662 


H&289057 


417236 


136196 


H6^1884 


400836 


#(MOCAT) 




452S63 


132140 


Ha.531 


419766 


T72104 


Hs^194 


413841 


M34276 


H67S576 


400560 


#{NOCAT) 




4195(Q 


A1ID767Q4 


Hs.90765 


425746 


NWL0017O1 


Hs.159440 


426205 


C63521 


Hb. 167877 


414590 


NIVLOD0506 


Hs.76530 


443814 


AV8653a6 


Hs.7645 


429023 


NhUX)03l2 


HB.2351 


426311 


NhLOOSKl 


H3.183671 


425260 


U7726 


Hs.1870 


443316 


AI476463 


H5.18443 


413318 


AUQTGfiD? 


HS.7G2B5 


413829 


NM.001872 


H5.75572 


421126 


M74587 


Hte.1Q2122 


407731 


NK1.000066 


Ha<3B0e9 


413585 


AI133452 


Hs.75431 


452G24 


AU076808 


K&3QQ54 


416402 


NIII.DQ07I5 


}b.1012 


425573 


AB006423 


Ks.1 58308 


421905 


A166D247 


%32899 


406672 


M26041 


H9wl9a263 


431369 


BE1844SS 


Hs^l764 


421712 


AKD00140 


Hs.107139 


417233 


W25005 


>fs^4395 


442696 


R3772S 


Hs^llOS 


410566 


AA373210 


H&43047 


428486 


AW583497 


H5.184604 


457489 


A]69d815 


Hs.127179 


404866 


KA 


432874 


W94322 


HS.279S51 


445891 


AW3g!342 


Hs>199460 


404682 


NA 




429547 


AW0C9166 


Ha.99376 


441065 


AW1 36551 


H5.181245 


422397 


AJ2233fi6 


Hs,116051 


446868 


AV6e0737 


Hs.135100 


4042B7 


NA 




443267 


AW45Q630 


H3.133851 


451635 


AAD18839 


Hs.12n79 



secraied fnzzJed-iBlatecf protean 4 
Tanget Exon 

csrtx»y1 ester lipase (bile saH-sUmula 
hofneodonian^nteFaclIng piotsiii Icnaee 3 
chymob^n C {caldsciti j 
hornBodoma'cHntierficling piotein KThaseS 
C200096agII131432Isp|P23132tUTK^OVlN 



ESTs. Modeidely simHar to 5YNL RAT SYN 
TaiyslExon 

esliogan negUatad gene 1 
ijaJlllaSfn 1. renaVpancreas/saJitfary 
fBtregenerafing islal-dedved^ikeL hum 
ESTs, Weakly srrmlar b 136022 hypolheli 
regeneratvigisfet-d&ilved 1 alpha {pane 
panoreaficlipase-rrfated protein 1 
cafboxypeptidosGAI (pancreah'c) 
caifaoxyp^ase A2 {pancraatic) 
chymobypanoflOT B1 
caibn^peplidBSB B1 (ttesue) 
coripase, pancreatic 

ESTs. Wea% similar to ^KUSS protein d 
piDte^ dlsuttde isomerase 
tesbs expressed sequance 1 1 
phosphdfpaae A2, firoup IB (pancreas) 
elastased. pancreaTic [pivtease ^ 
NMJ]03122':Homo saptans serine proteaaa 
protease, senna, I ((rypalii 1) 
amylase, aTp]ia2A:f 
pancreaticllpaGe 



pencraalb I^BS&ratatad proteiD 2 

cysb'c fibrosis transmsmlvana oonductanc 

fibrTnogen-llke 1 

sipha-1-BglycpprolBln 

nler^pha {globulin} Inhibitor. HI pal 

elpha-1-ntfcroglobidinAaainfn precursor 

Idnlnogen 

liamopeidn 

aiginase^ Ifver 

sulfolransf^iase fsnnlly, cytosoffcL 2A, 
Target Bun 

apo!ipopro{ebiA-} 
plasmrnogan 

NM-030878*:Homo sgpiens cyhKhnme P460L 
Sbiinogen* A dpha polypeptide 
bile acid Coenzyme A: am^o add N-acyH 
teukocylB celkferived chemotaxlh 2 
coeiQutallon isctor )l (thrombin} 
fibrinagsR, Q beia pdypapQde 
protein C ^nacHvalor of coagulation fa 
b^^haft 2,3^fio}cygBtlase 
ptienyldanlno hydioxytase 
aldehyde dehydrogenase 6 feiT%, member 
mtsr-alpha {g^^biiin} InhibHor, H2 pd 
cartOiqppepUiiase 82 (plasma) 
in&ulln-llte gnwUi factor binding pioto 
compiement component 8, beta polypeptide 
fibilnogGn, gamma pdypaptlds 
oosfQiMon factor V {prDaccaTsnn. labl 
cQinptementconipor)Bnt4-b(ndlng pmtein, 
aedine (or cysteine) proteinase Inhfelto 
ESTs^lAtesJdysMlar b UV-I piotein |H 
major htetocoft^blli^oornplex. daes 
GQCtBicfy teuto)cyte protoe Inhlblhr ( 
hypolhelica) protein 

smsil] rnAidblscytokIiiesi^ifsmi^B(Gy 
ESTb 

HomosapTenscDNA FU13585lis, GlonePL 

pancroa/lte pdypepllde 

ciypiicgene 

EHSPG0000251112^SodIumi|p(yIasslura-bansp 
melanoma InHbltoiy acTtw^ 

ESTs 

C9D0118B*:flqi27a8842|ref|MPJJ73725,l| p 

ESTs 

Homo sapiens cDI^ FLJ12S32 fia. done NT 
Homo sapiens cDNA: RJ22495 fi^. done K 
ESTs 

C600t9D8:gi{?04441ldbj|BAA18908.1| (0298 
ESTs 

crypBcgane 
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a62 
a76 

0.63 
0,75 
a67 
0.83 

asD 

0.98 
0.88 

a9i 

0.8S 

0.81 

a72 

0.95 

0.87 

0.89 

0.97 

0185 

a95 

1.07 

0.29 

1.02 

1.00 

1.02 

1.06 

1.22 

1.08 

1.11 

1.22 

1.13 

1.12 

1.13 

1.32 

1.72 

1.60 

2.02 

1.62 

3LB3 

2.14 

97.90 

236.70 

Z47 

117.10 

4>87 

374X0 

144.50 

26&5D 

77.80 

IfiBLK) 

3.60 

40a40 

4.72 

S.26 

73.78 

iaZ20 

335lOD 

17140 

565.30 

88.20 

477.20 

201.50 

426.10 

tlO 

0«62 

4.02 

5l34 

6.62 

&85 

157.70 

137.70 

2.59 

3.23 

2.84 

2.48 

70L3B 

1.38 

6.85 

S.21 

1.74 

102.10 

242.70 

96.50 
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417801 


AA4t73a3 


KS.825B2 


integrln, bs(a-iite 1 (wilh EGNIka rep 


131.70 


414142 


AW368397 


H3.15D042 


Homo sapiens cDN A FU 1 4438 fls, cloos HE 


128.70 


425921 


NM„007231 


Hs.162211 


odiAs earner lemtty 6 (neutotransmftta 


32.90 


410309 


BE043fl77 


Hs^8163 


ESTs 


10B.eO 


425342 


AISB74gO 


KS.159S23 


NKr2 {DrosoptiilB) homotog B 


170.10 


431938 


M3a8471 


Hs,54431 


specific granule pirotem {26 kDs); cyste 


75.70 


449592 


A1655494 


Hs.195718 


EST« 


4.S8 


4142S9 


W44633 


Hs^1296 


Kbma sapiens cDNA: FLJ23131 Gs^ ctone L 


168.50 


4Q6G85 


M1S726 




^Human nonspecific cnGSfeacOng aniOg 


1123.60 


411573 


ABQ2dO0O 


Hs.70823 


KlAA1D77prDte!n 


995.60 


429201 


X03176 


Hs.l9a246 


group^epsdfU: componenl (vltamnn D bend 


11.32 


416318 


U47732 


Hs.840f72 


tFansinenibrane 4 euperfamify aieniber 3 


8.38 


42869B 


AAe52773 


Hs.334838 


KlAA1866pnotein 


662^ 


44*^4 


TB3911 


Hs.11881 


tensmenibraie 4 superfarnlly menTber4 


4.00 


432596 


AJ224741 


Ha.278461 


matiirin3 


SBSlEO 


426824 


W23624 


Hswl73059 


ESTs 


4.56 


444006 


BE39508S 


Hs.10086 


lype 1 transmembrana protein Fn14 


3.01 


424971 


AA479006 


H5.154036 


lumDrsuppreaaing aubteansfBiabIa candid 


4^1 


418394 


AF132eiB 


Ha^726 


Kfvppfil-litefactorS (fnlesDnal) 


4.80 


446844 


AI5aiS19 


Hs.l77te4 


ESTs 


362.60 


42Q90B 


AL049974 


Hs.100261 


HcnTW sapiens mRNA; cDNA DKFZp564B222 (Ir 


133.90 


423585 


BE350494 


Hs.49753 


uveal sulDanfigen wMi oolled ool domai 


126.20 


428392 


H10233 


Hs.2265 


SBcralDiy granule, neuroendocreie piotol 


13.63 


429597 


NM_OD3616 


Hs.2442 


a dtsloi^rln and niBtfillloprotethaee doma 


31&00 


452571 


W31616 


Hs.34665 


ESTs 


245.50 


443B46 


AIQB5196 


Hs.164226 


ESTs 


189.40 


436032 


AA150797 


Hs.10g276 


btexlh protein 


291.10 


44B030 


N30714 


H8.325860 


maihbran&^pannlno 4^mm, stibfamRy A 


252Ja> 


422109 


S73265 


Hs.1473 


gasliln-reteasing peptide 


278.20 


43C407 


H23551 


Vte,30974 


ESTs 


6.20 


419235 


AW470411 


Hs.2Be433 


tieumtmiin 


423.50 


449048 


Z450S1 


Hs.22920 


similar to S68401 {catfis) glucose Indue 


4.01 


444301 


AKDQ0136 


Hs,107e0 


aspoKnfLRRclasal) 


409.90 


4Z7333 


AF067797 


HS.17665S 


aquaponhS 


1.05 


417931 


W95642 


H5.82961 


trefml factor 3 (Intestinal} 


4.33 


407777 


AA161071 


Hs.71465 


aqtialenGepojdda^ 


3.64 


43S652 


N323B8 


H5,334370 


uncharactanzed hypolhdamus pnitalh H&E 


1-47 


421341 


AJ243212 


HbJ79B11 


deleted in racfgnanl brain lurnois 1 


3.9B 


453935 


AI633770 


Hs.42572 


ESTb 


2.08 


431629 


Al)077025 


HS565827 


Interferon, alpha-inducible protein (cb 


3L84 


439737 


A1751438 


Hb/41271 


Homo sapiens mRNA ItitI length infiart cDN 


1421 


428227 


U6705B 


Hs.168102 


Human protdnasd acSvated raoeptor-2 mR 


315.70 


413554 


AA319146 


Hs.75426 


aecielogranfn 11 {cttromogranln C} 


&53 


412104 


AW205197 


H&2409$1 


Homo saptocffi, Simlar to RIKEN cDfM 221 0 


3.13 


410310 


J02931 


HS.B2192 


Doagulallbn f^r 111 (UvonibopIssSn, 


a33 


440484 


BE32ei58 


Ks.150355 


ESTa 


1.03 


447395 


AI418412 


Hs.184793 


HoiDOBapIens RJ21B80 fis, done H 


1.09 


440099 


AU)80DS8 


Hs£909 


t)KF2P564GZ02 protein 


14,74 


43466S 


AA64212S 




gbcraOEMM^I NCLOGAPJ^niSKcHTiosaplefis 


asa 


452194 


AIG94413 


H5.332649 


<iSaBbry receptoTv famlf % subfemSy 


2.23 


40d9l5 


NM_016661 


Hs48950 


heptaceHular caicnoma luwd gsn^^ pro 


329140 


424411 


NMJ)05209 


HS.146S49 


cfy8lairm.belBA2 


1.71 


428575 


M74626 


Hs.170803 


fllutamate decafto^lasa 2 (pancieatic Is 


2.69 


445417 


AK001058 


H6.12660 


HoiYiosaplens cDNAFU1019& fis. clone HE 


1.70 


426322 


J0SG6B 


Hs^12 


tonoobolaniln 1 (vHaraln B12 Ending pr 


3.19 


429Q10 


Y161S8 


Hs.194725 


one cut domain, fiainly member 2 


1.96 


414420 


AA043424 


H8.76095 


Immediate early response 3 


2.54 


422565 


BE259036 


H8.116400 


singed (DrosophilaHJke (saa urchin fas 


3.30 


414004 


AA737D33 


Hs.7165 


E8Ts, Modaratfllty sImila'to2115357ATYK 


31ZB0 


441dSD 


AB02D690 


Hb.7782 


poFsuiBoplaatic antigen MA2 


177.80 


406173 


#(NOCAl-T} 




ENSPQ0000250146^Giowth hDimone variant 


1^ 


403776 


#(MOCAT) 




£N8P00000226542*!Sindl Indudbte cytoldn 


121^ 


403574 


NA 




TarsetExon 


16.12 


426832 


AA57B229 


Hs.324239 


ESTs^ Moderately simlar to ZN91J{UMAN Z 


3.94 


456449 


H04482 


H6^019 


ESTs 


71.60 


409958 


NNL001523 


Hs.57697 


hyahironan »yqlfiB» 1 


1.77 


437100 


A!761073 


HS.14S35 


Homo aapianfi cONA: FIJ22314 done H 


3l13 


451181 


AI796330 


Hs^7461 


ESTb 


66.00 


440506 


eE2S7911 


Hb,196970 


ESTs 


36.00 


429636 


AA4S5692 


Hb.163232 


ESTg 


30.70 


419570 


W6B73B 




g&2d37gDSj1 SoaresJat^JearLNbHKISW 


1.02 


431779 


AW97l17fl 


Hs.268571 


apoTq^oproteln C4 


3.36 


431723 


AW06e350 


H8.167B2 


Homo saplana mRMA; cDNA DKFZp564B2a82 (T 


10.20 


426330 


122624 


Hs.2256 


matrix metdlopfotelnasa 7 {MMP7; uterin 


asi 


423961 


D13666 


Hs.136346 


oatooWastspeclBc factor 2 {fiasclciln 


1171.10 


4143S9 


W62194 


Hs.75029 


cadberin 1 1, type 2, 0&«adhertn {osteob 


809.50 


440482 


AA8G6658 


Hs^73 


ESTs 


9195 


414602 


' AW6300a8 


Hs.76550 


Homo s^'ens mRNA; cDNA DKFZp584B1264 (f 


30.70 


423401 


NM_001992 


H&.i2eoa7 


coaguialion factor 11 (tfuumbln) iBcepto 


62.90 


452239 


AW37997e 


Hs.170121 


proiein tyrofllna pbospbatase^ raoeplor t 


2&i)1 


433364 


AI0754Q7 


Hs.296063 


ESTs, Moderatfily slmlla- b 154374 gene 


S.3B 


409335 


NMJD01SD2 


Hs^g85 


glycopntetn 2 Imogen granule macnbrane 


a54 


42DB76 


AA918425 


Hs.177744 


ESTs 


ass 
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430154 

401732 

404142 

424165 

413880 

407007 

426300 

432855 

424503 

445730 

406666 

435849 

426784 

430272 

412374 

419276 

415448 

423541 

4203SS 

425551 

455630 

4287B6 

420726 

451253 

420923 

413881 

431930 

421379 

419354 

422237 

437145 

4143B6 

425247 

45268Q 

436524 

409187 

426874 

405M9 

405281 

419078 

422095 

425B34 

452304 

407244 

450400 

413816 

444632 

41S905 

410197 

4173G6 

43G961 

446319 

427899 

419092 

421515 

452340 

40S319 

404286 

419183 

406293 

431912 

409327 

425200 

418738 

410661 

434699 

429921 

428758 



AW58305B 
KA 

AW582904 
AI660B42 
U22Sei 
U15979 
AF0t7988 



Hs.234726 



Hs.142255 
Hs.110915 

Hs.16g228 
Hs,279566 
NM,D02206 H5.149B09 
A1624342 Hs.170042 



V00495 

BE30S242 

U)3749 

mm 

X013B6 

GE165S09 

T68645 

AA296922 

BE2S6452 

AA359252 

AV666701 

Y16577 

KD2402 

H46299 

AF0g7021 

L00190 

AB03S301 

Y1S221 

M62839 

M13149 

AF007216 

)C00442 



Hs.184411 

HS.16Q9B 

Hs.1722-16 

H&23765B 

HS73B49 

HS.306B61 

HsJ952 

K&129776 

Hs.2257 

HE.1264B5 

Hb.75183 

H&2314 

H&.1390 

Hs.26126 

Hs^3321 

H5.75S99 

Hs.272211 

>ts.1030B2 

Hsi.1252 

HS.149B 

Hfi.6462 

H8.75g90 



NML006940 Hs.155324 
F33B68 H5.284176 



Hs5241 

H6w509G6 

Hs.194365 



T64297 
AF154830 
W32133 
#(NOCAT} 
iSKMOCAT) 
M93119 
AlBGaa72 
Nh4_001639 H5,1957 
AA025385 Hs.BtSI^ 



H3.B9564 
HS.282&04 



M10014 

Aie94722 

K49B13 

AI184027 

At751357 



Hs75431 

Hs^79744 

Hs.75615 

H3.14G966 

Hs^8741 



NM_g05518 H&S96S9 
H8.H176 
HS.1S6704 
Hs.160711 
1is^32flS3 
HS.B9GQ3 
Hs.106352 
NM-002202 hsJSOB 
NA 
NA 



AW375974 

AW207590 

AA82g28& 

JQ5581 

Y11339 



418476 
420001 



AI680552 

141162 

BE255203 

AW388633 

AA634543 

AA5436B7 

AAS26911 

AA43398B 

N99013 

U3B946 

J05064 

AL133Q84 



HB.154S03 

H5J35S3 

Hs.155101 

H&.66BZ 

H9.79440 

H&14g425 

H15.B2772 

HS.99S02 

Hs.16762 

Hs.1174 

H8.12B2 

H8.229D6 



423184 



NM.004423 H5.1624 
AL03546) Ks.226t 



444783 

44S593 
460701 
424420 
406660 
417940 
434206 
439920 
432542 



AKD01468 



1139960 

BE614743 

AA525775 



AW136973 

H05430 

AW083920 



H8.62180 

HB.150B96 

Ms.2da467 

HS.1466BB 

H8.292523 

H&24230 

H5.28Q516 

Hb^B433 

Hs.16096 



sarins (or cysfan^} pio^nsse rnhi3}Ro 

N^L[K)1 176*:Homo sapiens Rho GDP dissocia 

TacQetExon 

IslstannylohJ polypeptide 

Intoteiikin 22 raceptDr 

gbiHumsn xnRNA done with 9imila% to L 

delta-like homolog (Oro$0(diila) 

secieled filzzled'Telated pratein 5 

InleQnn, alphas (fibronedln recspkir, 

ESTs 

dburrnn 

daudin2 

diromogrami A (paralhyraJd secretory pr 
apo^popf€l5inA-ll 
apoRpoproteln C-IH 
IVfSTP043pfotgln 

soliite catiw tsnvly 10 (sodlum/b?a bc 
gaslrolntBslliial p^da 
vitronecSn (seium 8pr«sding rector> som 
hvpothofcal protein aJ12e04; KIAA1692 
cyiochromQ P45D, subTarnl^ ilE [ethonol- 
mannose-blndfng leclin {protein C) 2, go 
Goegulatlon facbr K (ptasma Siromboiria 
daudin 10 

diflemnflall/ expressed in hemaiopoleS 
serine (or cystslne) proteinase Intiibila 
cadherin7^type2 

small Indudble cytokina sufalarnily B{C^ 

apoVpoprotem H |bela-2-^lycopraleiii1) 

his^m&^ch glycoprotein 

sobte carTlerfani]^4, sodium blcarbon 

haptoglobin 

[TialilxnnldqprotelnasBll (MMP11;s&o 



iBit/ add binding protsin 1. liver 
carbaniQyt*phGsphQte synthetase 1, miloch 
tranettryrelin {jpreoAbundn, amytoodosis I 
Target Exon 

Nl\A^D02864:Homo sapiens pregnancy-zona pr 

Insunnoma-assoclated 1 

tiypothiBticail protein FLJ22704 

amylo'd P component, serum 

ESTs, We^y siiTif^ 10 S1O590 cystsine 

flb^ogen. gamma potypepUda 

ESTa 

apdipoprotsin OU 

ESTSp Vftrfdy shilar to PATH J^UMAN CADHE 
Homo sapiens cONA; FLJ222S6 fis. dona H 
3-tYydtoKy-3-inaUi^gtulajyl-0Qenzyzne Asy 
smaU pi^ln»wh prolela 1D{oomilin) 
ESTs 
ESTs 

serum amyloid A1 
raudn 1. transnnenabraie 
GalNAc altiha-Z. ^aidytfiansferase 1. 1 
ISL1 transcripfibn factor, UWtMineodoma 
CX00a780:gl|6670197|ref|KPJ}32aD0.1l pot 
C6001909:gl|7O4441ldhi|BAA1B909.15 CD2S8 
cytochmma P45D, sublarily XXIV (vltan'n 
TaigekExon 

E8Ts» WbaMy slmllsr to A56154 Al3i aiint 

cotagen. ^pelX.aIp}ia3 

ATP synthase, H tiansporlbig, mrlodwndr 

sdiite canterfemlly 7, (calloalc amho 

IGF^ iitRIIA4imding piGtefti 3 

Homo sapiens fiCNA RJ1 1960 lis, clone HE 

colbgen,type)0, dptial 

hypotheDcal piolsin FU14303 

Homo sapiens mRN^ cDNA I3KFZp564B2D62 (f 

c^v^OiHlependGnt IdnasB MilbNor 2A (me 

complement coniponant 6 

Homo sapiens niRNA; cDNA DKFZp434Jl027 (f 

ephrin<A1 

^mmogranln B {secretogrsnln 1) 
aiilSn (prasophib Soaps homologX art 
ESTs 

HomosBpiens cDNA FU122B0 lis, clone MA 

prostaglandin E synthase 

ESTs, Moderately similar lo PC4259 feni 

ESTs 

ESTs. VUesMy sbnIartD S69B90 ndtogsni 
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claudtn2 



a94 
1.13 
1,33 
2JS5 
1^ 
1.57 
1.48 
1.26 
U1 
2.14 
Z95 
1.96 
249 
3.29 
2.42 

3L52 

3.16 

6.24 

14.67 

4.30 

92.10 

203.30 

137 

3.38 

7-04 

5.84 

Z66 

9L28 

34.26 

1.92 

8.32 

1.74 

6.S1 

35u0e 

17CL30 

234 

103.10 

31.20 

6^ 

2^ 

3.80 

1.82 

13.15 

5.22 

8.60 

71.30 

1.70 

4J5 

90)1 

164.60 

1.88 

6.98 

2.12 

132.20 

6.23 

51JS0 

1.76 

52.90 

68.30 

102.43 

20Bu30 

S.76 

2G0.10 

97JD 

3.96 

30.00 

4.B6 

198.80 

3jD6 

159.00 

39.10 

2.39 

327.90 

90;60 

4ft20 

3.12 

1.93 

3QJ90 

57.20 

Z51 

1.91 
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410418 

415969 

414987 

400D24 

418057 

424687 

40S909 

448611 

430044 

406690 

41B245 

423733 

450154 

422487 

424902 

422330 

436749 

423634 

430691 

4D1BB2 

422440 

431441 

4425B0 

414812 

425211 

421430 

419693 

40M20 

448437 

406671 

411563 

424686 

428227 

43B746 

456032 

431B0B 

423472 

439758 

442295 

428828 

437167 

404285 

424Q36 

422026 

428664 

437B3S 

423575 

422956 

406722 

413Z7B 

439750 

434377 

42542B 

421298 

422424 

4Z15B2 

40148D 

409269 

409757 

449722 



D31382 

AI267700 

AA524394 

AI127958 

J05070 

NA 

AISg0371 

AA464510 

M29540 

AAQ68767 

AA33Q281 

R1S691 

A)Q10901 



H8.63325 

HS317584 

Hs.294022 

Ks.83393 
H8.15173B 

HS.1747S9 
Hs.152812 
Hs.220629 
HS.B3B83 

H8^1587 
HS.19&267 



41S165 
423673 
42B4S0 
409041 
463331 
400288 
453160 
444015 
4213QB 
440045 
422426 
450737 
429504 



NM_003B66 HS.1536S7 

D30783 Hs.1 15263 

AA584&90 H&5302 

AW369906 HS.1G90 

C141B7 H5.10353a 
NA 

NM-004ai2 Hs.1 16724 

UB1961 Hs.2784 

AA385042 Hs.22fl59a 

X72755 Hs.77367 

Mie667 Hs.16fi7 

AW207655 Ha.97093 

M133749 Hs.301350 

Z15008 Ks.54451 
AW470125 

AA129547 Hs.285r54 

AA102670 Hs.70725 

NM_0O34O1 H3.1509aO 

AA321649 Hs.2248 

AlaS58l5 Hs.184727 

AW967446 Hs^1711 

M307O3 Hs.270833 

AF0412EO Hs.1 29057 

AL35a055 Hs.67709 

A1B27248 HG.2243ga 

BE4Q9536 Hs.19465r 

BE048850 Hs.120655 
NA 

AA770686 Hs,28777 

U80736 H5.1 10826 
AK001666 Ks.ie9095 
AW93a591 Hs,5940 
C18863 Hs.163443 
8E645072 Hs.122579 
H27498 Hs.253441 
BE5630e5 Hs^ 
AL359053 H&57684 
AW137148 Hs.306593 
AL11Q2B1 H3.157211 
AW17a431 Hs.13012 
A11B6431 IIb:29663B 
A1910275 H3.1406 
NA 

AA576953 \{&S!2m 
NfcLO0l898 HS.1231U 
BE2B0D74 Hs.23g60 
Af591147 Hs^232 
AW8S76Q4 »s.7B055 
60)03054 HS.1665 
MM_014791 H6.184333 
AB033025 H»£00S1 



4132B1 
417866 
431630 
4Q029B 
431753 
428651 
424905 
433132 



A1240GGS 

X06256 

AI263307 

AI472B65 

AAfi&7322 

AJ2g7436 

W79117 

AW007152 

X99133 

AA721325 

AAfl61271 

AW8&7903 



Hs.8a95 

HS.1496D9 

Hs239aa4 

HS.13S534 

H5.192843 

KS.2Q168 

Hs.5%59 

Hs.203330 

Hs^0423B 

H6.18905e 

H&222Q24 

He^2772 



NM_0Q2204 Hs.265d29 

AA0a2279 H5.61635 

X76029 Hs.2841 

AF196478 HS.1BB401 

NRyJ024S7 Ha.153704 

AB028264 Hs.2a4245 



IransiTiBmbrans piotBaee, serine 4 3.82 

HSTs 182.50 

hypothetic^ proton FU14950 2.84 

AFFX control - HOMRGE/M1009BJ5 4.62 

cyslaSn QM 4.19 

matix metallQproteinase 9 (gstaKnase B 2.92 

Target Exon 71.80 

ESTs 6-74 

ESTs 14.91 

cardnoembrjonfc mligen-relaled ceA\ ad 757.80 

transmembrane, prostate androgen induced 1^65 

gb:EBT33385 Eiribfyo, 12 week » Homo sapl 104.70 

Human (done CTG-A4) mRMA sequence 143.00 

mudn 4, Iractietjhionchial 311 .80 

inositol pol^phosphale-4-p^OBphatBse, ly 63.00 

epJregulin 141,70 

lecSn, galaclDGld&^Unding. soluble^ 4 Z59 

hepsrin-Undlng enwtti factor Unding pr 181.50 

ESTs 95.80 

Target &con 6.17 

dd(3-];£to reductssQ family 1, member BIO 318.60 

soditimchanneJ, nonvoltagD-oatBd 1 alphd Z51 

E8T8. Wsakly Mlar lo 2004399A liiromoB 3J0 

nrnnioie Induced by gamma tnterfemn 434.60 

proQastitcshi pepsinogen C) &58 

Homos^bnscDNA: FU23Q04 fis, ctore L 35.10 

FX/D dornaliwcoirtairang ion transpod rag 2.45 

lamlnln. gammB 2(n1celii{100kD}. tidlnl asG 

ob3cw60cD4j:1 NCUX3AP_pa(nl Homo sapiens 79.80 

mot proto-onooflenB (hepatocyte growth fa 147^ 

gamma-aminobulyric acM (GABA) A reoepto 30.D7 

K-ray Tspair comfitemenllng d^eclive lep 55.10 

smaU indudbto cytpUns stiUamJIy 6 (CX 405.20 

HSTs 3.57 

ESTs 136.80 

amptiTregului (schwannoma-derived growth 36.10 

breast carcinoms ampPified sequence 1 9.93 

Homo sapiens mRNA liill tength biseit cDN 146.40 

Komo sapiens cDNA FU1 1 469 lis, clone HE 20.60 

cadhenn 1, t^ 1. B^herin (epithelf 1.SB 

ESTs 91-80 

C6001909:gii7a4441|dl^BAA18909.1| (13298 123.80 

H2A hiBlona f&mll/, member L 5.26 

Imudeotide repeat oontaning 9 13a40 

simllarta SAU.1 (sal (Drosopl)ga)-tiiia 48.80 

mucin 1 3, epiSieUal transmenibrane 3.15 

Homo aspiens cDNA FU11576 fis. dona HE 253.20 

liypdlhellcd protein l=U10481 B0.0O 

Homo sapiens SNC73 proWn ISNC7^ mRNA, a05 

InlHfenxvstimuIaled pcdain, IS i^Da 1.86 

Hamo saplenG mRNA&il length Insert cON 23.02 

Homo saploiie cDNA FU11382 fia, done HE 78.10 

DKKZP5a6B0621p[OtBlh 1.74 

ESTs 133.10 

prD5tat»diiraiefiliati(»i factor 2.65 

trafoIlfiaeilor1<p82) &17 

TaigelCnMi 73.70 

hypothetEcd preteiA FU13352 137.70 

qfatatinSN 9.36 

cydhlBI 162.70 

E6T8 151.90 

oomptament component 7 2.85 

mafik metaloppstaniase 12 {macRjphsBa 290.30 

KIAA0175gana product 6uB9 

KIAAIigOprotdn 33110 

ESTs 12JQ5 

integrin, alpha 5 {mxtneclbi receptor, 1242 

H2Biil6tonefeniiV, member L 156.40 

EST* 14.60 

leuBbei^perpR]l8HiFKSG14 87;i0 

pfostate atam cell antigen 526.20 

EBTj 56.30 

ESTs 261.00 

lipocaltn 2 (oncogene 24p3} 31.25 

ESTG.H]8^sim1arbStmiiBrtoaC.e 7&00 

tranecripGOA {actor BMAL2 21^10 

colsgen. type XI. alpha 1 3.40 

integrin, dpba 3 (antlgan CD49C, alpha 3.48 

^ tianamenifarane epittiellat antigen of 261 .50 

neuiDtnadinll G0.5D 

annexinAlO 508.30 

NIMA (nevarsi mflosts gene a}-iidalBd k 85iI0 

liypotheticBlprQiBin IMPACT 5&30 
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435039 
447033 
433578 
422511 
411274 
452705 
428479 



422562 
428579 
428242 
440868 
421493 
410199 
426320 
41^0 
459309 
41513B 
422553 
432375 
400534 
428970 
423739 
450375 
423554 
407001 
410261 
419948 
428471 
427051 
425234 
419B42 
418007 
4442D7 
442432 
413753 
441384 
41B327 
452401 
438199 
422420 
431183 
417389 
421937 
427961 
422043 
426711 
450983 
410266 
433001 
424068 
432731 
416209 
414085 
417308 
438146 
424800 
416143 
408380 
41»40 
422963 
409956 
407756 



AW043921 Hs.130526 

A1357412 Hs.1576m 

BE33688& Hs^16 

AU076442 Hs,11793B 

NM_0Q2776 Hs.69423 

H49805 Hs.246006 

Y0O272 Hs,184572 

J040Ba H8.156346 

AI98206O K$.^16397 

NM_005756 Hs.184942 

H55709 HsJaZSO 



R7g707 

BE3D0341 

AVy377424 

W47595 

AIt2Bl14 

AA040620 

C18356 

AI697720 



Hs.263339 

HS.104925 

Hb.205136 

Hb.169300 

Hs.112885 

Hs.6672 

H9^5944 

Hs.171455 

Hs.2962 

HS.194B91 
H&97600 
HgJBBSQ 
Hs.1874 
»6J!47954 
Hs,B979l 
Hs.93847 
H6.184610 
Hs.173374 
Hs.1 65909 
HS.10435D 
H&^189 
Hs.79572 
Hs.38t78 
Hs,7S517 
HsJZfiBfiBO 
Hs.B4l36 



6E27€891 
AA308155 
AAaO0647 
Mg05l6 
m2471 
X0787e 
AB041035 
X5734B 
BE178110 
AW152225 
AA7654B9 
M13S09 
AJ565C04 
BE093SBg 
U17760 
AAM7649 
U7037O 
HMJD07115 Hs.29352 
AW016531 Hs,122l47 
UQ3398 K3.1524 
NML005B55 Ks.250&96 



BE260964 
A)878857 
AW203165 
AU33649 
AA383471 
AA305364 
AA3161B1 
AF217513 
A1351010 
R31178 
AA236776 
AA114016 
H60720 
Z36B42 
AIJD355B8 
A]95a650 
AF123050 
AAZ19691 
M79141 
AW1033B4 
AA116021 
D63216 
421110 AJ25Q717 
411789 AF245605 
421485 AA243499 
409632 W74001 
406837 R70292 
426440 
421470 
407242 
432101 
406687 
429170 
408303 

435202 A1971313 



H&82045 
Hs,1897D6 
H3.143134 
Hs.1 10953 
»s.16QG69 
Hs.25740 
H5.61635 
HS.27990S 
Hs.102267 
H3.287a20 
Hs.79078 
H&75746 
>feAl892 
H5^548 
NS.1532Q3 
Hs.7g033 
Ks.44532 
HSJ362S 
Hs.13234 
Hs.727 
H8^260 
H&153884 
KS.135S 
H5.72157 
HS.1D4SG0 
Hs.55279 
Hs.156110 
HS.16S802 
H&137B 

Hs.123642 
HSJ272620 



407216 
409231 
407861 
407811 
42DBS9 
441020 



RZ7495 
Mia72a 
AI918950 
M31126 

NMJ)01394 Hb.2359 
AL033377 H5.44197 
HSJ702D4 
Hs.102267 
Hs.692 
Hs.4096a 
Hs>n098 



ESTs 
ESTs 

adiposQ diffeiBiitiaEcn-relaisd protein 
collagen, type XS/II, alpha 1 
1;sjlMn 10 {KLK10) (PR8SL1} ^nesl) 
ESTb 

cell drvistonoycte 2, G1 to S and G2 to 

top6isomera89(DNA) II alpha (ITOkD) 

AE-Mng protein 1 

G protein-coupted receptor 64 

teiikanH'a inhlbhory factor (cholinergic 

ESTs. Moderately amilar to 138022 hypcrl 

edodennat-fmjiBl cortex (with BTB-tiks 

HomQ sapiens cDNA: FLJ22667 fis, clone H 

tFanefanning QiowtK factor^ bola 2 

spnat coid^erWed growth factor-B 

h^olhetfcai protein AF140225 

fissua fadar pathway Niltjilur 2 

ESTs. Weddy fi1inlarlDl31613 l^potheO 

S100 caAdum-btndlng protein P 

C2200Q015:gi112741327lrel1XPJX}8833.2i z 

retinolc acid Muced 3 

ESTs 

a dlslntegrin and metalioprDtelnasB doma 
gk1a[nBie-liuctD6e'6-pHDfipl}8te transaniin 
Human ttirombospondin-l genSp partial cds 
wln^tesfr-lypB MMW IntegiBlion site hoi 
NMJDl6931:Ho[nD sapiens 14ADPH axldasa 4 { 



Homo ec^TB cDNA aJIOSOO &. done NT 
ESTa. Weddy dmilarb t3B022tiypottiea 

ESTs 

maifix metaltopratelnasB 1 (MMP1; mt^ 
cathepsin D (lysosomal aspar^t protease 
tiypolheljcd protein FU2346& 
ianJnIn. ttetaS (neoein (12SkD)« liaBnln 
Homo as^MOTB cDNA: FLJ221 82 lis. clone H 
palnsd-iks homeodomafci transcn|Aon b 
(umor necrosis factor, alpti&induced pro 
ESTs 

lumor neciDsis factor (lisaKQ superCanri 
KDEL (Lys^p^lu-lflTi) sndoplasmfc retic 
mkikine (neuitte growth-protnoifng facter 
henratologlcrf and nemdoglcal expressed 
E6Ts 

raShcuc actd imtuoed 1 

consenred oene ampSfied In Dsteossrcotna 

ER01 (S. c8TBvisiae)-Ilke 

six liansmonlvane epithalia} aniigea of 

€k)neHQ0310PROQ31Op1 



N91773 
AA446644 
AVV072a03 
AW190902 
NMJ)01629 HS.10Q194 
W79283 



ftbronacUn 1 

MAD2 (mitotic arrest deficient, yeast. U 
Gitdehyde deivdnigenase 1 family, mamt>er 
KiAAOlGI gene product 
E&Ts 

MyoDlamly inhibitor 
ghilaniinyH)^ds cyclobansfierflse {glu 
dlublquHIn 

RABeintarBcb'ng. kineeln4lto (r^bknies 
ESTs 

nltiMn, beta A (acUvin A, activin AB a 
iib^utdn specific protease 18 
tdzzlsd-related protdn 
cath^sbi E 

DKFZP564I1922 protein 
hypdheHcd proteTn FU10t34 
saline C^r cystebe) prolslnssa inl^bHo 
innuinoglobuljn kap(ia oonslant 
Miutecanlerfainlly 2 (fadBoted glu 
anneriaAS 

gb:Hiimen nonspecific crossreactlng an^ 
EptiA3 

matrix mstalloprotGinase 11 (MMPII^slio 
dual spaciScity plnspliatasa 4 
hypDtl;efiCid protein OKFZp564D0462 
KIAA0551 protein 
|ysy1cDc'idB3a 

GA733-2an1{gen: epllheld glycoprotein 
heparan su\f^ (glucosamine) 3-(>Bul]oit 
cysteine luwt superfamily 1 , BMP anlagon 
ffiachldonalB Sfipooq/genssfr^Gvaflng p 



64^ 

123.20 

9.22 

525.70 

44^ 

120.10 

92.30 

29.37 

3.84 

27.60 

409 

76J0 

2.37 

3.44 

138.10 

3.45 

127.80 

361.20 

136.60 

6.87 

89.00 

478 

135.60 

148.S0 

87.70 

76.80 
110.60 

234.60 

3.72 

437.90 

21D.20 

3.60 

eOBiBO 

262 

258.70 

304.80 

8.78 

10.95 

199.70 

67,70 

107.20 

3.59 

3/«5 

3.17 

109.30 

2.96 

27^ 

5.2B 

27.85 

342.30 

2ia50 

185.10 

106.10 

2.27 

405.30 

8.38 

172.10 

45.70 

11.16 

149.10 

33.60 

6.73 

a96 

312.40 

790.80 

3.17 

&fi2 



4.36 

183 

242.90 

36.91 

221.60 

5l34 

292.00 

18490 

64.60 

73.70 

3l20 

208,70 

5DZ60 

6.13 

178JQ 
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10 

15 

20 

25 

30 

35 

40 

45 

50 

55 
60 
65 
70 
75 
80 



4538S7 
428966 
41343S 
43647B 
4D8747 
455800 
431211 
431B9D 
431958 
444G66 
4377B3 
418B70 
424560 



407137 

41D8GB 

427660 

400626 

442577 

41649B 

447343 

451277 

445133 

414793 

431606 

437330 

410667 

417409 

426471 

456609 

448825 

45D5DB 

433)36 

4QB4d1 

437802 

406296 

421155 

451310 

4398G7 

417771 

410763 

4313B5 

457180 

42440B 

462679 

425139 

432976 

406B50 

421991 

421814 

409703 

452281 

413048 

404210 



AL0a0235 

AF059214 

XS1405 

AA326108 

A1925153 

R22479 

Ma6949 

X17033 

X63629 

^13126 

AA469369 

AF147204 

M158727 

AIG83487 

T97307 

BE379794 

AI741320 

AF21GQ77 

AA2g2996 

U33532 

AA25664^ 

AKD0n23 

AW157646 

A1752416 

AF186114 

AL353944 

U2438g 

BE272506 

M22440 

AW372512 

AW9707a6 



HS.35B61 

HB.1946a7 

Hs.75360 

115.33629 

Hs.217493 

Ha.167073 

Hs^23733 

HS.2719B6 

Hs.2677 

Hs.47783 

Hs.5631 

Hb^14 

Hs.l5D655 

HS.1S2213 

H8.654D3 
14121 
Hs.48376 
H8.163a00 
Hb.79351 
HS.236B94 
Hs.26176 
H8.1535QG 
KSJ7326 
Hs,27CF737 
Hs.50115 
HS.6S436 

K&^iog 

H3.1700D9 

Hs.20985 

Hs.176470 



MfclL0M46O Hs>4ia 
AF0{7966 HS.3138B 



AtOQSDGS 

A147S995 

AL1 17452 

HB7B79 

AW250651 

AAB47510 

AAa0469e 

AF279145 

BE176536 

R26022 

AI754&13 

Z423B7 

AWB3Q488 

AF126743 

A)624300 



Hs.7862 

Hs.1 22910 

K5>4415S 

Hs.102267 

Hs.26213 

Hs.161292 

Hs.82547 

Hs.8966 

H6.11090 

Hs.ig4GB2 

HS.14642B 

Hs.83883 

Hs.32Sa2Q 

Hs^9B64 

Hs.172928 



447072 



427390 
417259 
451295 



NMJDUgiO H6.1104a8 

L12360 KS.10B623 

KM-00Gi87 His^009 

TS350D Hs.28792 

M93221 Hs.75182 
#(NOCW) 

AVV378D66 H&J8697 

D61994 Ks,17Z79 

NMjnooeB Hs.l7292fl 

AI432163 Hs.266231 



AWg03B3a 
A15$7212 



417148 

432359 

42227B 

42254S 

442379 

417412 

422110 

'431512 

417453 

426369 

437470 

417944 

428797 

434423 

426125 

422573 

421552 

424730 

400133 

4443B1 

422046 

446D19 



AA35989& 
AA07604B 
AF072873 



HsAieoo 

H5.17132 

Hs.21486 

H3^B65 

Hs^4415 

H8.11421B 



NM.D04613 Hsje266 
X1689& Hs.62112 



A1376736 

BE270734 

BE2702IG8 

AF134157 

AlJ350i47 

AU077196 

AA496205 



H8.111779 

H9.2795 

H5.8212B 

H3,ie94a7 

Ha.134742 

Hs^BS 

Hs.193700 



NMJ}067Sg Hs,3B44 

XB7241 Ha.166g94 

AW297985 Hs.295726 

AF026692 Hs.106700 

NhL00335B H9.23703 
NA 

BE387335 H5.2a3713 

NMJ>12445 H8JZB&126 

AI362520 Ha.279789 



OKFZP586E1621 piotein 504.30 

chole6teKit2&%draxyla8e 242,10 

cartoxypaplidBssE 7.30 

bHlH protein DEC2 247.20 

annexjnA2 110.00 

Homo sapiens cDNA FU13047 fis, clone NT 112.10 

gap juncttofi protan, beta 2» 26kD (coon 5B3l90 

Integrin. «lpha 2 (CD4ge. alpha 2 subuni 6.S6 

qadherin 3, type 1, P-csdhenn {pfocenta 480.90 

B ^gressIvB lyirphomB gene 204.40 

tissue inhibitor of mslalloproteinase 1 7.75 

chemoMne (OX-C moCf). feceptor 4 (liis 14.61 

piotain predicted by clone23733 99.80 

wingless-type MhfTV feitoeraSon silefanfil 242.20 

gfa:ye53ii05.6l Sosras M (iver spleen 17^ 

h^ottie^cal protein 4.18 

Homo SBpiana cDNA: RJ23228 fis. done C 11&40 

Homo sapiens done HB-2 mRNA sequencs 60.30 

ESTs 4-18 

potassium channel, subfamily K, mambflr 1 334.20 

ESTs. >iighljr slmlJar to S02392 ali^a-2rm 8. 16 

hypoEheiical protein FU10261 375.30 

ESTs 292.40 

1nsur<n-lihB grdwlh factor binding prote 4.36 

turoor necrosis factor (ligoAd^&uperlaml 89.00 

Homo sapiens mRNA; cONA DKFZp76lJ11 12 (f 322.10 

lysytcondsse-likel 9l10 

syndecan 1 4115 

transfbnntng growth factor, stphs 13B.G0 

sinS^soCialed polypepUde. 30itD 250.50 

hypdlieacd!piotefaFLI22fi62 4.B9 

fibroblast acb'vafon pnMiu a^pba 1 1*76 

sQCFBted fiizzted-related protabi 2 479 

ESTs 8.25 

E8Ts 4.54 

DKFZP58eC3l5l7protefiv 175.10 

lysy) ondase 17aiO 

Homan ONA 6equeaco fam done RP3-447F3 291 

ESTs 261.60 

rBUnQic add receptor responder {tazaiD 723.00 

hypolhe«ca)prolflJnFU21776 251.70 

membfan&^panning 4-dofnainG, subfainly A 155.50 

calponIn3,9cMic 68.00 

^yOasen, type V, alpha 1 17.19 

bansmembia^ prostab androg^ Induced 5.32 

protease, serine, 23 371.90 

[mJdoniah^ontatning 7^ 

coIlagBn,^l,dpha1 19^ 
MAA0990 protein . 190.50 

tiuombospondlna 15.02 

Z-S'-dSeoBdBiiyleie synthetase 3 (100 K 2857 

Homo sapiens cDNA FU11041 fis. clone PL 519.20 

mannose receptor. C type 1 24ae0 

NA/L00593&Hoino sapiens myeloldAyinphnd 404.60 

ESTs 38420 

tyiosyfprotelhsiitfcilFansferasel 22^20 

collagen, type 1. dpha 1 4^31 

Homo saptens cDN A: RJ231 1 1 lis, clone I 1041 

ctwadrolOnsillate proteoglycan 2 (vera 22.46 

E8Ta. Moderately Glinlbrto154374gene 23.74 

signal IranGducer and acGvaSor of trans 5,68 

hypctheticel protein FLJ14902 190.80 

Homo sapiens cDNA FU 1 0229 fis. clone HE 230^ 

Mzzted (DrosopNIa) liomolog 6 361.90 

fXmneclln 1 B-ftl 

iFanGBlutaiinhsse 2(0 polypeptide^ prot9 7^ 

li^BuWn 1 receptor, l^pe t 267^ 

secreted protein, acidic, cysteine-ricli 6.07 

lactate dettydnjoanase A 270.10 

5T4 anoD!ela1 trophoUtasI glyoopioitaln 60460 

Kia'ister (mouse) maf-retetad faucine zip 10£2 

hypothetlcs] pfotaTn DKFZp547D065 2.80 

collagen, type V. alpha 2 1401 

Homo scpeens mFlNA; cDNA DKF^B6I0324 (t 0.15 

UM domain only 4 297.^ 

FAT tumor suppressor (Drosophla) homolo 466.20 

Integrln, alpha V (uHrtmecDn receptor 9.73 

ascialed friZ2led-relaIed protatn 4 76Z90 

BSfs, Modeiatelr simH v to CEGTJtUMAN C 7.81 

Eos Control 357J)0 

ESTs, We^ similar to 864054 liypolMD 119030 

spondin X extracelhila- malrbc protein 4.S0 

Intone deacelylase 3 11.26 
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426490 NM-D01621 Ks.l70D87 

422687 AWQ66823 HS.11G206 

432401 NM-D13330 H&274479 

437223 C15106 H&.330716 

Table 41B 



aryf hydmcaibon lecaplor 
Insulin-like growth factor binding ptrrie 
HME? 

Homo sapiens cDK^ RJ1435a fis, done HE 



459.50 
Z6B 
4^ 
7.65 



Pkey: Unique Eos probesat IdenGfier number 
CAT number. G&ne duster nrnnber 
Aooession: Genbank Kcession numbers 



416913 
419570 
423733 
434665 
446437 

TablaAIC 



CAT Number Accessions 

163001J AW934714 BE161007 BEie2S00 AW74g902 AW749e64 BEt6a49B BE161005 AAig0449 AW513465 8E1 61006 BEft24S9 

1B60S04_1 W68738W68831 

231476 1 AA330281 OAA330232AW962521 

390530 1 AA642l25AA6d4516 

TSaSloTl AW470125A1734a72AI749SS9 AW856504 At5e3942 AW77gD36 AWa43429 AWB44a76 A152D713AW847236 



Ptey. Unlaue number corFespondlhg to an Eos probeset 

ReT: Stiquenoe source. Tha 7 digit numbeis In (liis column are Genbenk Idenlilia- (Gi) luimbeis. 'Dunttam I. et al.' isfats Id ffw publicBfiein entitled Tl\e DNA sequence of 

lium£ncbfOfnosonie2Z'' DunliaBit.«td., Haluie (199^ 402:489-495. 
Gliand: Indicates DI^Astrand from wMcli exone were pradicted. 
NLposifan: Imlicates nucieoWa posifions of predtctad excns. 

Ntjjosflion ' 

278637-279292 

g41B^94323.07056<97243»1010g5•1012^6,1D2aZ4-10^006 
677-1188 

l38534-136629,139234-1392g4,140121-14D335,142D33-142479 
186120-166347,16645MG6557,169651469B32 
50[)1&^0158 
13022-13473 

19346-19525,19625-19708,19897-19973^20067-20130,20215-20414 
89314^0033,9072940855,91131-91196 
5542617S 

1414-1513,1624-1755 
80316-80459 
169926-170121 
32282-32416 
51066-51301 
53134^3281 
40977-41150 
11743-11929 

34202-34351,3S1S4-35336.4541245475i45?31-4595M729&^7457,49549^96SBv4g790^9904^23t-^^ 
17705-1B2B7 
66985-87233 
12926-13213 
17646-17953 
B232&^61 
6344B-63554 



Pkey 


Ref 


Strand 


400534 


6981826 


Minus 


400560 


9643598 


PkJS 


400836 


8954179 


Plus 


401201 


9743387 


Minus 


401460 


7321503 




401541 


8072607 


Minus 


401682 


4755167 


Plus 


401732 


1200312 


Pius 


403207 


7630829 


Phis 


403574 


8101^56 


Plus 


403776 


7770811 


Mniis 


404142 


9856692 


Minus 


404210 


S006246 


Plus 


404285 


2326514 


Rus 


4042B6 


2326514 


Plus 


4042B7 


2326514 


Phis 


404682 


9797231 


Minus 


404666 


9366919 


Minus 


405261 


6139075 


Minus 


405849 


7^1617 


Minus 


405909 


7705160 


Minus 


406173 


7230224 


Plus 


406293 


5586274 


Minus 


406319 


9211730 


Minus 


406399 


9256288 


Minos 



TABLE 42A: STA^eaes upregulatod in pancreatic cancer retalive to normaJ body lissUBs 

TeUe 42A lists about 574 genes upregiilated tn pancreatic cancer relaliva to oormaA bod/ fosues that are likely to encode proteins emeaabla to modulation by smsll molBcutes^ 
pei^dss. or anfibodies. These genes were sctected ftotn 69680 probsets on the EoB/Af^melrixHuOS Genadiip firray. Gene expression data for each piobeeat oWtfncd from this 
an^ysis was expressed ss average intensJiy {Al)» a nonnalized value reflecfing ttie idallve level of mRTJA expression. Tlw protein products of U^ese Qenee often coalain one or more 
domains fndlcsAve of have oncogenic function or of transdudng ln|j9cellulBr signals, or of being niodiil&tGble by small mDlecuIes. peptides, or antilndies (&g. pA^as^ deallirdomaTn. 
7tm. pifiosphataae^ or loiUranspoitBi). Ceitain predteM protein domains ane noted, 

Pksy; Unitque Eos pmbesel (dentifier nunber 

ExAocn: ExemplEr accession number, GenB&nk aooesston number 

UnlGenelD: UniGenc number ^ ^ , _^ ^ 

PredProlDomahs: Certdn pteddad pcotdn domatiw. AbbiwisliQns used: IfA IransmembranB dbmelic SS. signal sequence =Y» veiy Hke^y to contalo; «M, likely to cocriBn; olher 

protein domain abbreviations are from PFAM {KodelB Acids Reseaicli. 2002. 30-.2764aO}. 
liriGeneTMK UOiGene genelitfe 

Rl goih percentllB of pancreaUc cancer Als divided by ttie 50th pareenlite of normal fissue Ata 

R2 OOtti percentile o( pancreatic canco* Als di/ded 1t» 90ih pemenHle of nomul (uncreas Als, whem ttie ISttt paroenble of all nomial tissue Ats w» subtracted 

from both tha numerator and danoroinatDr 

Pkey; ExAocn; UnigenelD; UnigeneTlllB: Pred.Prot.Ooma(n8: Rl; R2 

426230; AA367D19; Ha.241395; protease, serine* 1 (liypsin 1); tryp5ln.tox'RL.4:SS=M; 107^ 1.07 
41S934: HM-O00a28: H5.992: phospbolipase A2, STOUp IB (pancreas); pbQ6llp;8S»M-, B3.67; 1.06 
421996; AW5B3B07: Hs.1460: glucagon; hormonB2;SMi 1.61 
406399; :: NMJDD3122^KamD sBfilens seme piolease ; ks^ 

444381; BE387335C Hs.2B3713; Ivpolh^cat pnrteln SC014245; CoUa9en;TM=N:SS»M: 53.66; 43^ 
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40G665: M1B72B: ; gbiHuman nofupedfic crossreaclf ng antig; ^:TM=M;&S=M; 52.73; 22.83 
428698: AAflS2773: Hs.334a3a; KJAAIBBB protein: nDfie:NA;NA: Z2M\ 13.11 

437145: AF007216: H5.5462; sokte carrter family 4, sodlam bcarbon; HC03_colranBpjTM=Y;; 29.80: 146 
42BB74: W32133; Hs.194366; translhyrelTn (preribumln. amytoWoste t;Tfansftyretin;SS=M; 29.42; 1.94 
444754:78391 1; HbJ74341: transmBmbrane 4siperfBmity m8mlw4; ncMie:™=Y:SS«M; 28.78; 3.13 
418068; AW971 155; Hs.293902; ESTs, Weakly sbSar to ISHUSS protein d; none;'n^M:SS=M: 28.61; 0.96 
438091: AW373062; Hs.351546: nudear recepJorsubfamify 1. graiipl, m; honTiona^rec.2*-C4,none; 2S.3e;3,63 
413719; BE439580; Hs.76498; smafl ffiducfcle cytoWne wbfafrily A (Gy; 1LB;SS=M; 24.64; 7.21 
417771; AAfl04e98; H3.82547: retinolcarfd teceplorrespondef tlararo; i)Qna.none: 23.77; 6.74 
414998; NPil002S4a; Hs.77729; oxMlBed bw danaily lipoprotein {tecBn: tediiUJ:TM=Y;SS=M: 22.98; 4.67 
418318; U47732; Hs.fi4072; transmembrane 4 supeifaml^ member 3; transmenflbrane4:TM=^Y;SS=M; 22J1; 5.42 
425573; A9006423; Hs.1 58308: same lor cysteine) proteina3Biih*to;sefplii,GCVJ1:T^^ 1J>3 
433110: DS5494; Hs.3191: ratrageinrding ts)et-(ieiiV8()-like. honn; ledki^c:TM=M;SS=M; 21.90; 0^ 
425490; NML001621: Ha.l7DDB7; aryl hydrocarbon receptor; PAC.PAS;TM=M;; 21.41; 19.89 
453BB3; XD2S44: Hs.572; Cfosomuoold 1; Upocalin^edh,ubIqumiRK;SS=M: 20.80; 8.12 
421125; M74587; Hs.102122; Insulh-liite growth faclDf binding prote:tliyrofl]obiJln^1JGFBP:S8=Y; 20.60; 8-48 
451035; AUD76785; Hs^O; plaslin 1 \\ (sofaim): efl)3nd.CH.Adaplin_N;8S='M; 19.25; 3.53 
4138S9: AW992356; Hs.6364; Homos^plBfffi pynivHtp dehydrogeciasdlcina: SAKlLPMr^none; 18.38; Z53 
420332; tJULGOITSfi; Hs.1305; serlrietcrcystoSne) protelnaGelnhib^ 

438089: W05391;Hb.351 546: nuntearrfiiseptorsuMaiJty 1 group l.m; hccnwnej'ec;ef-C4,noi>e; 17.67; 4.80 
417428; riMJ»2291: H5.82124: toninln. beta 1;lanJ™n^GF,IarrtInlnJilemi.integtiiuB;SS=M; 17.08; 
427S09; MG2SG5; H5.2161; complenienl componenl 5 receptor 1 lC5a I; 71in_1;TM=Y:SS=M; 16.89; 7.15 
441031; All 10684; Hs.7646; fibrinogen, B betepolypeplldo: JibrnogeiuC,(^lpha.aif;TM=M;SS^M; 15,59; 7.74 
445033; AV652402; K&.72901; cydiivdepefldent kinase intulnlQr 2&(p1; ankr. 16^; ^ 

431183; lftL00S655; Hs.250696; KDB-<LyaJte^Glu-Leu) endoplasmic telle; EIUunwiu«aptTM=M;S8=M: 15.96; 238 

4447B4; D12486; Hs. 11951; actotiucfeolide pyrophosphatase/litiosphodl; Soinatoniedin_REndonucteas8,Phoaphodiesl;TM=Y;SS=M; 15.65; 1.33 

403243; Y00787; H5,624; jnlerleukin 8; HL>l,PA5jLS;rM=Mn 15.53:4.34 

419355; AA42B52Q; Ks.90061; progesterone binding protehq 1iein8Ll:TM=Y;SS=M; 15.45: 10.SD 

425006; R49031; Hs.22627; ESTa; pkinaseJBC; 15.17; 0J5B 

433376; AI249361; H&.74122; i:8Sp8S&4, apopkaJs^elBted cysteine pr. CARO.ICE_p10,ICt.p20:SS=M; 14.84; 3.04 
42226% AA31 5993; H&.1 06484; regeneroOng gene type IV; lectlr}jc:SS=M; 14.71; 2.89 
430280; AA361258; Hs.23786% Inlsriaulctii 7 nHXptor; fif^nona; 14^; 11.47 

4Q89B3; NiyL0Q049t2: lts.663; cysfic fibrosis IvanernembtarHConductanc; AeCJIran,ABCjaiembi3iie,PRK^^^ 13.9B; 1.18 

414812; X7Z755: Hs.77367; monoWne Induced Bamraa Interferon: 1LB:TM=M:SS=Y; UBI; 7.69 

429170; NM_001 384; Hs.2359; dual cpecfficity phosphatase 4; RtK>dansse,DSPc.Yj)ho5plialaae,RibosoinaLS3_N;TM=M;; 13.59; 

425988: BE04fiB97; H5.63985; ESTs, Weakly similar to I33Q22 hypotheti; none.noneg 13.54; 0.95 

409512; AW5791B7; H5.Z93591; melanoma dlfferenfefion assorfaled prat; DEAD.halk!flse_CCARD;TW-M;; 13.48; 

429556; AW139389; Hs.9Bdd8; E8Ts; <ione:TU-li^ 13,20; 1.16 

417079: U655S0; Hs.81134; inteiieuWn 1 receptor aiOaQonlBt: IL1;SS=M; 1^83; 7.72 

427286; AW732802: Hs J2132; apWermal Qcowth fector receptor pattiw^; SH3,TonBj)OxC;TM=M;; 1^72; 9.01 

431912; Al66055^Ha.356lB3; ESTs^Wfedkly slmterto A55154 AbUubst nojiB^CtoA^*/cyVOiAjdhJ^^CoMhJ^;U^ 

41211ft AW40216B; Hs.7B4; Epsteln-Bar vims Wuoedeene 2 t^mpti; 7trR_1;TM=Y;SS=M: 12,71; 12.56 

425387; J0408B: Hs.156346; topolsomerasB {Dtik) II alpha {ITOkD); DMAjyraseB,DMAJopoisdV,HATP3S8^c;5S=M; 1Z52: 4.92 

409142; AL136877; Hb.50758; SMC4 (sinicturalnaalrTt«ran(»of cTiroriwso; ABCL&an.M,SMC_N.BM^^ 12.38; 7.50 

428157; At738719; H5.198427; hexoWnase 2; hw<oIcihaM.he)»Wnase2jiore: 12.34; 11.53 

424Z73: W4O460; Ksw144442: phosphoHpaso A2.gtoupX; phosDpiTM='M;SS=Y: 12.32; 3l02 

414821; M63835: Hs.77424; Fcfragment of lg6. higti affinity la, re; ig;TiyNY;8SsM; 12.29; 2.21 

415323; BE2693S2; H5,949; neutiophl cy tosollcfector 2 {BSkD. chr; SH3,1PR:TM=M.-: 12.16; 4.14 

42728$ AL1 19796; Hs.l741B5; ectonucleollde Rynjphosphalase/^hOBphodi; Sulfalase,Somatornedii^Phosplw)dleBlEndonudBaso;TM=M;S&=Y; 11.97; 5.93 
434779; AF15381 6; Hs.SOlSI; potesslum imradly4ecfi^g chennel. s; 1RK;TM=Y;; 1 1.76; 1.58 
426227; U67068; Hs. 154299; Kumsn prctenase acUvated recQptKr-2 mR; 7tni.1;TM=V;S&=M; 11. 75; 3.55 
412228; AW5037eS; Hsu73732; com(toTienl coraponefiliad/EpsteJn Bair vt: 8UBhfeTM=Y;88=M; 1 1.67: 3l77 
450737; AW0a7l52; Hs.63325; Iransmerrtxene piDleefie»SBflne4;trypflin.ldUcceplAnone: 11.65; 4.52 

439750; AL359053; Hs^66* Homo sapiens mRNA lull lengtti Insart cDM; IMPE)VLC.lMPDHJJ,CBB,1ntegriiU3.RJcK3 Jectin; 11.56; 5.46 
431512; BEZ70734; Hs.2795; tadato d^ydrogenaae A; 1(fliJdli.CpSK3.pt(ln89a.UBA;TM=M;; 1 1.55; 5.11 

429638; AI916662; H8.211577; HnecHn 1 {IdiHSBi receptor); bZIPJropcxiiyosh,spec!rtn.LBP^PLCeTP,B5e,M;TM=»Y;SS=M; 1 1.47; 465 

445133; AWl57646;H5.19a689;ESTs;efhB(uJ,6pecWn,GAS2^H3.PlecUn.RA;^03eJsorn.FB^^^ 

411352; KWL0O2B90; HS.75B; RA8 p21 protein activator (GTPase ac8v^ SH2.SK3,C2,PH.R386AP;TW=M;SS=M; 11.24; B.96 

447343; AA256641; Hs.236894: HSTe, Btghly smiar to S02362 alph»-2^ iiCRe,noR^ 11.19: 4.16 

422St6E eE300330t BK.1ia725c ariianopho^hato synMasB %,A1RaA1^^ 

422241; YCQ062: H5.170121; protein fyroalne pho3fAatB9e,TeGeptort; MheBinmY_phospli£Aa8e:TM=Mu 11.H&09 
4405S4; AW445187: Hs.126036; ESTs; none.none; 1105; 16.45 

425289; AW139342i rtB.156530; interferon. gatnm»4nduc*te proton 16; PAADJ]!APIK,HIN;SS=M; 11.05; 10.38 
4277O0t AA262294; Hs.180383; dual epedficlly phosphatase 6; Rhodane6e.DSPc;lMFM;; 11 .05; 4.70 
448811: A159D371; Hs.199460; ESTs: nonecTftlNYr. 10.85; 9i69 

424321; W74046; H8.1765; lyniphDcyte-&pecKu; protein lyroGtmMn; SH2,8H3.pMn38ecTM=M;; 10.72; &65 
429083; Y09397; H6.227817: BCL2-related pioleTn Al; Bd^:TU=M;; 10.51; 1197 

424247i X1400B; Hs Ji34734: lysozyms (renal amyloHosB}; lys.tg,FAD_5ynth.Wh.Wh_(Xpldna9e:8S=M; 1037; 6.35 

436B5G; A1469355: H5.127310: ESTs; p1un3Ga.inn:TM=M:; 10.36; 2.74 

427337; Z46223; H8.17666$ FcfragniBntof IgG. towafflnlly Rtb, i;|g;TluNr288=M; 10.34; 114 

417018; M16Q3B; H3.8oa87; v-yes-1 Yamagutihl saioxna vkd related ; SHZ5H3*pldn8se;l%^M;; 10.94: 447 

418299; AATrasSO; Hs.83956; fategrin, beta 2 (wfigcn CDl B Cp95), ly; ihteBnXP.EGF,PK;TM=Y;SS=M: 10.21; 4^6 

451820; AVl«)58357; H8.199248; ESTs; 7bn^l;TM=Y;SB=M; 10.18; 2,87 

413048; M93221; Hb.75182; mairaaereoeptor> Ctype 1;fh2.teclinJi.RSdn_BJecUn.XFnk;TM=Y;SS=M; 10.17; 8.35 
42975% H52348; H5.36G36; E8Ts; pMnasejiklRaaa; 10.13; 12.35 

452721; AJ289529; Hs.30l87l; eohitecanlerfanily 37 (gIycerol-3-phoc M0RN.5ug2cti;TM=Y;SS^M; 10.06; 8.74 
421462; AF016495: H6.10462'!^ aquaporin 9; MIP;TM=Y;SS»M: 10.05; 6.06 
452898; NM^001295; H8.301921; chemoWne (OC mofiO racoptor 1; 7!rtc1;TI*=Y;SS=M; 9.98; ai6 
416389; AAia0072; H5.149B4G; integnn, bela 5: integrituB,none; 9.85; 058 

421044; AFOStSri; H5.101302: Human DNAsequence from done RPl-SaSDIS; rn3,vwa.aillqgen JGPN:TM41;8S^ 9.7B; 5.96 

446820; AA126808; H6.170902: transporter-^lkepcoiBin: none;TM=Y:S8=M; 9.75: 2.64 

40510% ; : Cl500l220^gi|4ttgSSB|gb|AAD21311.1| (AR DAGUPE-blnd.PH.RhoGeP,0C1;SS=W: 8174; 1^8 

41869% AT750B7B: Hs.87409: tfinmbospondiii 1; HGF,fep.l^Tiim;T8PN.taiL%SS=M; 9.72; 6.94 
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42653S AUtI77012; H5.28B582: ESTs. VfeaWy similar lo uWquftoosTPR rn; KtinHz^BPn.Kiinilt-BPTI,7(m_2>^RM; 9.G8; 1058 

448105; AW531433; Ks.23B241 ; TfanBrnembraive protease, serine 3; JdUecepLa.trypsin;TM=Y:8S=H^ 9,67; 4.06 

456266: 129073; H5.t98726: coW shock domain protein A; 7tm_2.HRM.CSO;TM=Y;SS=M; 9.62: 2^ 

410240; AU57424; Ms.612a9; BynaploianJn 2; &(o_ando_jjhos.SyjaLN,rmi.Grafn-ve_porins:TM=iM;; 9.62; 3.77 

457001; J03258,' HsJffl52; vitefrfn D (1,25- tShydrojcyvilamln 03) w: ]«3iTTionB_rec,zf-C4,MetaIWhi(tATM=M;; 9.60: 8.05 

456373; BE2477D6; Hs.8975l; membranB-spaniwrK! 4-dom3ki5, Bubfamily A; nonB;Th*=Y;; 9.57; 3.77 

416847; L43821; Hs.80261; enhancer of filflmentaBon 1 (casrJike do; SH3:Tft*=M:: 9.56; 10.50 

437158; AW09019B: H6.346709; KlAAItSO proletn; rt3ne:NA;NA: 9.55; 8.87 

426108; AAS23037: Hs.1G6468: programmad ceH dealh 5; DUF12?:TH=M;; 9.47; 6.67 

403344; ; ; NHjn00341:Homo sapiens solute carrier (a; 3l;^a-amyissecTW=Y;; 9.47: 1.42 

449543; AF07O632; Hs.23729: Homo sapiens ctono 24405 mRNAsEqiietJce; K_teU3.toiv_lrans,none: 9.46; 3.12 

433233; AB040927; H8.30ia04: WAAU94 protein; SH3.zf-C3HC4;TM=M;; 9.4^ 4.01 

444838; AV6S1680: H8.20855a: ESTs: Wegi1n_A.FG-GAP,none; 9.4^ t.87 

439803: AA0Q1021: Hs.eSSB; Uiytold homrona receptor Interackjr 6; nona.nonfi; 9.41; 6.66 

42B505: AIQ35461; Hs.22ei; diromoflranln B (secrelogranin ^): Granrn:S8=M; 9>«); 3.46 

411213; AA67e939; H5.692a5: neiFc^En 1; MAM,F5LFB_lype^C.CUB,CUB.MAM,F5_F5J)rpt.C; 9.38; 652 

432810; AAe63400; Hs.374489; ESTs; tione^Skpl.AAA; 9.38; 4.36 

427581; IH.Ol'lTSBi Hs.179703; K1AA0129 gens produel; SPRYorf-BJboicTM^M;; 9.34; 8.26 

413108; AW389B45; H5.1 1 0855; ESTa. Hiratar to teutemla vlnis receptoa PH04.none; 8,34; 4,87 

428450; NhL014791; Hs.1B4339; KIAA0175 gefie product KAl.pttiaso;TM=*M-.; 9.31; 4.24 

408113; TB2427: Hs.194101; Honw s^teftB cDNA: FU20B69 fis, done A; 7tiTu3.rooe; 9,24; 7J2 

448030; Na0714; Hs.325960; meTrtbrsne^psnning domains, suManily A; none;TM=Y;SSsM; 9.23; 5^3 

437672; AW748285; Hs,5741; flavoheraoproldn bSr, hetn9_1.NAD_hlndlng,llpcwyg9iiaBH.FAOjiindin9J8;TM=M:: 9.22; ia72 

416498; U33632; H8,7S351; potassium channel, Ribfanii!y K, member 1; loBjrana;TM=Y;SS=M; 9.20; 4.45 

409856; AW103364: H5.727; InhlWn. beta A <aclivJn A, ec^Mn AB ^ TGF-bete JGFbjirop9pWetTub;SS=M: 9.19; 16.46 

413095; AA4943S9; Hs.30715: potassiuiii voltage-gated channel, Isltal; none.START; 9.1S; Z18 

418838; AW385224; Hs.35lS8; ectonucteotlde pyroptiosphatase/iihosphodi; Phosphodlesi;TM'=Y;SS=Mt 9,14; 103 

482980; AK0O1335:Hs.31137; protein tyroaine phosphalasft iBCBptortYjihosphalase.iionac 9.14: 1176 

417821; BE245149; H6.82643; protein tyrosine kJhase 9; «)fifiii_ADF;SB=M;9<1 1:4,29 

427157; U51 166; Hb,173824; ttiyiriDifrDNA glycosytase; UDG;TM=M;: 9.0B; 9.6B 

431341; AA307211; Hs.251531; proleasornB (prosome. majDpaln)aubuntt; pPoleasome;T1N«^M;: a.05; &61 

413367; NNLtlDB517; Hs.75317: soluts canrier fainlly 16 (monocartaoxylic; si:garJrTM=Y;; 9.04; 5.79 

437296; AA360994; H5.20281; WAA170G; Rhodanese,DSPte:TM=M;; 9,02; 5.75 

418888; AU076aoi; H3.B9436;oadherin 17, U cadherin (llver-lntesUn; cadharin;TM^;SS=M; 8.94: 5.01 

446406; AI5536B1; Hs.348490; Aig/AH-fnterading protein AibBP2; Sortyione; 8.91; 1.77 

428820; AA4361 87; Hb.172631: Inlagrin. elpha M {axnplemBnt coftiponenl ; vwa,^legrinJ^FG-GAP;TM=Y;BB*M; 8.85; 4.74 
434388; AA121098; Hs.3B3B: sefunvbdudble k&ia6e(SNK); pWnase,POLOJ»x;TM=M;; 178; 4.54 
453902; 9E502341; Hs-34te; ESTs; none.none: 8.72; 3.71 

43333^ AI9272DB: Hs.231958; malrfx metMlopjotekiase 28; Pepfld3se_M10.none; 8.71; 4JZ8 

448488; ABD37782; H5.1511^. KIAA1361 protein; pWn3sa:SS=M; 8.7ft 3.71 

450247: AF123303; Hs.24713: hypoMcaJ protein: ofhai«l,m'ilQ_carnTM?»y:SS=M; 8.68; 3.40 

432101; Al9ia950; Hs.l23642: EphA3;fh3.pWnaaeLSAM.EPHJtxJ;TM=Y;SS=M; 8.62; 5.62 

410763; AF27914S; HS.896S; hypolhetlcrf protein FU21776; nonejionB; a61; ia53 

422278; AF072e73: Hs.1 14218; fnzzled (DrosopNIa) homolog €5 Fz,Fdzzted.7tnu2;TW=Y;SS=Wt 6.55; 482 

425465; 116964; Hs.1904; prolain kinase C, !ola; pWnasQ,DAQ_PE-b1nd,pktnase_aOPR;TM=M;; aSOc 3.18 

419111; AA234172; Hs.137418; ESTs; non8.IW^B.47; 7.51 

430024; A18DS780: Hs.227m Inlegriii, alptia 6; krte9iliU\,F&GAP:TM=Y;SS=M; 8,46; 3.46 

447574; AF162G66; Ks.18895: 1ai)a)Bd-13<e kinase 1; plIdh8S9;TM=M;; 145; 5.30 

447217; BE465754; Hs.1777B; neuropHln 2; CUB.MAM.F5J^type^C:TM=M;SS=M; 8^ &30 

419034; NhUDD2110; Hs.89555; hemopoietic kinase; SK2.SH3.pldnase:TMFlVfc; ^43; 4.87 

405555^ ; ; homeodflinaln-lntoractlhg protaEn Unase 3; lfypEtn;TM=Mn 8^9; 0.68 

417412; }(16806; K8.82112; intefteulOri 1 receptor, type I; ig.T1R;TM=M;SS»M: 8.35; 4.74 

405556; ; ; tiomBOdoma'aHHteractlng protein Idnsse 3; trypsln;TM?=Mn 8.31; 0.S7 ^ 

407687; AKQ02Q11: Hs.37558; Itypothalicsl pro!dn FU11149; tyfi,ig.FA0_SynIh,Mti,ldtuap^a5H;S9=M; 8.28; ai2 
4080S1;M623361i >lB.l72t4S; ESTs; PH,RhoGAP,none; 8.27; &65 

449S23: l«M_a00579; Hs.54443; cherooMrte {C-C moBQ receptor 5: 71rn_1;TM=Y;SS=M; 8.26; 5,49 
429732; 11201 58; K&2486; lymphocyle cytosolb protein 2 (SH2 donia; SK2:S8^M: 8 J24; &91 
405204; ;: M^lU002WB^HD!^o sapiens growthfactorie; SH2.SH3;TM=«M;: a23: 6l43 
426808; T19228; Hs.l72572; hypothetic^ protein FLJ20093; ankjp1unase,UPFQ073;S8=:M; 8.28; 6.1 1 
428428:ALj037544; lfe.1842Se; t^i^iHlependeatli&iase 7 (homologof {Mnass:lM=&/k 8.18; &37 

450375; AA009647^ H8.35SS37; a dIsiirrtBOiln and metelloproleftiase doms l%pralysin,PepJA12Bj)i^Gp^i3feilBgrin,RepiQlyfilnJ^pJil12B.4)ro^ 8.17; 12.24 

4433D3f U67319; H5.9216; caspasa 7. apoptosis-related cystotne pn pldnBsg,IC^10,IC^20;T1i^M;S^M; 8.15; 4.61 

413132; NM_006823: Hs.75209; prota'it IdnaGe {cAMP^pendenl, cdlriylh, PW;SS==M; 8.15; 11.12 

428513; BE220B06: Hb. 1 84897; Honio sapiens ckxie 23785 mRN A sequence; PSLnone; SwIS; 13.28 

429345; R11t41; Hs.1 99695; hypothetical protain; KJelra,SAfw^ 8,13; 1.15 

425836; KM_014Q71; H5v159ei3: DUdear receptor (»aC0va^RAP26O; pen none;TM=M;: 8.12; AM 

425836; AW955696; H5.90g60; ESTs; ChLN,CtiLNZCbLN3.UaA;*C3HC4,none; ai 1; 7.47 

406366: : : secreted fnzzted-related prole^ 4; ljypEtn;SS=M; 8.65; 0.69 

429663; M6ad74; Hs.21l587: phosphollpase A2. group IVA {cyiosdlc ; C2.?UUL?:TM=4ilt; 8w04; 5.20 

45664$; AA009716; Hs.42311; ESTs; none^DSPb.Y_phoEphat3se( ^02: 1.93 

425280; U31519; H8.1872: phosphoBndpynitfatecajbro^kjnase 1 {sol; PEPCK:TM=M;: 7.97; 19.33 

445800; AA12fi419; Hs.32944: rnosttol potyptiosp!iale-4-ph05pTiatase, ty; none.none;7.9Q: 11.44 

449444; AW81806: Hs.351306; solute canter fanity 16 fmonocarbtwrc; none;TM=Y;SS=M; 7.89; 7J» 

426167; AP039023; H5.167496; RAN binding protein 6; Afnvadlltoj6BB.HEATJ^i 7.83; 11.16 

400408; S7S765; : Homo sapiens delta OCK-B gene, partial c; 7lnu1»iwne; 7-81; a78 

448362: AA641767; Hb.21015; hypoIhetiDal i>rotelll DKFZp564UD8e4 simll; 80gar_lt;TM=Y;S^M; 7.78; 7,02 

457670; AF119666: Hs.23449;lnsulfri receptor tyrosme kinase subslra; SH3;TM=Wt; 7.75; 2.63 

40979% D11928; H8.76845: phoEphossrine phosfAatase-flke: HydrQlB5e;TM=M;; 7.72; 2.68 

447687; AA114050; Hs.19949;caspasa 8, apoptoslB-rrfated cysteine pr» ICt,plO.ICe_p20.DED;TM=Mn7.6B: Z40 

421684; BE2S1591; Hb.106768: hypothetical prolOTi Fyl05l1; Ainiadino^eg:SS:^> 7^9; 6.57 

434699; AA643687; HS.14942S; Honno aapiens cOKA FU11980 fis, clone HE; KvcleoGldeJre2.none; 7.47; 2.53 

417880: BE2415G6: lte.82848; aalacfin L (lympbw^ adhesion moteciile: EGFJedii j:,BU5!ii:TM=liA;SS=M; 7^ S.60 

43672S; BEEZ1807; Hs.3513l6( Iransmembiane 4 super&mHy menibar 1; nane;T^Y;S5=M; 7.29; 5.78 
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428970; BEZ76891: Hs,194691; retnacacid Induced 3;7bTL.3:TM=Y;SS=M;7.2B; 11.00 

42676?; A1015709: Hs.172089; PORTMlN Pro-oru»SES receptor bduclng me; noiw;TM=Y;SS=M; 7.25; 7.22 

41 3880: AI660842; Hs.1 10915; IntarfauVtn 22 racepton TfesuflLiac:TM=Y;SS'=M: 7,24; 0.96 

418945; BE246762; Hs.89499: aracNdonata SJIpoxyflenaae; lipQ)tyaGnase.PLATJM=l*: 6.45 

413441; A1929374; H3.75367; SfC-1B®-adaplen SH2.SH3;TM'=M:: 7.20j 5.72 

42615B; NM_D019B2; H5.139D67; v-erb-b2 avian eiythrDblaslic leukemia v; Furin^lke^pUnase.ltop.Ukimaln.Furin-like.pMnase.R^ 3J7 

42S474: AH0231S2: HsJe4523: KIAA0965 protein; plunase;TM=M;;7.13: 5.43 

42tS82; Al91D275;Hs»35(M70: irefolifectarl (liffia5lcanwr,©5troge;tr9{on.GBs^rtr>;SS=M;7.08;21.61 

44984^ R85337; Hs.24O30; solirtecaiier family 31 (copper franspo; i>oneTTM=Y;SS=M; 7.07; 6.1B 

452110; T47667; H3.280C5; Homo sapiens cDNAFLJ11309 lis. done PL; pWnase.AcOviiuBcp,none; 6.M; 4.82 

451295; A155721 2; Hs.17132; ESTr. Modsrately sTmilar to 154374 gene ; pWnasB.DAG_PE-bind,pMnase_C,OPR.none; 6,62; 15.34 

430680; AW138724; Hs.16B974; ESTs. Highly srmllar to ALU7 JiUMAM ALU S; Y.phosph^e^apliim.YjihosphalasB: 6.BB: 154 

441900; AA939347i Hs.lZ7223; Hamo sapiens cysWno knot prolan ^ZSIG: 71rT>_t,ldUBoepta.UW;SSeM; 6.86; 0.97 

4106B7; 1)2438% Hs.654a8; (ysyf oxldas&^lks 1; Lysylpn[fase;8&=M; 6.83; 7.24 

42S009; X5a283; Hs.l54l5l: protein ^roslne phosph^e. receptor l fh3,lg.Y^4}hoaphafase.MAM;TM=Y;SS=M; 6.83: 11.43 
400639; ;; TagelExon: norv6:TM=»M;; 6.70; 1.19 

431113; AKQ00673J Hs.Z74337; hypolheGcal pfoteln FU20666t p}dnase;TM=M;; 6.65; 2.21 

4452B0: AW055063; H5^3220; v^ak avian sarcoma virus CT10 oncogene : SH2,SH3.r)w»; 6.61; 10,66 

425834; Nn4_0OtB38; HS.19S7; amyWd Pcornponeiil. serum; psnlaxIn;TM^M;S5=M: 6.57; 120 

43570G; W31254; Hb.7045: GUKM pmlBin: PDEBBe,GAF,norte; 6.55; 1 1-44 

419906; Al75135n Hs.2e8741; Hoira sapiens cDHA; FU222S& fis, cbne H; Ephrln.none; 6.45; &25 

408308; AUD33377: Hs.44197; hypolhefcaJ protein DKFZip564O0462: non©,none: 6-42; 9.14 

432336; NM_002758; Hs.2743a2; pnifein kinase, Inleiferoii-lnducfbte dai; dsnn,pkinBse;TM=M;; 6.42; 4.12 

417874; BE616160; Hs.82B29; protein tynoslnephosphslasB. ncm-fa^pt: Yjihosphala&eiTM^Y;; 6.42; 226 

446B72; XSTOSS; Ks.16362;pyrimtdinBifliBcec^rP2Y,G-prote1hc;7lnu1:TM»Y;S5^ 

444006; 8E3S50B5i Hs.10Q66: type I liansnnembrane protein Fnt4; ldLreoepLa,PKD,MHCJ;TMNM;S$«Y: 6.3B; 3.S5 

412970; AB026436^ Hs.177534: dual speclticily phosph^e 10; Rtiodanese.DSPc:SS=^ 6.35; 4.95 

422583; AM1O508; Hs.27973; KIAA0874 profein; ank.Mph3;TM^M;; 6.35; 3^6 

452355; N54S26; Hs.29202; G prolarHDOUpled leceptor 34; 7tnL.1,0ATP_C;TI\^;; 6.32; 11.02 

422282; AF01922S: H5.11430g: apoVpoprateln L; MQiMuB(faD;Tt^Y;SS=^ 6^ 5.15 

407235; 020569^ Hs.16g407; SAC2 (suppiessar ofadin mutattons 2, y; nQn8.Ribc»cmiBLS13*(^1at^LT,Zlp.adlij5tiort;rf-C3HC^ 6;3D: 835 
42848B; AW583497i Hs.1846a4: pancreatic pdypepBde; 1wmwiw3;TM=M;SS=Y; 6.29; 3.51 
408847; AW290997; Hs.30348; ESTs; pidnasa.lg.none: 6.28; 3.G3 

428179; AI127772; Hs.279696: 5ertim;g1ucocofti(»1d regulated klnase-li; pkInas9,PX.pkinase_QSS=Mt; &28; 3.50 

443614; AV665386; H5.7e45; DbilnogBn. B tiete pdypepDde; fione^none; &26: 7.4S 

425354; U6202n K8.155935: con^ement component 3a receptor 1; 7t[n_1:TM=Y;8S«M; 3.98 

446888: AW1S6e63; H3.200242; caspase recrvlfment domain protein 6: CARD:TM=M; 8.21; 4.10 

428180; All 29767; Hs.1B2874; guanlive mideotidB bni&iQ protein (G pr; G^pha.aif:TW=M;; 6.18; 4.62 

409245: AA361037: H8.356436: tRNArsopentenylpyrophCksphatelransferaa: AnnadiElo_^eg:TM=M;;6.17; 11.15 

417952: All 92836; Ha.372643; dua^peclflclty tyT06lr)e^)-ptiosphoryt; pldnase,non9; 6l17; a05 

44570l:AF0555ai; H&13131: tyrr^tiocyte ad^tor protein; SK?,PH:TM=^; 6.16; 11 JO 

42S910; AA830797; Hs.184760: CCAAT-btxc-bindinQ tiaiscdpUon fadon non8;TIUf=M;; 6.10; 2.S6 

426797; AW936258; Hs.34284% ADP-riliosyTa&n foctor^iks 5: ai.C^cfianneL3.&H3; 6.03; 3l17 

408331; N^UQ07240: Hs.4422g;dud specfflclly phosphatase 12; DSPc;TM=M,-; 5.99; 255 

441384; AA447849; Hs.28Be60; Homo sapiens cDNA: FU221B2fls. cbneH;7lniJ,none: £97; 13l12 

414217; AI309298; HS.27969B; Homo sapiarts dai\M FU23165 lis, dona U TiQn^NA;riA; 5.92; 6.47 

418506; AA064248; t^B5339; Unltnown pfotelnfor MGC:29643; TKine^none; 5.91; 1.94 

436345; AASTSOOa; Hs.t21572; E8Ts;<MD,BIR.*C3HC4.CAR0.BlR,zf<3HC4; 5.90; WO 

414087; Wt97l 2; ; flb2b36d03j1 Soares_peralhyrtKUumor.N; pWnasftwone: Sl85: 0.90 

430396; [M9742; H&.241363: tiyalmonan-lNnding protein 2; 3nKdaatti.ZUfi.EGF»kringle,tfypsln,>letnilln,UM;SS»M: 5.77; 1,24 

431385; BE1765361 Hb,1 1090; menibran&^pannlng 4^)oTnans, subfamily A; nond^none; 5.71; 4.00 

427557; NiyL002659; Hs.l79657; plasTnlnoB©nactlrakr, urokinase recepfci; UPARJLY6.Er»PlA^;SS=M: 5.71; 3.83 

414171; AA360328i Hs.866; RAP1A, mernbar erf RAS oncogene femlly; pWnaae.DAG_pE4iind.l^D,Tas,0C1,GFP;TM4*; 5.69; 3.07 

416870; «=147204; H8.B9414; chamnto'ne (C^-C moUQ. rooeptor4 iJitsr, 7tiiu1.7tnT_2:TM=Y;SS=M; 5.68: 1292 

425317; AW205118; H&210546; Inteileuktn 21 receptor; non^TM=^Y;SS»M; 5.B0; 545 

417853; ABC00450; H8.8277I; vacdria ralated khisso 2; pWnasB;7M=M.-; 5.59; 4.19 

400151; ; ; Eog Contrai; ATJiooKDN^jid5JBpafr»HATPasBjj.UQj;on;TfcHfc 5^3; Bl13 

450139: AK001838; Hs.35560^ sefumfeluoocolicoa regulaled Wnasa; iwnojwna; 6lS2; 8161 

41 8203; )(54942; HB.837S8; CDC28 pntem ktaaso 2; CKSk 6.52: 10.04 

433556; WS6321; Ha.ll 1460;oddufntealnKXli^apandBnl protein Un; pMnasB,none; 5.51; 6 J5 

424701; NfcL005923; Hs.151988; mltogen-adivriEd pioteln kinase Hnase ; pkin83e;TM^'; 5.47; 4.56 

416875; AA894e76; H8.5687: protovi phosptialasa IB ^brmeity 20). ma; PP2C;TM=M;; 543; 5.30 

408761; AA057264: Hs.238936: ESTs, Weakly slmHarto tdfefline not avas 7tm_1.nor>ai 5.42; 259 

415444: BE2472g5; Hs.78452; solute center tamiy 20 ftihoephale tran; PH04,UI^TMfM;; 5.37; 8.69 

444184; TB7841; H8^2990; Human DKA sequence from dona RP1-2BH20 ; pMnese.RI01,APH.KOVV;TM=M:; 5.36; 3.32 

41C434i AF051 15^; H5.63868: tdMIke receptor 2; LRR4.RRCT.TlR;TlUl»4y|;B&=M: 136: 3.94 

429023; NM-00a312; Hs.2351; protein C (jnacfiwalorof ooaoidafiDnfa; EGF,(iypsfn^la:SS=»/t 5.31; 4.30 

4216^ I4MJD14720; H110S751; 81s2D4«1ated saiiiaAhreofftnHnaee; pklrwe,UVR;TM=M:; 5.31; 3.26 

429922; Z9763D; Ha225117; H1 histone temily, meirtief 0; HnlwJhfeton3;TM=rifc 5^7i 3.12 

4406B2; AW3G21S2; Hs.271Bl; nudaarreceplar1]lndlngtaclor'2;cydln,kiZlP;TM^ 5.26; 4.82 

411S58; AA10267flE Hs.70725; gamn&amlrwbu^ifcacid (GABA) Arecepto: Neor«rfi8njLflD.Neufj!liaiunemb;TlWl=Y;SS=M; S.25; 11.26 
426234; U935S3: H3.1B3123; nudear jecaptorsiftilMly 5, greup A. m: liQnzionB.je(V2f.C4;8&=M; 5.20; 1.11 
408683: R58666: H&46B47; TRAP and TNF leoeptor-^sodalvl piDlein; E»)jendo_pho5;BA=M;; 5.19; 6.25 
408657^ AA782601; H5.173328: ESTs; B56,Rone; 5.18: 5A7 

436746; AISOSBIS; Hs.ld4727; Human meianonia-assodated antigen p97 (m; transfenin.GuanylalOin.PD^SKS; 5.17; 4X2 

4366911; AW29785Sf Hs.361171: ESTs. Ws^y similar to 138022 hypottiefi; lipoa(ygena9e.PLAT.nofie: 5u16; 2.91 

44220QE AW590572: H8.235768; BSTsi nonanon^ 5.1 1; 4.22 

418738: AW3BB633; Hs.e682; solule canfer family 7. (caGons amino; none^ncpe; 5.0B; 271 

4190B8; A1538323; H6.367688: nlegrin* tieta 8; kik^rhuB^none; 9.07; 3^ 

414555; N985e9; Hs.76422: phosphoHpsse A2. qmp IIA (plataTals, ; pho&lip;TM=A/^SS^Y: 5.05: 3.42 

408414; All 14688; H&lg34Q0: ESTs, Weakly Similar to 21G9260A B cefl ; fii3kie:TM=Y;SS=M; 5i05; 3.41 

430407; H23S51; Hs.30974; ESTs; pklnasei'BD.none; 5.03; 1.63 

427127^ AVV802282; H8.2226S; pynivMe dehydrogenase phosphatase; PP2Qinonec 5 JM; 5l14 
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452194; AI694413; Hs.373599; UbiquitiMika protein FAT107?? - diublq: nwie.nOTe: 4.98; 2.65 
410073- AW4081B3; Hs-BEWflS; Cfltenn (cadhertn-assodated protein), a; Stalhmln,Vinciilin;SS=M: 4.97; 10^0 
4094M! 1121945; H5.346735; Gplldng factor. aiBininefeerinwich 5; DSPcRI>odanBse.(ionG; 4.96; iB7 
432841; WI33425; Hs.62: protein tyroBlna phosphataB?, nai-^ecept Y^|iho«phalBse:Sa=M: 4,88; 2t.B9 
433470; AW960564: H1351316; tFansmembrane 4superfairily member 1; nftne:TM==Y;SS=M;4.8B; 4.60 

418529; AW00569S{ H9.250Q37; TRK^used gene; 8antL41,Hmpkinase.mR,lTV%CT.MAM,NudeoplasmlnJiq3omyo8in,^ 4.79; 
5.47 

421425; A^aJ01S64; Hs. 104222; hyptrihefical pndeln FUWCK; en«nd.kaz3l.ajf.ras.7lm_1;TM^M:; 4.75; 541 

414135; NMJ»4419: Ha.2128; du^ specfficl^ phosphalase 5: RhDdanese.DSPc,Yj)t»03ph^e:Tl*=M;; 4.74; 9.78 

417M0: D30B57; Hs.B2353; protein Crewptor^ andoBiellal (EPCR); none;™=M;SS=M: 4.73; 4.68 

430630; AW2Bg920; Hs.262t; cyslafin A (stefin A); cy6taOn:T*«=M:; 4.66; 6.6t 

452239; AW37937B; «s.3562B9; pfoleln tyrosine phosphatase, receptor f iione,none; 4.63; 6.62 

427333; AF067797; H8.176fiSB: aquaportn 8; MIP;TM=Y;SS=M; 4.63; 0-BO 

431680: )C17033; H5.2719B6; integrln. alpha 2 (CD49B, alpha 2 subuni; vwa,lnlBgrrrLA.F&GftP;Tfc*=Y;SS=M; 4.58; 1t.3B 

420065; A!B34046; Hs.157313: ESTs; iC5jj20.OED,ICE4>1O.lCej)2O.DED; 4.55; 4.51 

428582; 8E336699; H8.165055; BENE protein; none;TM=Y;SS=M; 4.6^ B.76 

416224; NMJD02902; >l8.79De8; rcticulocalbin 2, EF-tiand calcium blndin; e&ia(Kl;GS=M: 4^54: 19.S7 

450066; BE047394; Hs.e208; ESTs. WteaWy swrnlarto 671512 liypdhefi; ABCJran^CjTiBmbrane,^g,MHCJLbeta5Rre4,proteaM 4.49; 10.47 

414987; AA524394: Hs.294022; hypoUiBfca* ppOtelnRJ14g50:SH2;TM=Mn4L4l:7-Z7 
447232; AW4g9834; Hs.327: intarleuVin 10 recepter, dphat nc»ie;TM»M;5^M: 4.41; 10.25 
433208; AW002834: Hs.240S5: ESTs; 3rf.Ca_j:hanneLB,6H3: 4.39; 1Z14 
403203; ; ; Targel Exon; lecBrucnons; 4.37; a76 

440485; BE243513i Kfe.7212: hypothefical protein PP1044; LRR,PAAD_PAPiNMA,CARO,NB-ARC;NA;NA; 4.36; ia34 

41427B; AA3301ie; Hs.355a77; Human glucose iransporterpBeodogens; none.none: 4.35: 7.95 

424B33; NiyL003B94; Hs.t63405; psriod {Orosophlla) tiomclog Z PAS;SSt:'M; 4^; 6.23 

422573; AW2979a5; Hs,295726; integrin, alpha V (^Ifonecfa receptor FG-GAP,htegrinLA.iwna; 432; 5.85 

418721; NM_002731; Hs.87773; protein Wnase, cAMP^Jepandenl, catelyD; pMnasB.plcriasa_C:SS=M;4.31; 3.09 

412330; NM_005100; Hs.788: A kinaaa aicbcx praiein Igravin) ; iioiia;TM=M:t 4.25; 1^74 

421939; BE169531; Hs.1 09727; TAKI^Indlng protein 2; KlAAfl733 protein; ir-RsnBP,CUE:TM«Mr. 4.25; 12.54 

414774; X024ig: Hs.77274; ptasoiTnogen acBvator, uroUnase; lainQla,trypsln.p!anUhloonB;SS=M;4.24; 6.91 

418526: BE019020; HS.85B38; Bolute earner famly 16 tmorwcaitojtyllc; nonejTM=Y;Sa=M; 4.22; 5.27 

415B01; R2421 9; Hs.276443: Fc fragment of IgG. law affinSt/ lib. m\ Iq;TM=^Y:; 4.1 6; 7.22 

417868; AWD67903; Ha.62772;a)ll^, typo XI. alpha 1; Ooltegfin.COLFI,T6PN,lamfnln_G.CDrA;SS=M; 4.16; S.27 

445496; AB007a6ft Hs.12e02; development and dttfecenBaboneahamjlrs; SH5^k.PH^Tf6ap;T!*=M;; 4.16; 23.43 

43B07S: BE090176; Hs.170902; transporter-tlko protein; none;TM=Y;SSisM; 4.14; 3.76 

414462; BE622743: H8^1864; arfepiln 1; nonB.ni]ns; 4.08; 13.43 

435730; AB020636j Hs.4984; KIAA08ZB prolski; AdoHcyaB©.TriiA.N.2^acl(LPK„C;TW=»W;; 4.06; 9.12 

431681; AKOOOara; Hs.267566; hypotheUcrf protein I^J20371; sugar JnTM=Y;; 4.04; laOS 

429379; MM-014840; Hs.200598; KIAA0537 gere product; pMn8seJ^01:TM^Mri 4.00; 6.35 

429061; Y14039: Ha.19S17S; CASPB and FADWike £^»pto8l8 replator. IC^20,DEO;TM=M;; 193; 5.66 

405203; ; ; NM_002lB6'itomo sapiens grawtti factor re; SH2.SK3:TMr4irt;; 3.96; 17.71 

409335; NI\iLD01502; He.53Qe5: glycoprt)teln 2 (zymogen granule merribrane; zon^_pelludda;TM=M;SS=M; 3.94; 0.58 

446006; NfyL004403; lte.13530; deeftiess. autosonurt daminait 5; non9;TM^S^M: ae9; 7.59 

413899: AF0B3B92; Ks.7S6Qfi; tightluncflon protein 2 (zona oocXidens; SH3,PDZ,GuanyfateJuR;TM=fi^: 3.84; 8.89 

A3Bim AiazSBBQ: H5.59B5; oon-Uflase Cdc42 effector protein SPEC2; ftone;TM=M;; 3.83; 4.22 

418054; NiyL00231^ Hs.83354: tysyl oxidas&likfi Z SRCR.Ly5yLoxfdas8:TM=M;S&=M; 3.81; 6.45 

45028^ AW3B325^* HR.a4752; specbfn SH3 doman binding protein 1; SH3;TM=M;; 3.78; a49 

417141; 1522662; Hs^7353; nuclear receptor aubfiamJI/ 1, group H. m; hflrmDiiejoc;rf^:SS=M: 3.77; 4.22 

456376; AA663904; HS.89B62; THFRSFIArassodated ^ de^ donuTn; dealh;TM=M;; 3l68; 4.92 

4381 13; A1467908; m.8882: ESTs; 7tm.1 .nonec aSOc 12.12 

414683^ AA9Z69B0:lls.348669; GOC28piotBlnlunsse1;CKSs3.5B; 10.93 

429952; AFOB015B: HS.22B573: InfalUlor of kappa light pdyp^'de gen; plc)na66,UblquiHn.BiMQ9dii^,PH04^pidna9e,iibaqui&i; 3.57; 5.10 
415088; AI077286; Hb.374374; Bsrum/^cocofficoU regulated Itinase; none^nona; 3.56; 4.60 
41B47D; U36945; Hs.1174; cycrm-d^ndent kviaaa inhibitor 2A (ma; ank: 3.55; 4.52 

448569! BE382857; }1s21486: elgnd transducer and acSiMor oTlrans; 8K2»8TAWATJiliul«STATj]ro1;TM»M;; 3,6^ ai9 

4S4608; AA605443; H^^TSSOS; hypotheUcal pcotein FU2299S; none>TM=M;; 3.5% 9.78 

400288; )aJ62S6; Hs.1488Q9; Inlegrin. alpha 5 (nbronecBn receptor.; intaoriiLA,Fi&GAP;TIWNY;; 145; 6.44 

445350; AF0521 12; Hs.12540; lywphosphollpaso 1; abliyAdas«L2:TM=M;; 3-41; 6J»3 

418255; AWiaS405; Hs.3725l; ESTs; pMna8e.nor)e; 3.41; 13.97 

408822; AWBOOTlS; Hs.57079; Homo aapf ana cDMA FU13267 fia, ckne OMi PtP8KiiioiB; a4Dt 8.97 > 

426432; AF001601; Hs.ie98S7; paidoxonase 2; AiyManga;TM=M;: 3.39; 11.24 

431629: AU077025; Hs.265B27; Irtefferon. a^haHnducitfe prOteln (ch« nqna;T^M:SS=^; 3.39; 5.10 

414291; A12B9619; Hs.13040; G protelnHOoupiBd leceptor 86; 7Un_1;TM=Y;S8=^^ 3.3B: 10,25 

457329; AI634860; Hs.247Q43; type 1 lumar neoDSte factor reoeptor sb; PepSdase JA1:SS^M; 3.38; ia78 

411125; AA151647; H8.68877; cytochrome l>^45^ alpha polypepOde; none;TM=Y;SG=M; 3.36; 4.17 

443710; A1928136; Hs.9e91; Homo sapiens cONA: FLJ23249 fb, ctone C; G4tpha,none; 332; 20.33 

454294; AB0Q0734; Hg.50640; JAK binding piotein: &H2;TM=M'^ 3^31; 6.94 

408912; AB011084; Hs.48924; KIAAD512 gene pioduct; AIEX2; Annadllk>j»g:TM=M:SS=M; 3.29; 3.07 

428728; NM„0071l8i Hs.367S89; triple functional donwin (PTFRF Interact; SH3 j3.(*kiasc,PH.speclrtn.RhoGEF;TM=M;; 3.27; 14.90 

427202; BE272322: H&.173936i InlerteuWn 10 receptor, beta; Ttesue^fec:TM=Y;8&=M; 3.24; 4.48 

413076: U10564; Hs.7518a; weel (S. ponbe) homolog; pHlna9e;Th^M;: 124; 12.27 

42S976; C75094: Hs.334514; NG22 protdn; volt3ge_CUC:TM=Y;S8=M: 3J3; 13l40 

417534; NnA-00499B; Hs.82251; IE; SH3.niyosiiU\ead.lQ:TIUNM:; 3.21; 15.21 

458097; AW341 135; Hs.68104; ESTs; nona.SHStPlD: 3.21; 7.34 

437928; NiyL005476: H8.S920; UDP^N-BCQyglUMsairti»-2-epiin9rase/fto; ha)cokinB3B,FQGY»ROKf plrfieraseL2:SS=M: 3.20; RSB 
425177; AF127677; Hs.155017; mjclearraseptor Interacting protein 1; noo9;S5=M; 3.1ft 5.09 
4160W; AW99S512: Hs.225977; nuclear receptor coacthrator 3; none.nanB; 3.18; 417 

453489; AA300067; H8.102000; t^frthetlcat pioleln DKFZp434NtB5: F5.F8_typBUlXpkina3e.Ete.F5J=8_lype_apklna8af b: 3.17; 7.88 
414914; tJ49844: Ha.77613; ataxia t^i«iec1a6la and Rad3 lelated; FAT.FATC.Pia_Pl4JInase;TllA=M;; 3.16; 4.71 

412767; AA233B08; Hs.286241; pioiein Mhasa, cAMP-^ependent regtilatos fiH3,7lnL?iPadheito.GPS W«XSf GFJamlria-EGF.Srffata_fransp,STA^ 3.16; 
7.19 

415662: AW972481; Hs.170G1ll; ESTa, His^aimllBT to G01887 MEKldnas; pkiaase.none; 3.16; 7.21 
4077B8; AA66763ft Hb.38972; toiisspaii t; 1ransinBnibnanB4;TM=Y;86=M; 3.15; 22.66 
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437175; AW968078; Kte.87773; protean kinase. cAMP-^Iapendeiil, cateJyfi; pkinase,plunas^C,noiiB: 3.14; 11.72 

40S270: BE090051; Hs.23120; PIST; fiV3,pkinas8,PDZ,DUF139;TTkA=Y;SS=iW: 3.09; 7,81 

419691; AFO9DS00: Hs51393: Homo sapiens cDNA: FU218a7 fis. ctone H; PDZ,L27;TM^M:; 3,05; 5.46 

447225; Re2676; Hs.17620: RhtMlssodated, coltaJ-coil conteining p; PK,pWnase,HR1/»Dn3; 3.04; 13.05 

412692; AF044288; Hs.74515; aryl hydrocarbon reoBptor nuclear Ijarsi; HLK.PAS,PAC;TM=M;; 195; 12.2B 

409274; NRA_00393D: Hs.52644; SKAP55 homolosue; SH3.PH;SS=M; 250; 14.62 

417707; AU)357B6; HS.B2425; adin related protein 2/3 compkx, subun; none:TM=M;: 290; 11.00 

427045; 1186604; Hs.17332a; protein phosphalase % regulafiOfy sttmnX B5^TM=M;; 2.69; 6.12 

431177; NiyLD03304; H8^6B7; Iranstenf receptor potential (^annel 1; 1o(iJrans,aiik;TM=Y;; 2.89; 6.53 

443426; AraSBISB; Hs.9329; chromosome 20 open reading frame 1; non8:TM=R«;; Zfl7: 9.18 

41fl54S; AA224a27; ;gb3ic32g04.s1 Na_CGAP^P(2 Homo sapiens : vwa,uitBgrinJi.FG-GAP,nona; 2.86; 9.94 

446668; W583S3: H8.2B512a; Homoeaptere mnNAftiH length bised cDN; NDK.PH.Oxy6teroLBP:SS=M; 2.B5; H2S 

4540B0; AI19971 1 ; Kb.S76; tucosldaso, iriph»-L- 1. Ussoe; AlphqJJucofi;TM»M;SS^M; 2.B1 ; 2a84 

432674; W94322: Hs.279B51; melanoma WllWtory acBvily; SH3;TM=M;SS^; ZBO; 10l53 

433000; U2671Q; Hs.3144: Caa-Br-M (murfne) edropicrelRjviral h;ztC3HC4.UBA,CbUJ.CbLN2,CbLN3M 2.77; 10.^3 

444488; AW192679; Ha.35S660; ancient conseirod dom^n pfoteln 4; nQne^none; 2.77; 12.58 

417904; AI7S0762; Hs.82911; protein tyrosine phosphatase type I VA. m:Y_phoBphalase.DSPt;TM=M;; 2,76; 1Z78 

425204; NM.D0243S; Hs.1861: meniirane protein. psImltciylBted 1 (55kO); SH3.PDZ.GuanytateJdn;SSsM; 2.74; 5l71 

419262; AA634664; H&,29131; nudear receptor ooacthtaltar 2; PAS,zf-C2H2,SET; 2.73; 12.50 

410793; AW5819(]6: Hs.66392;tnlersedln 1 (SH3domaTn protein); SH3.aftiaiuJ.C2.PH,RhoGEF»M;SS=M; 2.73; 9.84 

446081; AA972412; Hs.13r55;MJOxaodWCMO domain protBln2;WD4aW>ox,Rlbosomrf^L14;TM=M:;2.7t: 1Z29 

414443; AU077268; H576144; platetel-derhied growth fsctDf fieceptor,; lg^nasa;TM=Y;; 2.71; 10.63 

452683; AIQ89575: Hs.374574; progesterone menibrane binding protein; hQmeot>ox,nonBE 2.69; 12^ 

423533; NMJD14339; Hs.129751; Interteulun 17 lecaptor; nono;Th*=Y;S^M: Z67; 

422627; BE336B57; Ks.l 16787; transfonring growth factor, betahinduced; Fasaclin^CJran^Cjn9riibrHHiGTP_EFTU;TM=M;SS=M; Z67; 12.22 

463915; AA5fl8721; H5.12264; rlbospmal protein L44; none^T-box; ZBS; 6.36 

416810; AFQ35S06; Hs.80019; ptDgranvnedcelldeaUi6;fi1tiand:TM=M;; Z61; ^3.69 

439B58: AA332057: H8.6639; hypolhettest protein MGC15440: none;TM=M;SS^Wt 2.58; 10.19 

449924; W3068t: Hb.146233; Homo sapfena cDNA: FU22130 fis. dona H; SH3.none; 2.56: 1904 

412926; Aia79076; HsJ6061: macroptiage myilstoylstsd alanin&rtsh C ; MARCK5;5S=M; 2ii5: 14.99 

439237; AW408158; H5.31BB93; ESTs. Weakly amilar to A47582 B-cell gr, Furin-nte;pWBase.Recep^L^doinaiR.YLP,nmic; 2.52; 14.71 

409098; AA132672; Hs.79B4; ptecfetrin banoloBy* 8ec7 and colledfcor; PH.Sec7;"rW=W:; ^51; 14.51 

413040; AA19333B; Hs.12321: sodium cateium exchanger; N^C^^Tft4=Y;SSsiM; 249; 9.28 

422070; AF149785; H5.1 11 126; pitifltary lunwr-transfanning 1 1nteract!; TCTF:TH=M;SS=Y; 145; 1149 

45228S{ BE56B205: ti8.2BBZ7; mitooen-activatBd protein kinase kbase ; p1u[i3se;TM=M;; Z44; 6.68 

427657; AV652249: lfe.180107; polymerase (DNAdlrected)» bat^ imnefTW=fk!;; 243; 7.97 

446267; BE247663( Ks.i4611;dua]spEdfidty phosphatase 11 (RNA/RNP; DSPc;SS=M: 241; 9.51 

410017; AW952426; Xs.l 09436; Homosaptena ctone 24775 mRNA sequence; none,none; 2.41; 14.0^ 

4247S6; AW504657; Ha.152931; lamln B receptoc; ER64.^RG24.FKBP;TM=Y;; 140; 5.98 

447SBQ; Aig5336Q; Hs.86201; BSTs; rKna.none; 2.36; 1 163 

426276; AW88141-t; HB.16907B: hypoSmtlcaA protein rLJ230l8; hD}moflB^.zf-C4tTM=M;; Z34; 13^ 
424441; X14850; H5,147tH7; H2A Wslooe family, member X; hfetoro,CBFD_NFVe_HMFs 2.33; 12.17 
429623: NMJK>5308( Ks.211569; Gpiotaln-ccxjpled receptor Unase 5; p)Qn8se,RG8;TM=M;; 2.32; 15.60 
439666; AA2a0717; Hs.6727; Ras-GTPase acbvaDng protein SH3 dom^n; rrm,NTF2:TW=M;; 2.32; 12.46 
453848; ¥021493; Hb.28329: IxypolheGoal pRil8lnFU14Q05: nonejione; 2.31; 13.19 
443951; F1327:& H8,3S6B3S: fenlOn, potypoplda; PMP2?jClaudln.none; 2.31; 8.51 
453327; AW500160; Hs.3561095 tiyptophany^tRNAsynlheteset nni.vwa.F&€AP, 2.30; 13.02 
439256; AA322302; Hs.1833Qi2; PCTAIRE ptoteTn kJnaee 2; none,rione; 126; 10.36 

424467; AJg29382: HB.36Q02e; Dnal (Hsp4(^ honiotog, subfamily B. nnrnbe; DnaJ,pldnase.UBA,pkInase^C;SS=M; 126^ 1 1.82 

426440c BEaB27fiG; Hs.1fl9a02; eolulB carrlerfemKy 2 (TacllHaled aDearJr;TM=Y;88=M; 2.28; 12^ 

456607; A{66019Q: HB.t06(mi: cyclMepaidentMnaEa kihlbitpr 1C (jpS; COI;TM=M;: 2.25; 13.11 

42386D; AA164616; H8.1363Dd; SH3^tafn1no protein SH36LB1; BH3,none; 2.20; 20.05 

424068c A1121616; Hs.13BB17; thynild homione leceplor iBteractor 12: HECT»WWE;Th4=M;^ 2.20; 13.38 

446644; NM_003272; Hs.15791;lran5ni8nAranfi7«upeffanl(y mambsrl |up;none;'IM-Y;SS=W;lia; 15.68 

411218: H4644Q: Hs.ia0626; dynemin l^lke; dynarrinJ!.dynan^i%GED,nones 2.16; 13.63 

414721; X9D992; Hs.77091; riboeomal protein L10; Bo^©ndo4»ho*,WboaomriU1teiAcyltenrfeiaaB.SCPi7l*^ 2.14; II J4 
421^; AA027966; H6.107979: stn^ membrane protefn 1; nDna;TM=Y;88=M; 114; 14.03 
416240; NMJDOIQSI; Hs.79095; epidennal Qiowth factor fecepbr pathway; efhand.DUF164;TM=M;; 113; 12JB6 
435521; W23ai4; Hs.6361: tnltOBon^vated pn^lnMnaseldnaBa ; ndne,none; 112; 11.06 
409340; BE174629( Kb.321130; faypoDielieQl pratrih MGC2771; aQj»efimases.|vridoxsLfi^i)ronf^^ 
112; 14.05 

453064; R40334: Ns.89463; potassium large conductance caldum-acli; ]ione,none>; 112: 6J96 

40922% AA312ff72; Ks^2652; pho3ph6inoGHkte'34tinsss. tegulatory su; SH2^H3^RtioGAPjwne; 106; 1160 

414482; 857496; H8.762fi2; endothcVn recaptorlype A; 71m_1;TM=Y:SS<^: 106; 14.23 

414496: W73853; Hs.355424: ECTb; i)kln88e.F5j=8Jypa^QadhjBhortnanQ; lOS; 13.45 

450455; All 17424; H6.25036; chloride uitracelKilar channel 4: noneJNF; 105; 19X)4 

449906; NM_00563B; H3.24167; £ynaptDl:rev1n^lie 1; 8ynaptobrevIn.t<rTF2;TMaY- 104; 13.34 

422112; BE54024Q; H5.1117e3; Lsml protdn; SnKBAG;S8=M: 2.0% 1160 

434g(35( BE581d24; tis.273369; uncharactenzBd hematopolellcstemrprogB; noae;TM=M;; 2.02; 10.^ 

433427; A18164495 H8.171BB9; chonneptiosphotansferafie 1; SH^COI*OK.PJran5f:TM=«M:; 2.02; 16.87 

410B50; AW362B67; Hs.302738; Homo salens cONA: FLJ21425fl8, ctone C: Stilfete^traiisnOT^.HMGJwx; 102; 9.37 

440481: AA182907; W8.7200: Homo sapiens, dona MGC:16714, mRNA, com; pWnase,RCCl;7f^=M;; 10^ 12.31 

434645; AF255303; 1^1 12227; membran»^ocfa1ed nucleic acid bidding; zf-CGCH,fipdh.AdanD^lB_S5KiZf-C3HC4;'TM=M,*; 10% 9115 

410113; AW998584; Hs.250824; Komo sapiens cDNA: FU234351i5, done H; plkkiase^nona; 1.99; 10.64 

414636; AL120259; Hs.76e91; slannin; none;TM^M;SS=Y: 1.96; 7.72 

408176; AK001553; 118.43436; adenylate Idnsae 3 alpha like; adsnylalflkhase.nQne; 1.9S; 14.95 

422690: AU077275; Hs.ll9222: auppree^n of lumorfgenrdty i3(calon :TPR;TM?M;; 1.94; m91 

427861; BES38296; K&323&34; c/^rome c oxidaae subuntt Va; none^GKAP; 1.93; 20.57 

433387; 176528^ Hs.3260; presetiTSn t lAlzhetmer disease 3); Frasenllh.7tm_3Attidore(Lq5_N:7M^Y;; 1.92; 1158 

453938; AF0825E9; Hs.36794; OJ^^^in-oiteracIng protein 1; B56:7M=Mr. 1.90. 1174 

433592; NI\^0O4642: H&3436; deleted in oral cancer (mouse. homolaQ) ; nonecTM^M;; 1 .89; 23.27 

447791; BE241B5gr HS.19S75; CGI-11 protain; ^MTFteqJiArmBdlOiLPBgiThNM;: 1.88; 12.62 

426358; AAa76409; Hs.10862; Homo sapiens cDNA: FIJ23313 fis. clone H; adeny1stektnBse.n»ie; 1.88; 14.95 
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43265ft DOOaeO; Hs-56; phosphoribosyl pyrophosphate synttietase ; nonB.none: 1.88; 12.7& 

424250; AFO73310; HS.14364B; insulin receptor substrate 2; PH.tRS;TM=M;; 1.86; 19.50 

424462; BE26Be2l: Hs.149155; vol1age<iepBndert anion channel 1; Eiikjporin:SS=M; 1.B5; 11.29 

42S335: BE394327: HB.29fi267; folfetatln^Bce 1; omand.kazal.af.ras JtnL.1;TM=M:; 1.85; 13.62 

42612^ NM_P0B925; Hs.166975: spMng factor, aigbllhefeerinfi-rich 6; ^ln■,SS=^/^- 183; 10.88 

451579: AW50773^; H8.26B70; Human PAC ctone RP3^15N1 from 22q1 1^ krin^e;TM=Y;S&=M; 20.35 

420901: A]929568:Hs,l46668: KlAAl253prolatn;7tm_2.UPF0073JMS_TDE;7W=Y;5S=M: 1.83:19.00 

453963; AA040311: Hs.2a959i ESTs; pkinaaa^viiuBcp,nonB: l.fl2; 15.25 

417414; AA434589; Hs.357B7^ dUTP pyrophoBphal3SB;dUTPase.KRABr. 1.81; 14.20 

414521: D2B124;Hs.76307;nfiiJti»b!astoma.siippreflaioiioftorroriBeTCDAN;TW^ 1^1; 22.29 

425356: BE244879; 118.155939; Inositol pdyphosphate-5-phospKalaaa. 14; Exo^endo._j)ho3,SH2;TW=Mi: 1.80; IB^ 

417733; AL04aS7B; Hs.82503: K.sapl8nR mRN A tor ZVIH of unknown prot iu)ne;NA;NA; 1.80; a2e 

424805: AF230gQ4; Hs.153260; p^Cbl^teracang proiefti: S>I3:TM=M;; i,eOi 1 1.99 

4215747; BE294W7; H8.99910; phospliofnjcloKInaas. plaletel; PFK;TM=M:; 1.79; 25.26 

416819; U77735: H5.80205: pim-2 oncogene; pkinase:SS=M; t.78: 15.25 

43770B; AB03a020; Hs.5801; WAA1194 protein: lRaExo_6ndoj)]ios;Tfc*=6ft; 1,77; 11.11 

439B77; H39B85; Hs.258730i tryptaae beta 1; pWnase;SS=M: 1.77; 21,91 

440256: U23B41; HS.1BB51; hypotheOsal proisin FUfDa75; nQne,UBA.UBX: 1.76; 12.95 

425367: BE27118a: H&.15S975;tml8lntyR»ina phosphalaso. reospbrt; none;TM=M;SS«Y; 1.76; 21.01 

414703; BE243877: Hs.374366: ATRasa. Mfif? Iransporilnfl. tela 3 polypep; NaJC-ATPBsa:TM=Y;SS=M: 1J5; 20.03 

443693; A\3447a2: H8,349261; DnaJ CRsp40) hotnofag, subfamily C. irembBC tnn,DiaJ,TPR;TM=M;; 1.7S; 13.29 

437412; BE06fl288: Ha.34744; Homo saplor*3 mWIA; cDNA DKFZp547C136 (ft; A8CJran,GTP_EFTU^C„mBcnbrans.nDne; 1.75; 8.75 

413796^ AW40B094; HS.7S545; tnledeuldii 4 i^oeptor; fn%giaiiurin;TM«M:SS=M; 1.74; 14.73 

43a43B:AA257992;l^.90651; Janushhasel (apn)Mrifyro^ekfna5;p1ctaB^^ny1al^ 1.73; 24.10 

429655; U4B959: Hs.211582; myosin, IfgM po)ypepSde kinase; pk)nB5e,1in3J9,noiies 1.73; 31.S9 

431456; AW57Se42; Hs.104557; hypolhelted protein FU10897: 2r-<2H2,0UFlB^and,G2,PI-PLCy.PHni>X;lM=iyi;; 1.73; 16.87 
444252; R21135; H$.549B5i ESTs; none.none; 171; 10.40 

442B19; 8E622721; Hs.284275; Homo sapiens PAK2 inRNA,complelc ods; nonB,pl*iasa^P0H 1.6ft 14^2 
447918; Al12g320: Hs.115175: ESTs, hEghly similar *3JC5818 gamma-act pMnBBfl^SAM,m»^ 1.60: 17,14 
429279t AB018271; He,1986B9: KIAA0728 piotelh; MyOBin^tan^fhandflpadrin,GA82,MjwelnJaI: 1.6B; 14.21 
450440; AB024334; Hs.25QDl; tyrosine a^nonooxygefiaseftryptaphan S-nio; t4^TW4te 1.67; 24.67 
413423: AUQ766e4; Hs.75350; vlnculin; VinculMone; 1^; 29.28 

420372; AW814616! H8.31431; hypoIheBodl protein FU12171; FrvctosamH>m;SS=M; 1.65; ia75 

416884; M60484; H5.80350: protdn phosphfltsse 2 {fermerly 2A). MalallDphos;SS=M: 1.63; 24i5 

436719; Y1 1192; Hs.5299; aWehyde dehydrogenase 5 family, member ; lJpocanti,aiaedh,iibiquriirtJRK;SS=M: 1.61; 11.20 

419223; Xeoitl; Hs.1244: CD9 antigsn {p24): lransm8mhrane4:TM=Y:SS=M; 1.B1; 14.93 

414176; BE140638; H&.75794; EDGi (endQttieBaldiHerentlalton, lya; 71iti_1.CRCB:TM=Y;: 1.61; 8,03 

431476; &E612705; Hs.256G97; hisHdine Iriad nucteoBde-blndlno prate; HIT;SS=:M: 1.60; 24.37 

412347; AW97002fi; H&.73818; ubk^iiinol-cytDchmmB c ndudasa hinge p; UCRJiInse.G-ripha.flrf:TMFM;; 1.59; 16.09 

423804; AW40344^ H8.1706: mJerferon-B&rralated transcilplton fact; IRF^<:3H04.ieR.zH^an6P:TM=M;; 1^; 10.99 

426552: BE2fl7660; H8.170328; moeein; BaniL41.ERMiPWnase.lRB^RRCT,riWM^iicIeopla8in"nJiopon™^ l.S% 25.97 

428216: M18468: Hs.183037: protein Mnese, cAMMependenl. regulato; cNMP^b1mShg,RllB;SS=M: 1.58; 1058 

421251;Z28913; Hs.102g48: errtgms (LlM domdn protein); UMrP0Z;S8=M: 1.56: 13.S1 

448581; NhL002709: H3.21637; protein phoephalasB 1. catalytic Gubmilb ncne^one; 155; 1Z33 

41 7098; AB017365c Hs.l73859; frizzted CDnwophtta) homolog 7; Frtz2|ed.Fz.7tiTu2,to(lnJ2;TM=Y;SS=M; 1.55; 13.77 

43707ecAA9Bl260; Hs.5443; BCLa^saodalEd alhanogeneS; BAG,Hant^JlUcleocap^T^#=M;; 1.54; 10.93 

42fiGS3;AA530892; K8.171655; dut^speclfkHy phosphatase 1; Rhodanese,DSPe,Yj)hosphatase;TM='M:: 1.54; 11.88 

421143; AB024536t Ha, 102171; Inwiunogtabunn superianlty containing (b; ig.U^,lJRRMr,LRRCTJft^M;SS=M; 1 JO; 23.05 

414457; AW514320; Hs,76l59; ATPasa, H Iwnaporiing, (ysosomal (vbcuo; pMnasa^TP^LQnone; 1.53; 3259 

414382; AW3dQd39; Hs.e068; hematopinefo RBX-htaiac^ng protein; M;TM=^ 1.52:8.86 

450998; BE387614; H8,25757; splicing I3:tor3b»subuna4, 49kD; rnn:TM=l^; 1.52; 11.74 

402705; ; ; adrvalor of S phase Mnase; Ahp&TSA;YM^M;SS^M; 1.51: 2G.85 

42G268; AFOBa420: H&168913; Bedr>oAlveon1ne kinase 24{Ste2a, yeast; pkln3se;SS<'M; 1 JO; 24.04 

414604; AU07G649; bte.76556; growth arrasland DNAdamag&lndiicfeleS: non^TM^M;; 1.50; 14.35 

445684; AF21761B; Hs.83e0;PTDD12 proten: none:88=M; 1.49: 12.0D 

407232; X0452G; ; gb:Kunian liver mRNAfbr betacutwntt sTg; WD40;TM=M;; 1.49; 19132 

424206; NiyLD03734: KS.19B241; enftfnaoxldaee^ capper contalhing 3 (vase; Cujimlnejcw^ 1.48; 13.21 

458761; AFO90922; Hs.l5273Q; mltochondiial ribosomal protein L11; ErL)umenjec6pl.RibosDniaU11»rabosoniaLL11-N:Ttt=Y;88=M; 1.48; IZSD 
426340; Z979flfl; Hs.ie9370;FYN oncogene wlated to SRC, F6l^ YES; BNR.SH2.SH3.pMn8se;m:Y^^ 1.4a;l7.75 
414166E AWB68941: Ha.7E7B9: N-myc doumslreBm regiiated; 0EA0.helfcB56_C.rrni.r^,C^8 J(notT[Uvwa.vwc,vwdjara 

brt8^IXJF139iTPR»DSPc.tepJJ«iosomaLS21,nfpjTM=M:; 1.4B; 20.47 
452516; AA05B630; Hg.29759: RNA PCXYMERASE i AND TRAI4SCRIPT RELEASE ; flone;8S^ 1Z72 
414240: AUJ4B742: Ha76842; dod-Bpedfidfr tyi^meWphosphoryt pklna3e;SS=M; 1-46; 14.38 
420632; AA248D16: HS.19411Q: hypotheSbai protein PRO2730: pVina3D.WD40;S8=M; 1.43; 13.92 
402575; ; ; Rho GTPas&acltvaGng protein 1; PAP%1M:^;S8=M: 1^43; 13L71 
414765; X07654; Hs J7269; guanine nudeotUa Uihding protefn (6 pr, &9|pha.aifn'M=Mr, 1.41; 24.62 
448423; BE3909QS; Hs.2!19&; lianslocsee of outer niitochondifal tnBnilJf;7PR;TM=M;6S=M; U1; 10.70 
4225S7'. AlS79a52; Hs.118625: hexokinase 1; hG}tQ)dnase.hexoldnaB^:Th^M;; 1.41; 19.31 
419985; NMJ)Q4573:H5.3S5BBB:phQfiphdipaseabste:^(^.R-PLO-Y»PI-PLC-X:m=U;;1.^ 11.21 
446108; Alj036$9E; H8.42322; Aidnase (PRKA) anchor pioteoa 2; PatdennnihcTM^M;: 1.40; 13.90 
4Z?721:A]58284% Hs.1fi045S; RAOeSfS. cerevislae) homflog A:ttbiqalih.UB^IntegtllLP:SS=M: 1.3»»1&01 
417891; W7941Q; Hs.B28d7; protein fAosph^e 1, regulatory Onhib: ramTM»Ms 1.39; 1^97 
427373: AB007972; Hs.19a7G0; myosin phosphatase. tB[geisubualt2; ank;TM=M;; 1.39; 14.49 
446334; U52427: » S.14B39; potymerass (RNA) H {DMA directed) polyp; 

C0XB,SHMT.NnF,6BT_C,ff lGL^oriiflin,G9T_N,B1,Fz.Friz*d^ 1.38; 12.58 

447042: AB03Sa63; Hs.182217; awctaatD-CoAOgase, ADP-fbrmfng, t)ela;tfg8SB^CDAATP^lasp^,CPS^seJ^J%GARSJa;TM»Y;SS=M; 1.37; 11.37 
427705; A1870421; Hs.180394; signal reoognltkm par^ide 14kD {homolQ; ^V>l4.TNFR_p6:S8=M: 1.37; 22J)5 
425969; AW576265; Hs.30l7B3: KIAAD554 protdn; SH3.FCH.HR1;TM=M:; 137; 1^68 
433572; AIJ046B59; H&.3407; protein Kinase (cAMP^apendant, catelyti: Pra;SS=44 1.35; 1Z43 

410597^ W16518: HeJ?79518: arnylbcd bela (A4) prQCUiSOr-^lte pralebr, Kunlt^L^IM^XmOoprogan j»-|dBs;TM=Y;S8^ 1.35^ 22.54 
418424; Yt3622: HE.BSOEnr; latent transfomftiQ growth factor beta b: EGF.m8pktoiMi^iriMNFjRceptor,S8«M: 1.34; 1Z(I9 
442603: AL035710; NS.3D3091; pteckelnn homokigy. See7 endcoiledfcoh PaSBc7;1^M:: 1.34; 11.40 
418043; AW377752; H6.B3341: AXL lecepbr Mnaee; fnSJaPt^m'^'^^M: ^^^'^ ^O-^B 
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43927B; AF077045: Hs.6S1B; gangliosldB expresston factor 2; MAP1JJC3,arn1rMrfrar>_3:TM=M;; 1^1; 15.89 

42SB75: AU077333; Hs.1K)483: erythrocyte membrane protein band 7.2 (s; PBP.BHnd_7^TM=M;; 1 .31; 17.93 

407744; AB02D629: Hs.38095; ATP-bindlnff caseetle, sdb-tamily A (ABC1; ABC_lraivPRK;TM=YiSS=M; 1.29: 10.95 

420679! X57152; Hs.93853: fibrillin; CKJLb&ta»RbrfIlai1n.vyD40:TM=:M:: 1,29; 18.69 

427397; AI929685; Hs.l77656; calmodulin 1 (ptiosphoiylaee kinase delt; Bfhand,RmaAD;SS=M; 1.29; 15.68 

424661; W29551; H5.1S1531: protein pliosphatsse 3 (feimBrfy 2BJ, cat MelallophoB;TM=W;: 1.28; 13,39 

428950; 6E31 1879; Hs.ig4€73: phosphopmlnii enriched in astnocyles 1^ DED;TM=M;: 1.27; 11. IS 

440820: AlJD3184d; Ms.356416; pl9lKyphlia4: none.Rone; 1.20; 10.65 

44815% Y10605; Re^QSZl; HMT1 (hnRNP melhyHransrerase^S. oerevi; NusG;SS=M; 1^: 12.07 

44738B: NNLQ062B9: Hs-375D01; KIAA1027 protein; Band_41,UWEQ.ApoHpoproteHIRS:SS=lwfe 1^2; 10.35 

433053; BE301909; Hs.279952; glutalhfane S-transferase suburtt 13 hon^ KCCAjsmTBr3se:TM=M;; 1.2ft 1578 

440708; AFQ38962: Hs.73ai; wl1ag»4Jependent anion channel 3; Eu1u»nn.£hteraloxln^PH04.non6c t>2Cn M.06 

417068; AA442192: Hs^49BQe cytochiomec oxidasa sufaunit Vlll; COX8,8HA/rT,MIF,GST_C,EFlGjfa[n^,GSTJ4,S1,Fz,Fiteled.iaMcdin,7^ 
1,18: 16t91 

402559; ; ; Rho GTPaseartlvaflnfi protein 1; PAP2;TM=Y;8S=M: t16: 15.49 

428836; BE242634; H5,2055; uWquibn-acfivaling enzyme El (A1S9T an; ThiF.UBACTjTM^M;: 1,14: 10.99 
420773: BE25623e; Hs.153163: bddgmg integrator t; BAR,SH3^S=M; 1.14; 11.38 
40B8Q6; Z2S424; ; glx:K.sapIen5 proyn-ssrinaffhraDnine kl; none^nonec 1.13; 12.97 
443932; AW888222; H6.9973; lensin; SH2,WW,PlD.nDns; 1.07t 15.41 
421995; AW683B07; H8.1460; ghicagati;lK)(vnone2;SS=^ 59.35; 1.61 

414998; NMJJ02543; Hs.7n29; oxidised low density Spopcoteiil (lecUn; tectin_c;TM=Y;SS=M; 22.96; 4.57 

442573; H933G6: lls.7567; branched chan Eininolransferase 1,cy(D8; amlnQlran_4.none; 21.41; 1.15 

451035; AU076785: H5>430; plasUn 1 (I isoform); ^hand.CH^&pfa*TUl;S&=M; ia25[ 3^ 

406243; Y00787; Hb.6Z4; InleiieuWn 8; HLRPAS.ILa;TM=M;: 15.53; 4.34 

421340; F07783; Hs.1369; decay aoceterating factor for ccn^lenTafit; &us1ii;S3=M; 14.84; 19.59 

422260: AA315993; H8.1054B4; regenerating gene type W; ledirt^c;88*M; K71; 2.B9 

43D280C AA361258; Hs.23786ft; irterieuKh 7 leceptor; fnS^one; 14.28; 1 1.47 

412116; AW402166; Hs.784; Epstein-Barr vrnis induced gene 2 Gymph; 7tm_1:TM=Y;SS=M: 12.71; 12.56 

451820; AW058357; Hs-199248; ESTs;7ta\.1:™-Y;SS=M; 10.18; Z67 

418693; Al750ffra; Hs.B74C9; thromboEpondin 1; EGF.ispJ.wn>,TSPN,tep_3:SS=M; 9.72; 6.94 

448105; AW5Sl433i HS.29B241; TTananwmbrfine proteasei serine 3; ldLrBoepLa»trypsln;TM=Y;SS='M; 9,67; 4.06 

456286; 129073; Hs.19872S;cold shockdomain pnrteln A; 767u2,HRM,C6D;TM=Y;S&=M; 9.62; 235 

413095; AA4g4359; Hs.307l5; potassium voHesBiiatsd channel Isk-Fel; none.START; 9.15; 2.18 

417933; X02308; Hs.82962; thyn^d^IatasynQiGtase; thymldylaUynt.lwV^Ml£,MRjUtLO;SS=M; 8.97; 5^01 

433334; AI927206; K8.23195B; mabU metallopratelnase 28; PBp^as8_M10,none; 8.71; 4.28 

418030; BE207573i H3.83321: iwuromedln B; Bombasm:TM*M;SS=Y; 8.38; 1.55 

433437: U2053e; Hs.3280! caspase 6, apopkjBis^tated cysteine pr; ICE_p10jCGji20;SS=M; 8^1; 4.23 

449523; MliljOOOSTS; Hs.S4443; chamokinB (C-C motif) receptor 5; 7tm»l;TM=Y;SS=M; 8.26; SA^ 

428513; BE220B06; H6.184697; Hima sapiens done 23765 mRNA sequence!; PSI^one; 8.13; 13JZ8 

449444; AW81fi436; H5.3S1306: sddtB Ganferlsnily 16 (monocarbaxyUc; none;TM=^Y;SS^M; 7.8% 7.00 

453459; BE047032; Hs.2S7789; ESTs: nons^one; 7.40; 0.60 

436729; BE6218Q7; H8.351316: trBnsinambraae 4 supeifamlly mento 1; noi\e:TM=Y;SS=M; 7.29; 5.78 
425761; AI015709; Hs.172089; FORiMlN PrcHWicosfe receptor mdiicihg me; nonB;TM=»Y;SS«M; 7.25; 7.22 

426158; NMU0019e2; Hs.199067;\«riWi2 avian erythRDWasficteukemfa ir, Ftirln-lilis,pWnaM,Recep_lJoroah4^uri^ffl«ipWna5e.I?BcepJjJbin^^^^ 7.13; 3.97 

419968; X04430:Hs^l3;ltolouldn6prilBrlBiDn, bela2);ll£;SS»Y;&.93;3.43 

457133; M54968; H8^1221; v^lO-iaB2Klisten ratsarooma 2 viral on; r8s,Mh;8S=t^ 6.90; 2.85 

420344; BE463721; Hs.97101: pnlofive Gprotebi-^niipled lec^ptor: MelhyltransL5:TM=Y:SS=M: 6.88; aiO 

417874; BE6l6l60j Hs.82829; protein tyiroine pJiosphalase, non-reoept YjihoBphBiese;TM=Y;; BA2; 2.2S 

427969; Nl^001963; Hs.2230: epldenral grawlh factor (beta-urogastron; EGF>UljecepU),EB;TM»R^SS»M: 6.37t 1.Q7 

430396; D4S742^ H8.»ia63: hyaluranfln-btadtao piolebi Z anKdBath.ZU5.EGF,kiln^Iryp8lii.riebunR,UM;S&=M: 5.77; 1.24 

427557: NMJnZ659: Hs.17g657; plasmliiogsn acEvdo; uraMnase lecepto; UPAFU.Y6,CT,PLAajnh;8S^; 5.71; 3.83 

418283; S79895; H8.83842; cathap^ KlpycnodysosloSfe); Pe$)eda8eLCl;SS^M; 5.S9: 38.68 

458471; AV648509; H8.19424a: ESTs; none^none; 5.23; 1.05 

433470; AW960564; Hs JSl 316; Iransmembrane 4 supariBinly member 1; noiw;TM=sY;5S=M; 4,88; 4.60 
433293; AF007835; Hs.32417; bypoUiatical protein MGC4309; nwTMMVt; 4.56; 4.96 
410867; X63556; KS.75Q: fibrillin 1 (Maifai syn^bome); EGF,TB,vm1.EB|Tll;SS=M; 4.32; 26.87 
41751^X76534; Hs.B2226; glyooproteh {iraremenibrane>imib; PKD;1M-Y;SS=^M; 4.26; 9.04 

41482S; X0637Q; Hs.77432: epidermal growth factor receptor (avfan ; Funn-t3Qe.p%toefie,Rec8pJj[lomaln;TM°W;SS^: 3u94; 1.16 

439180; AI393742: Hs^l 99067; ^-e^i avian eiyihroUastk: leukemia v; Furiivllkei.pldiwebRec8pJ^jiaii)akiJPixfiWSke,pklnas^ ^76; 2.21 

419506; AW99793a: Ks,9078S; ATP^I^IndUigcasselte^ sub-1iaRd(y CICFTR: ABCJratwABCjneni»ai»iT»^Y;SS»A^3.47t Z24 
419749; X73608; Ks.9302% spam/bstecneclLn. Gimv and kaz^^Iked; kazall.1hyrogtobulit|J;SB=M; 9.37; 7.10 
436676; AMra213; Hs.77542: ESTs; 71rn_1,Dna>: 3.15:3.27 
428093; AW584506; HSw104B30: ESTs: nonejione; 2.81; 3.40 

453683; AI674906: Kk.199460; gbcwc73ID2jc1 MQ^GGAP^Panl Homo sapiens; nQne;TMFYK 2,77; 1.36 
414443; AU077268; HsJ6l44; piatelelilerivGd growth factor iec8ptDr,;^.pkInase;TM»Y;;Z71; 10l53 
430451; AAB36472: Hs.297939;cathep6ln B; PepedaaB_CtproJsomerBse;SSs»M; 2.2B; 14.58 

428953; AA306610; H6.34ei83; iimor necivsb factor fece^ sixperfarri^ 60€LnbaaQmel,RibosomaLtlO,TNFRj:6,DEAD;; 2.21; 6.33 
435496; AW840I71; K8.265398; PAPS beta; none^none; Z17; ZOO 

418641; BE243136; H5.BG947; a dislnlegdn ard matanbprolelnaBedoinBC disfa\tegrin.RepiQly6ln,Fbp_Ml2Bjnpep.EGF^M»Y;8^M; 1.91; 13.06 

414521; D2B124; Hs.76307; neiffohlsBhxret suppreeatm of lumorigeni; DAN;TM«M:SS=M; litt; 2259 

410452; 1133635; Hs.90572; PTK7 prot^ tyi«ineUnflse 7; lg,p;dnQBe;TM=^:&d=M; 1.52; &40 

452795: AW392555; HS.1887B; hypothetical protein FLJ21620; ZOG-Fell_0xy;TM=M:; 1.49: 3.29 

4321SI9; Aie93B15; Hs.127179; oypticgene; none;TM^M;S5=M; 1.23; 1.60 

4539S8; BE148734: Ks.63325; trnnsmambrane pnstease. serine 4; trypsln.Vll^jec8pLB.none: 1.00; 3.92 

445416; AW1 39377; Hs.l27179;ciyp1]cgenB; ncne^mme; 1.00; 2.45 

451106; 6E3B27Q1;}|B.2S960: N-lurrc oncogene; HLH,MyOUarni:TM=M;: 1.0D; 1.87 

447993; AW139S25: HS.1703G2; ESTe; noiie.nane; 1X0; 1.30 

TABUE42B 

Pkey: Uniqoe Eos probeset identiiler number 
CAT number: Gene cloator nunrtber 
Acceasbn; Genbank BDoeeston numbers 
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Pksy CAT Komber Accession 

4GG6d5 0.0 M^B723 

414087 t632B5flJ W19712BE247277 

400151 9575^1 BCO06B5O U07418 NM.Q(XXM9U07343 AL574783 BI090482BGG84481 AA385302 BG196167 ^17206G195132 AI6B0106 AI457562AA402478 

BG24gGB& AAa471ig 60758995 BGBZ2578 
41654? 24283^1 T59708AA224827T58B43BEl58g03 

TABIH42C 

Pkey: Unique numbo- corresponding to an Eos pmbeaai 

Refi Sequence source. The 7 digit numlnis in tliis cohimn are Genbank IdenUfisr {Gl) nunbos. Dimhain L et d/ lefeis b the publlcalian enfltied Thd DMA 

sequence of human dirofno^oma 2Z' Dunham I. A si, KsIudq (1999) 402^489-495. 
Strand: Indfrat^s DMA «trand from tthich exons were predl^. 
NLposiliDii: Indcates niiclBofide positions of predicted exons. 



Pioey 


ftef 


Strand 


MLposilnn 


406399 


9250268 


Mnus 


63448-63554 


40S102 


8076881 


Minus 


120922-121296 


403344 


8569726 


Pius 


70823-70990 


405565 


15S2S11 


Hus 


153405-153564.154623-154a76«15K72-15540 


40S556 


1552511 


Plus 


1634Sf7'l63623,1647l&-164968p1flS369.1G650 


405204 


723311B 


Plus 


126589-128754 


406365 


9256126 


Minus 


10639*10800.10890-11023,11113-11293 


400539 


7574902 


Plus 


855&41721 


403208 


7630529 


Minus 


147706-147903,140667-148804 


405203 


723D116 


Plus 


125295^125463 


402705 


8TB2736 


i^08 


89961-90114.90773-9089531131-91261 


402575 


9884830 


MiHLlS 


109742-109883 


402569 


SQ64273 


Plus 


33539^3715 



TABLE 43A: 43 Qcnes i^regulated in pancrestc cancer retalive to nonmal body tfSGues 

Istile 43A B&tB alxxit 43 ganaa uprBgukted In pancreaUc cancer relaliva Id nornitf tiody lissoes that are fiiceV to encode pfulsbs parlfculariy usefif) for dlagnosfiE: or prognoelfc 
appitcstions. lhies& genes were eeleded froin 996BD probesets on the Eos/Afl^^x Hu03 Geoochip msv^ Gane expression data for each probraet otttalned from this analysis 
was expressed as average Intensity (At), a normaSzed vsitue leGecQng the reiaflve level of mRNA oKprcssbn. Tlue protek products of these genes often contain one or niore domaliis 
Indic^ve of have oncogenic ftjncGon or of Iransdudng Inbacelliilsr sonata, or of bemg modidatahle by smaJi motecules, peptides, or anUbodcas (&g. plunase, deHUvdomaiA^ 7tm, 
phosphatase, or iorUransporiBi). Certaifn predtiM protein domana are noted. 

Pksf. Unique Eos probaael ideniHier number 

ExAccn: Exernplar accesskm rwmherr GenBank accession miirber 

UrlGenalEh linlGene tmixT 

Pied.i^l3oniains: Certain predldad pnolain domains^ Abbreviations used: TM, iFanBmemhrane domain; SS, signal sequence; very Hoaly to contain: "^M, liiEB^ to conlBin; other 

protein domain abbnevlaOons are from PFAM (Nuc1e(c AcHs Resescb. 2002, 30:276-280}. 
UnlGeneTllle: UnGeneQenetllfe 

R1 SOIh peicenUIe of pancreatic cancer Ats divided by tlie 50th peicentlle of mwsi ttssue Als 

90lh penentiiB of ponciealic canoer Als dMded by Ihe OOlh peicenlilB of nonnat pancreas Als, where the 15Ih peroenllle of alt normal lisaue Als «ias sublracted 
from boAi Ihe nrnneratorand denominator 

Pfcey^ ExAoci^ Uri!genelD: UnigenaTlbe: PredProtDomaInG; R1; R2 

446819; AU076643; Hs.313; seoetBd phosptioprotein 1 (osfeopontinp ; Ostea()ontlii;SS=M; 44.95; 2.17 

421552; AF026692; Hs.1 05700; aecieted tnzzled-telated protein 4; F^NTF^SS-'M: dSM; 29L13 

411274; NMJD02776; Hs.69423; IcaiRkreln 10; trypsln;m«M;: saiO; 13.59 

448921; AB012113:Hs.16530; small bidudUe cytokine subfamSy A (Cy; IL8;SS=Y; 29^; 16.06 

413719; BE439580; Hs.75498; smdl indodbte cytokine sub^ify A { Cy; |LB;S5=M: 24.84; 7^1 

452281;T9350D; HsJ!8792; Homosairfens cDr4AFU11041 fi3.dQne PL:T(SFb_proj«ptIdeJGF-belanone: 23J1; 10174 

40781 1; AW190902; H5.40Qge; cysteine ioiot supeifarnty 1, BMP antagon; TGF^8la,[)AN;SSisY: 22.33; 10.20 

404682; ; ; C9001 185-:gi|1273B842tiGqNPJ)73725.1| p; nQnB;TM=llA;; 17J^ 1.40 

413654; AA31914GS HSu75426;£ecretograriEa H {chnHnograntn Q: Granin:TM=M;S9»Y; 17J36{ 2Jn 

42B392: H10233; H5.226S; secntoiy granule, rwmndocrina prata^ nQneiTM=M;8&«l: 16l8Z; IJQ 

468243; Y00787; Hs^; IntetteukIn 6: HLH.PAatLa:TM=M,: 15.53; 4.34 

419216: AU076716: hfe.1€4D21; smell indudUo cytokine subfemlly B (Cy; IL8;SS«M: 16.40; 3.70 

426242; H55709: H&2250; leukemia IhhUtory f^r (cholnergtc ; UFJDSMiSS^M; 14^; 6^ 

421340: mm H&13e9: decay aDDeterdttn9fsdarlQri«mpleinentsu8lii;6S^ 14^4; f9i59 

4097572 KiyLP0l6S8;H8.123114:cyat^SN;cy5talin;S8=M: 14.61; 1Z75 

42S071; NlUL0139Bg; H&154424; dabdinme^ lodothymnlns^ type «; T4jIeiQdinsse:T1\^M:88=Y; 1435; 17.22 
414812; X727S5; Hs.77367; monokine induced liy gamma interferon; ]LaiTM=ft«;8S=Y; UBI; 7^9 
409420; Z1S00S; Hs.54451; tamlnln, gamma 2 {nlcain (1004(D), kalbil; lam1nlii_p,laThlhK.EGF;SS=M; 13.05c 7.72 
432596: AJ224741; HS.27B461: maMlIn 3; EGF.vwa:8S=M: U8Q; 9^ 

422109; S732B5; Hs.1473; gastim-ielefisino peptide: Bond)esin,DefknsnMn)p^TM=^;SS»M; 12.79: 4j69 

421379; Y15221: Hs,103982; sm&ill induciMe<9tokjiie&ubfanr4ly B (Cy: 1L^TM=M:8S=Y: 11.35: 2^ 

429547t AW0[}gi66; Hs.99376; FGENESH predided novel secreted prolaln: none^none; 10.25; 5162 

422424; A1188431; Ks.2966a8; prostata diffeientlafkxi factor, TGF4eta;SS=4ifl; a96; 1,6B 

426605i AL09549f : tisJ22B1;chreniogmiiDn S^aecretograiiln 1); 6ranln;8S=M; 9.40; 3.46 

40995^ AW103364; H3.727; InhMn, beSa A (adhria A. acilvn AB a; TGf^beta.TGFb^propeptIde.Tub;SS=M: 9.19: 1 6.46 

41803^ BE207573; Hs.83321; neuromedin B; aarabesln;TM=K^S8^Y: BL3B; 1.55 

452401; N^007115: Hb.293S2; lumor necfosls factor. a^haHndncad jmn XiinkAJB;S&=i»; 7.46; 498 
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421582; A19tQ275; Hs.35D470; \jM factor 1 (braaslcsnosr, eslioge; treibiXGasIilKS&'li^ 7X)&: 21^1 

423534; AW959908: Hs.1B90; heparir^^bindDnQ giowth factor blndTng pr; nQne;TM»MM^SS=M; &78; 12.19 

428486; AW5e3497r H3.184604; pancreahc polypepbde; homiona3;TM=M:SS=Y: 6^19; 3.51 

443646; AfOSSIGB; Hs.164226; ESTs; EGF,tsp_1,Vwc,TSPN,t^_3.nDn^ 6.17; 4^ 

4574B9; A1693815; H3.127179; ciyplic gena; none;TM=M:SS=M; 5.19; 279 

4S0983: AA305384; Ha.2S740; EROt (S. cerevtsl3e)-]lte; none;S8=M; 5.Q1: 7.43 

422S67: L32137: Hs.l5B4: carOege o^gamedc matrix prolflJn [ps^ kp_3.EGF:S&4l; 4JS7; 9.40 

426322; JQ506B; >ls^12; transcQbairamln I {vitsnvn B1 2 binding pr; Cbbdaniin_bind:S&4M; 4w71; 11.74 

414774; X02419; H&.77274; plasmnogen edivator, urokinase; ldngte,tayps^n,planLtH«Hhs;SS=M; A.2A\ 6l91 

42675$; AA4339B8; HS.9BS02; CA125 anb'gen; mucin 16; SEA;TM=Y;; 3.52; 8.43 

422048; NM^012445; H5.288126; spondin 2. eodmcolulsrmaUvE pioteim tBpJ;TM=M;SS=M; 3.45; 7.69 

4246B7; JO5070; Hs.151738; inalrfx mstaOdprctGinasa 9 {galsbnase D; >n2,1iemopexh,PepIIdase_M10:8&sM: 3.43; 10,37 

417931 ; W95542: 1^3.82961; bBfbil factor 3 (intestinal); lieroil;SS=M; 2^; 9.65 

445417; AK001058; Hs.12680; Homo s^ens c\m FU10196 done HE; t^_1.R9i}roly8ii.Pep_M12B.prapep.nflnB; 2.97; 5l74 . 
432B74; W94322; Hs.279551; melanoma InhlbHoiy acUvfty: SH3:TM=M:S5^Y; 2.60; 10^3 
431462; AW5B3S7% KB.25G31 1; gradn-ihe neyiDBiidocrins pof^e precu; noRe^none; 2.70; 1.99 

TABLE 43C 

Pkfiy: Unkiue number ODnesponding Id an Eos pmbeset 

Ref: Sequence source. The 7 digtl numbers In this column are Genbank IdenWiar (Gl) numbers. 'Dunham 1. el al." refeis Id the puUicalion enliUBd The DMA 

soquence of human chromosonia 22." [Xinham I el al., Nalura (1999) 402:4B9495L 
SIrand: IndicalBa DNA strand ftom vyhich flocons Wfers predated. 
NLpofiifion: InAcatesnudeolide positions of predicted axons. 

Ploey RbS Strand KLpoafion 

404682 9797231 Uiwb 40977-41 ISO 



TABLE 44A: 754 GENES UP-REGULATED m I^EUlMATOtD ARTHRITIS COMPARE TO KORtMAL BODY 

Tsible 44A TtstB about 754 ganes up-regi£ated In rheumakiid firihrifis. These were selected from 35403 pfobesetson IheAf^melrixEos HuOl GensChlp. 

P)«Bf* Unique Eos probesel kientiaer number 

ExAccn: Bcemplar AccesGlon nwhber, Genbanlc aasaseion uimbor 

Urtger^D: Uhgansninxiber 

UfUgene T1de:Un^ ene gene Wts 



Plfey 


ExAccn 


UngenelO 


lAttgeneTlte 


100042 


MIOOSS 




AFFXcontroUmiMRGBMIOOSB^ 


1D1577 


M34353 


Hs.1041 


v-ms avian UR2 aaianis vlnis onoogena h 


103353 


XB9399 


H8.119274 


RAS p21 ptolfih acfivator (GTPase activa 


104743 


AA021157 


Hs,335l9 


Homo sapiens cDNA FU20096 lis, done CO 


104996 


AA112307 


H&105894 


hypoIhotlcatpiolBlnFU21919 


105437 


AA2S2191 


H8.25199 


ho^othoScal pnleiD 


10B25B 


AA063269 




gbam02a09.s1 Gtfldtageneoomeel stroma 


109086 


AA16e695 


Hs.270737 


tumor necrosis factor dlgand} si^erfanit 


109279 


AAtd6625 


Hs.86080 


ESTs 


109779 


F10527 


H8.3353 


beta-1,3-gjuci]iQriyttFansferase 1 (glucur 


111794 


R32B47 


HS.23S45 


ESTs 


112531 


R69708 


K5.2g036 


ESTs 


1127B4 


RgB306 


Hs.1912g0 


ESTs 


113293 


T87026 


Hs.167403 


ESTs 


115416 


AA263B33 


Hs.337079 


E5T3 


116548 


020433 




gb:HUMG8014C7 Human promydocyle Homosa 


116565 


D45533 


Hs.129691 


hypolhsfcal protein FU21603 


118104 


N55332 


H8.39765 


ESTs 


119243 


T12603 




gbK^R90123 Chromosome 9 exon R Homo sa 


119336 


T55340 


Hs.208238 


ESTs 


120101 


W95414 


Tts.55497 


EST 


120715 


AA292700 




gb:2s59a06.s1 NCLCGAP^GCBI Homo saptens 


120672 


AA3579g3 


K&.g69g6 


ESTs 


121010 


AA388355 


Hs.97330 


ESTs 


121509 


AA412092 


H8.S7888 


ESTs 


121722 


AA4lg4B2 


Hs.gB874 


simitar Id pnllhe-ilch protein 48 


122265 


AA43683B 


HSJ8906 


EST 


123205 


AA469681 


Hs.102246 


Homo saptons cOMA: FU22105 fis, clone K 


12349D 


AA599723 




gb:ag11o07.Gl GessterWitms tumor Homos 


124198 


Hsdogg 


Hs.t98271 


NADH defiydrDoenase (ubiqufnone) 1 alpha 


124294 


H90573 


Hs.102298 


EST 


125067 


T86429 


H5,111725 


ESTs 


125153 


W3a294 






125330 


AA4Qia04 


Hs.1 14574 


ESTs 


12S335 


TB6620 


H8.162aD 


hypothetical prutain RJ206t9 


125361 


T90a4a 


Hs.183404 


ESTs 


125439 


Aft826305 




9b:PMO-LT0017-«31299^01-<;07 LT0017 Homo 


125535 


R17430 


>fs.222l5 


secpstogranin Ht 


125583 


R22272 


H5.86022 


ESTs 


125690 


R2385B 


HS.14337S 


HoiTio sapiens, dona lMAGE:3B40g37, niRNA. 


125742 


H81181 


H&.281023 


hypolhelfcri proidn FU20968 
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125795 
125BS8 
12SB65 
126039 
12fi1« 
12E177 
126219 
126221 
126262 
126277 
126292 
1262S3 
126353 
126556 
126559 
126609 
126616 
126G2B 



126861 
126990 
127017 
127049 
127209 
127331 
127357 
12736S 
127374 
127429 
127490 
127502 
127647 
127650 
127675 
127746 
127812 
127824 
127933 
12BQ06 
12B011 
126036 
12805B 
126199 
128308 
126389 
126410 
129199 
130998 
134409 
134578 
134644 
100262 
100676 
100704 
100767 
100673 
100943 
100996 
101046 
101371 
101461 
101697 
101909 
102199 
102275 
102295 
102319 
102383 
102470 
102544 
102643 
102798 
102804 
102651 
102852 



T98190 
H1 1549 
H12676 
M16057S 

imis 

Hd3l64 

1036366 

AI2481Gg 

C75147 

N3gi32 

AA4gl32B 

Zie870 

AI243114 

AA491325 

R1S866 

W87435 

AA34e5B1 

Al357fl86 

AAflOl527 

AA742428 

MZ15510 

AA740146 

AA235956 

AAaD5Q23 

F2Q186 

AA452788 

AA434362 

M448728 

AA9S1490 

W52BS1 

AA614422 

AXW7279 

AAH73776 

D31237 

A)23d495 

AA749094 

A12DB365 

AAS11102 

AA058693 

A1347Q67 

AA66S782 

AI126Gf7 

A1073548 

A1079496 

A1142639 

AA4S2768 

1190914 

cooeiD 

AA28160O 
AA194724 



D38500 

HG3{W4-Hfr3742 

H63242.Kr34t9 

HG3d72-Kr4142 

HG4a33-HT4603 

H6Ba0-KT880 

JQ3909 

KD1160 

M13232 

M22430 

M54358 



103252 
1034M 
103559 



103719 
103S76 
103B97 



U21128 

uaogga 

U325B1 

U34587 

U4a622 

li49B35 

U57721 

U6B133 

U68698 

1)69942 

V00532 

V00571 

XG036d 

X7B565 

Y08374 

Z19585 

274615 

M054109 

AA22686S 

AA24Ba70 



Hs.7756 

Hs.31066 

HS.26307B 

HB.1B1102 

H5.266331 

>15.529760 

H5.293483 

Hs.i72965 

H5.143764 

HB.t5441 

H3.248121 

Hs.94031 

H5.112227 

H5.170263 

Hs.1 86602 

Hs.134605 

Hs.170994 

Ks.144432 
Hs.191650 
HB.2S1946 
Ksl291611 
Kl8lg64 



Ks.193326 

H3.3W110 

Hs.293751 

Hs.7278 

Ks.ia3502 

H&14B410 

Hs.261d57 

H8.279938 

HE.12018a 

Hs.291434 

H5.127811 

Hs,303681 

K5.129908 

Hs.124638 

H8.137024 

Hs.132449 

Hs.164597 

Hs.134169 

Hs.146662 

HS.20Q332 

Hs.293g81 

H8.164915 

Hs.224la7 

H5.87224 

H8.278468 

HS.2B7820 

Hs.166110 

Hs.302083 

}b.l7364 

H5.14623 

Hs.368e9 
Hs.76422 



H5.799U 

Hs.17752 

H6.168052 

H3,665?8 

Ha.16093O 

H5.15413B 

H6.169t39 



H6.633S4 
Hs.93807 
H3.752g4 

H5269114 

Hs,751B4 

H5.TO774 

H&17292B 

HR4273 

K&^03 

KBJ5058 



prDtessome (prasoma; macFOpain) 2SS subu 

ESTs 

hOAT4 

pao DBC ppotefn 
hypolhelicaf prolan MGC4d95 
hypolhelfcar pnilen FLI10546 

WeakV sMIar to slmHar to a el 

ESTs 

ESTs. Weakly similar to uriaicwn [Hjsapl 

dm {Cramped DrosopNlaVlIke 

gb:B^09^ Na_CGAP_€CB1 Homo sapiens 

G proldn-coupled receptor 22 

ESTs 

membfane-assodated nucleic acW binding 
lumor protein p53-binding protein, 1 
ESTs 
ESTs 

IVPothaScal protein MGC10946 
9ba:e6o09.n Scares r^na N2MHR Homo 
ESTs 
ESTs 

polyW-blnding proton, cytoplasmic 1-1 
ESTs 

SEC24 (a oerevBjae) related gene fanfl 

9b:HSPO05673 HM3 Homo saplene cDNA dona 

rfxnreOdlOjl SDares„tolaUBhJ3jlb2HF8_ 

fibroblast grotifh factor reoep tor-Ike 1 

ESTs, WaaMy similar to 138022 hypdhet 

ESTs, Motte^dto^y almHar to TPTEJHUMAN P 

cinitochfom& 2 ^hototyase-IBce) 

ESTs 

ESTs 

ESTs 

HSPC067pR)tern 

ESTs 

ESTs 

ESTs 

ESTs^ Moderately simitartoAUJ1_HUMAt4 A 

»AA0591 protein 

ESTs 

ESTs 

ESTs 

ESTs 

ESTs 

ESTs 

gbzvaOdlQjl So9tes_totoUaIusJ]b2HF8 
bypolheiicd praten FLJ20651 
guanlna nuctoolkto bnSng protein (6 pr 
smal nuctoar RNA acfitfai^ng comptoi^ p 
hypplhotlcQi protein ^ 
SRT {sex detemn'ning regton YHiox 5 
postinaio^c segregaZion increased ^llka 
fibronec&il 

calcium channel, volteg&dependsnt alpTi 
hnmunogbbulin heavy constonl ntu 
ZV1C finger pcotofn 79{pT7) 
9b:PMO.SN0019.2aQao0^1^11 SNOOigHomo 
MerfenM, gamUKMnduGiUB pniteTh 30 

coagulaUon factor VII (serum pfolhrombi 
phcsphoBpssB A2, group IIA (plalsfate, 
9b:Human rhORi-3 gens. exon. 

lumlcen 

pho8pliatid]^GrinB^peclflc phosphdlpas 
KIAA0421 pratem 

oortfcofropin releasing honnone receptor 
X-isy reparcomplemeating datecttvs rep 
Ghltin95e3-likB2 

XyJiursnlnase {L-t^ntirenlne hydrciasB) 
9b:U68l33 Human oeli Ibie PCI-05A Hamo s 
gbiHuman endogenous leliovinn H proteas 
Vsyloxida5e-H(e2 
Inle[feran.a1plia14 
cortjcolropin relassfng fiormonB 
9b:Human prolacBngene S region, 
hexafanicfalon (tenasdn C. cytoteclin) 
chidnase S-Kha 1 (caditagBglycopnito 
1hnMnbo5pondin4 
coltasen.typal,fiiphBl 
^po^aUcat proIdiA FLflSISS 
endomembrane protein empTD precuisor iso 
EFMomain oontaining 4 
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103906 


AA249437 


Hs.317403 


1033B5 


AA313BB0 


H559fl72 


104056 


AA397S29 


H5.56297 


104209 


AB000221 


Hs.16530 


104386 


H41895 


Hs.144164 


10439B 


H535S5 


Hs^BTSO 


104422 


H86B58 


Hs.132909 


104561 


RB010D 


Ks.323817 


104S93 


R61267 


H8.9S64Q 


104643 


AAjD04701 


HE.1B978 


104873 


AAO07S33 


Ks.20010 


104681 


AA009832 


Hs.34500 


104711 


A«)17254 


H5.32794 


104812 


AAa34111 


HM24lff7 


104377 


AA047437 


Ks.22988 


1048B6 


AAfl53346 


Hs.33Se99 


104924 


MQ50S32 


Hs^6774 


105071 


M13G532 


HB.2947S 


105105 


M151872 


Ks.87016 


105203 


M196660 


Hs.7882 


105317 


AA233928 


Hs^2620 


105617 


AA2a0687 


H5.4069 


105707 


AA291012 


Hs.a7617 


105754 


AA302657 


Hs.ig2028 


105770 


AA347964 


115.269673 


10S&82 


AA400292 


H5.B19Ba 


1Q56B3 


AA4004gO 


Ha.334d07 


105090 


AA400766 


Hs^12 


10G080 


M418046 


H8,35124 


10G090 


AM1BS09 


Hs.169333 


106096 


AA419809 


Hs.l7012t 


106124 


AA4239B7 


Hs,7567 


10S308 


AA436ie5 


H3.a0862 


10643B 


AA449ig9 


Hs.21342 


1Q66B0 


AM60936 


HJL27066 


106731 


AA465857 


K8.292Q5 


106B80 


AA48BB89 


H3.32425 


1070S5 


A/V6C0152 


Hs^19 


107151 


AA621t69 


HS.86B7 


107163 


C2Q974 


Hs.12114 


1Q723t 


DS9299 


Hs^727 


107490 


W74168 


Hs.103t€9 


107572 


AA001903 


>fe.S9962 


107620 


AAa05D39 


Hs.60171 


107Q01 


AA019433 




107&17 


AA020781 


HS.60B47 


107623 


AA021057 


H8.60B38 


1Q7B57 


AA024687 


Ha.6120S 


107082 


AA025630 


Hs.231967 


106005 


AA037769 


Hb.194293 


106082 


AAD45g61 


Hs.ia4029 


108115 


AA047291 


Hs.165216 


106214 


AAD58661 


Kb.60764 


10B3B2 


AA074885 


Hs.67726 


108409 


AM»r5576 




106436 


AAOTaBOl 




105B25 


M10ig83 


Hs.283022 


10BB31 


AA102553 


H5^4337 


106763 


AA127539 


Hs^l397 


t088S2 


AA133131 




106931 


M147166 




108976 


AA15l4a0 


Hs.91202 


109026 


AA157B11 




109170 


M1803SZ 


Hs.191472 


109303 


AA206126 


H5JZfiS2d1 


109326 


AA210719 




109345 


AA213774 


Hs.203396 


109404 


AA224594 


Hg.86941 


109473 


AA233151 


H1L817SG 


109725 


F10003 


H8.796S8 


10g794 


F106B4 


Hs.23687 


10S835 


HD0615 


H5.170D44 


109696 


HD4794 


H«30489 


109918 


K0S641 


Hs^16701 


109950 


H0B2Q0 


Hs.268770 


110078 


H15054 


Hs^l8773 


110182 


H204Q2 


^3.31746 


110213 


H2321& 


H5.8&905 


110310 


H36209 


H8,3272B 


110354 


H41280 


HSw225B6 


110413 


K48124 


Hs.279464 


110422 


H484B7 


HB^6a04 


110433 


H4942S 


H&301062 



hypolheOcal protein MGC2744 
fetal Atzhefmer antigen 
CLLL8 protein 

small ^duGibls cytolune subfamily A (Cy 
ESTs, Modarately snriDar to ALUB^HUMAN A 
ESTs. Weakly similar lo putsKiva pi 50 |H 
ESTs 

DKFZP547E1010 protein 

hypolhetical protein FL)21G69 

Komo sapiens cDNA: FU22a22 fis, done K 

ESTs 

£STs 

ESTs 

ESTs 

Hcxno sapiens don© IMAGE:451939. tnRNA S9 

growth (SJfBrentlaljoci tector 1 1 

ESTs. We^y simlar to 13B0Z2 hypothsG 

ESTs 

hypolhetrt^ prolein FU22938 
ESTs 

{ntegftn,beta6 

^ucoooTHDold modulalDiy alemenl bindin 
ESTs. Wsakly anilaf to A5a933 myodn I 
ESTs 

Homo saptons done 1MAGE:297403, mRNA so 
^sMbA {CrasQphUa] honvrtog 2 (mibgsn 
Homo sapiens, done MGC:17333^ niRNA. com 
Homo «ap38r» criRNA br KIAA0556 preielvi, 
ESTs 

hypolftct'cal protein DKFZp761E2110 
pfotetn tyro^a phosphatsse, reo^)tor I 
Homo sapiens cDNA: FLJ21Q62 fis^ckxiB H 
ESTs 
ESTs 

KIAA12&4piolBiR 

dpba intagiin binding piotoln 63 

ESTs 

ESTs 

ESTs 

vanin 1 

ESTs, ModaraleV siinlar to 138759 zinc 
UpopolysacdiBrida specific respons^^ 
ESTs 
ESTs 

Homo sapfons cONA RJ10674 fis. dona ^rr 
ESTs 

ESTs 
ESTS 

AUL1 fused QeitB from 5(|31 

ESTs. lAM^slmlarto IS4374gaiisMF2 

l^pdhelfcal proldn DKFZp761A052 

ESTs 

ESTs 

macmiphage receptor wHh oQllsgenous sir 
gbzinaetiOM SIrelageneovafan cancer 
gb:zin94aQ9.s1 Sliatagena nkn HT29 (937 
trisgerfng receptor expressed on myeidd 
ESTs 

hypoUieficd protein AD034 
glKzni25d09.8l Slrataoene pancreas (93720 
gbcniSadDlsl SlrelagenB endothetfal cet 
ESTs 

gb:zo35dQ7^1 SIraltagene coton (9372D4) 
ESTs. WeaUyaimllarto ALU1_HUMAN ALU 
ESTs 

gb:zifi8e04.8l NCLOGAPjSCBI HotnoGapIein 

ESTs 
ESTs 
ESTs 

cBBsiA Mhase 1. epsllon 

ESTs 

ESTs 

ESTs 

Homo sapiens mRNA; cDKA DKFZp564l0ei6 ^ 
ESTs. ^Afeskty sinOBr to 2004399A chnHzios 

KlAAlS36pralern 

hypolhefcal protein DKi=Zp547RlT2 

ATPase. H+bansporiing, lysDSomd {vacu 

EST 

ESTs 

^S 

EST 

UDP<ll-«elyW^ba*l>gBlacIosaimne:pQlyp 
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110434 

110553 

110760 

110827 

110829 

110917 

111100 

111112 

111179 

I11t&5 

111223 

11127S 

111443 

111573 

11159D 

111671 

111732 

111809 

111829 

111944 

112015 

112023 

112055 

112334 

112340 

112353 

112467 

112478 

112533 

11258S 

112595, 

I1267ef 

112744 

112777 

112S17 

112902 

113009 

113151 

113297 

113396 

113484 

113769 

113794 

113971 

114066 

114178 

114206 

114371 

11442a 

114466 

114625 

114882 

114908 

114973 

115009 

115Q56 

11S0SB 

11S321 

115365 

115466 

115479 

115663 

1158B9 

115748 

115610 

115627 

115881 

118148 

116257 

116365 

116941 

116982 

116995 

116997 

117016 

117TO7 

117101 

117236 

117303 

117399 

117503 

117544 

117594 



H49446 
V1SB934 
N20522 
N3fl077 
N30198 
N46363 
M62522 
N6d28l 
NB7239 
N67551 
NG8921 
N70970 
ROigOl 
R10305 
R11157 
R193&6 
R25153 
B33616 
R3e070 
R4C806 
R42836 
R43020 
R43&21 



R566D2 



R65706, 
R66067 



R77302 
R77763 
R86976 
R93206 



R9Q491 

T09262 

723699 

T51620 

167161 

T822S0 

T87795 

U559S5 

W373B2 

WB6760 

238152 

Z39063 

Z39294 

Z41835 

AA017130 

AA02fi870 

AA084362 

AA23S174 

AA23654S 

AA25Qa45 

AA261561 

AA2630Q6 

AA256161 

M2808Q5 

AA262540 

AA2S7D08 

AA287596 

AA405838 

AM10645 

AMiaass 

AA42S02& 

AA4276gQ 

AA435S77 

AA46G7DB 

AA481493 

AAS211)BQ 

H77395 

N81933 

H8382a 

Ha4214 

H87171 

H93608 

H94043 

N20B15 

N22776 

N26460 

N31SG3 

N33222 

rm929 



Hs.124990 

K5.30981 

H5.14855 

H5^6625 

Hs^lTO 

H$.2045O 

Hs.35462 

Hs-IOTBO 

K3.12644 

Hs.334638 

H5.35006 

Hs.185683 

Hs.75425 

Hs.229064 

Ms,163813 

Hs^688 

HS.212B3 

H&23196 

HS.23&223 

Hs.2613e 

HS.2D6469 

H&d904 

K8,26613 

H5^664 



Hs.22404 

Hs^eo 

H5.293762 

KS.3S467 

H6.14584 

H&.129igo 

HS7246 

Hs.g326 

Hr.13059 

Ha.67016 

HS.1B7543 

Hs.22985 

HS.1109D 

Hs.259172 

Hs.2Qg20 

H5.17930 

Hb^39 

Hs.27810 

Hs.84790 

H9.13S150 

H5.106432 

Hb,54973 

Hs^7762 

H&4a669 

1i3.6l753 

Hs.161729 

Hs,1915«> 

Ks.l09e94 

Ks.285656 

HsJZ7018B 

Hs.40507 

Hs.199014 

H8.902a6 

HaLia7615 

H5.63683 

H6.1B4942 

HS.629D5 

H5.8a537 

Hs>l6765 

H8.39749 

Hs^12582 

H6.40594 

H8.S2170 

H5.41919 

Hs^4341 

H8,173337 

Hs.264079 

Hs.43805 

Ks^BG 

H8>I4451 

Hs.171904 



ESTs 
ESTs 
ESTs 
ESTs 
ESTs 
ESTs 

BQ^Ike membrane ptotetn precursor 
ESTs 

aspcrin {LRRclass 1) 
EGF-Iik&dQinain, mul&plB 6 
KlAA1866pn}teln 
ESTs 

^HoniD sapens endogenous lebtwinis W 
ESTs 

utAquIttn associated pniten 

Homo saplena cDNA FUl 1666 lis, cbne H 

ESTs 

EST 

gb:HonfK> saptoiw fiil tanglh hasertcDNA 

suppressor or pofBssium transport dBffict 

ESTs 

E&T 

ESTs 

ESTs, VVeM/slinlarto ALU6J1UMAN ALU S 
Ig supeifsnvly protein 

Homo sapiens mRNA; cDNA DKF2p586F1323 (f 
0b:yi16g12.s1 Soared ptaoBnla Hb2MP Homo 
ESTs 

gfac^mjsl Soanes placenta NbSHP Homo 
gb.7i75hD8.6l Soares placseiilaNb2HP Homo 
pfoisase, ssrine^ 12 (neuiolrypGln. molo 
ESTs 

ESTs, Weakly similar to 138022 hvpolhell 

EST 

ESTs 

l^man DNA sectMenoo tiorn clone RP5-104GG1 

ESTs 

E&T 

ESTs 

hypolhetiCBl protein FlJ22g3B 
ESTs 

alpha23«{s)ylban5ferase 
memfaranMpamlng 4-dom8liis, subfamily A 
ESTb 
£8Ts 

cIiFonx»aniB eopen reading frame 11 

EST 

ESTs 

K)AA0225 protein 

lung ^p»l cell mcfnbrand-assoclalQd gly 

gbiznOSbiarl Straltegeo9 hNT neuran (937 

HomosaplsnscDNA FU134101is, done PL 

cadhariiHilB praleui VR2D 

E6Ta 

EGTb 

ESTs 

ESTs 

ESTs 

KIAA1451 pn^n 
ESTs 

ESTa. Modaratety aiiallar to t54374gei» 

ESTs 

ESTs, ritoileratoly simhrto ALl;r_NUMAN A 

ESTs 

ESTs 

atiSn rdated pnlBhi 293 cofvptaK, aubun 

G protelrH»u|))Bd iGcapbr 64 

hypolbolfcal pndra nJ14834 

ESTi 

ESTs 

ESTa 

ESTs 

gb:ys64b03.sl 8oara8rB|iruN2b4HRHomo 

ESTs 

ESTs 

EST 

transcripdonal co^cdvalorwilh PDZ-U 

ESTs 

ESTs 

lipoma HMGICIuslon paitoaFlite 3 

ESTs 

ESTs 

ESTs 
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U7627 


N36113 


Hs.44789 


ESTs. Weakly amiar to 634067 hypothet 




117B53 


N36S7Q 


Hs,194214 


ESTs 




lt7695 


N4D953 


H&.45093 


EST 




117697 


N40976 




gb.^0b06.5l Soares^ulUpleLSclerosfe. 


5 


117766 


(047607 


H5.46767 


EST 




117BQ7 


N4870t 


HS.46S23 


EST 




117618 


N4B872 




gb:yy77a05j3l SoBre^_mutliple_sderosTs_ 




117662 


NdOIOI 


K&.3D1406 


h^olheScal proldn PP3501 


10 


117387 


N51935 


Hs.47374 


Homo sapiens cONA FU 13561 fia, cbnB Pl_ 


118074 


N54168 


Hb.1 30323 


Hano sapiens, done )MAGE:396043^ mRNA 




118114 


N56d75 


Hs.1 43212 


cysl^n F (leulsDcysTatin) 




118151 


N56276 


Hs229ll9 


EST 




11B270 




Hs.48e53 


ESTb 


15 


118291 


re3076 


HB.t3B746 


EST 


118358 


N64017 


yte.144633 


hypdhetlcsf proten DKFZ|}434F2322 




116383 


N64529 


HS.490D1 


EST 




118412 


M64858 


Hs.97437 


oenifosomBl proldn 1 




11B433 


N66248 


H6.141609 


EST 


20 


11&6D0 


N69222 


KS.23B936 


ESTSp We9% BiiNlar (d (defline not w 


118641 


N70296 


H549629 


ESTs 




118643 


N70324 


H5,49640 


ESTs 




116895 


Nn761 


Hs^OBl 


KlAA1199protsan 




116915 


Ngi481 


Hs.54713 


ESTs 


25 


119041 


R02S91 


HB.2B4294 


Breakpoint duster region protein, uteri 


119069 


R27619 


HS.231D46 


EST 




119105 


R42357 


}1s^1453 


ESTs 




119154 


R61293 




gb:yh07a05.&1 Soaros hibnt brain INl&K 




119241 


T12559 




0b:CHRgOD79 ChramoEonne 9 exon II Homo sa 


30 


119269 


T16367 


H8.65327 


EST 


119310 


T40427 




gkyaOt«06«2 Strstageno lung (937210) H 




119345 


T63474 


HSJ50696 


EST 




119363 


T66667 


Hs.187402 


ESTa 




119390 


T89122 


Kte.249712 


ESTs. WeaWy similar to ALUIJIUMAK ALU 


35 


119423 


T99544 


Hs. 173734 


ESTs, Weakty similar to ALU1_HUMAN ALU 


119428 


W02129 


Hs^242 


EST 




119529 


W3B053 








fl979S 


W73370 


rtB.339722 


ESTb. slcnilar to S039l7fibronec 




119B17 


W74257 


Ha.isgego 


ESTs 


40 


119631 


W78O50 


Hs.58419 


DKFZP586L2024 protein 


11993D 


W86471 


H8,151624 


liypocretln (ore^dn) joceptor 2 




120039 


W92548 


B5.94g85 


ESTs 




120256 


AA169B01 


Hs.98710 


hypoihelicsl pratdn 




1202B4 


AA182626 




gbzi»54d11ji Stratagena NT2 neuron^ pr 


45 


120350 


AA211300 


Hs.10e514 


K1AA0627 protein; Prosophia fmilSpla as 


120379 


M227849 




9b:OKFZp434Bl622^ 434 {synonym: hie53) 




120383 


AA2260a0 


Hs.123122 


FSH prtnaiY response {LRPR1 , ral) liomob 




120420 


AA236031 


Hs.112865 


spDid eord-deitved growth factor-B 




120437 


AA243427 


Hb.104311 


nowl pR>l8m willh MAMdcxiiali 


50 


120461 


AA251301 


H&253369 


ESTs 


12D5B4 


AA2B2054 


HS.S094 


nng finger proteki 10 




120611 


AA284178 


H3.110637 


hofflfioboKAlO 




120628 


AA266064 


H9.104485 


EST 




120698 


AA291S03 


H&^249 


£ST8 


55 


120747 


AA302976 


Hs^72 


ESTs 


120749 


AA3D3235 




gb:^14644 TflSliB turmr Homo sapiens cD 




120782 


AA311972 


HSi22885 


hypolholied protdn FU23548 




120651 


AA34g662 


H3.174248 


ESTs 




120666 


AA350718 


Hs^1272 


ESTs 


60 


120948 


AA397a30 


H8.98347 


E&Ts, We^dmllarto JC53QS iBs&^p 


120996 


AA398261 


HS.30B114 


ESTs 




121036 


AA3ge536 


H5.97365 


EiSTs 




121065 


AA39&6SB 


H&97300 


ESTS 




121067 


AA39B662 


H3^Q2 


ESTs 


65 


121071 


AA386678 


Hs.i3gas5 


ESTs 


1210B2 


AA3gB722 




g1xzirah07js1 GoareOesHGLNHT Bofnosap 




121172 


AA4O0O13 


Hs^7750 


EST.Vy^slnHsrtoMPLSRAT MCROTUB 




121191 


AMOQ205 


K3.104447 


ESTs 




121354 


AA40S364 


Hs.193737 


ESTs 


70 


121393 


AA405981 


Hs.262843 


ESTs 


121399 


AM06059 




EST 




121479 


AA411911 


H&98110 


ESTs 




121498 


AM12033 


Hs.178045 


ESTs 




121704 


AM18743 


H8.g63C6 


KIAA1662 protein 


75- 


121736 


AA421131 


Hfi.14B5l5 


Human done 23564 mRNA sequence 


122196 


AA435692 


H5.97541 


ESTs 




122220 


AM36011 


HB.98187 


ESTs 




122250 


AM3G692 


Ha.gBB92 


EST 




122279 


AA437209 


Hs.234016 


ESTs 


80 


122286 


M4372S9 


Hs.104944 


ESTs 


122330 


AA442870 


H&g6628 


Honn sapiens, dons IMAGE:4214491. nmK 




122338 


AA443311 


HSJ9&998 


ESTs 




122355 


AA4437B9 


Hs.1d37a 


OGI-30 protein 




122590 


AM53264 


HS^9310 


ESTs 
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12Z74B 

122805 

122841 

122899 

122933 

123005 

123142 

123153 

123168 

123188 

123276 

123305 

12332S 

123450 

123464 

1236SO 

123700 

123Q5B 

123663 

124046 

1240S9 

124196 

124197 

124229 

124230 

124241 

124251 

124400 

124416 

124570 

1245^5 

524589 

124596 

124655 

124706 

12484B 

124882 

124696 

125066 

125145 

12S218 

125342 

125351 

125419 

125424 



125539 
125633 
125689 
1257D7 
125790 
125376 



\2sm 

125876 



12801S 
126032 



126107 
126154 
126199 
126207 
126227 



126373 
12637B 
126383 
126403 
126525 
125527 
126566 
1265B3 
126610 
126622 
126533 
126727 
126762 
125775 
126783 
1268B2 
12B94S 



AA45a791 

M460702 

AM6153S 

AM6996Q 

AA47672a 

AA479725 

AM&7504 

AA48a349 

AA4S8881 

AA489092 

AA491270 

AA496133 

AA4SEg68 

AAS98gi3 

AA599014 

AA609332 

AA509606 

AA520fi21 

M820e73 

F10243 

F13673 

K62S17 

H5Z921 

H627g3 

K63111 

H65947 

H682B5 

N30597 

N34042 

N67117 

NB816B 

NB9137 

N7D294 

N99176 

R07499 

RG0135 

R74041 

RB2646 

T91161 

W380Q1 

W73409 

AIG5S916 

T96520 

A1076a22 

T99667 

R144S7 

Rt7870 

AA908225 

R4a940 

C14616 

AAS6B325 

AA324g67 

Rg4247 

AI40DS64 

AA495891 

ti54857 

HS4665 

H59735 

H6S582 

H7915S 

AI0041D5 

M0Q0492 

W7793B 

N27236 

M830432 

R1606 

AA347e42 

AA8856g4 

N733BB 

AABa4833 

AA548559 

W6724S 

W92d95 

AA46033a 

AA6g9443 

AA205893 

AA03723O 

AA064671 

SB63B2 

M126D47 

AA761143 

R51B77 

AI311457 



Hs.82772 

Hs^BSOd 

HS.17B420 

H6.107537 

Hs.52620 

Hs.105718 

H&^4806 

K8.1DS21B 

Kls.177726 

Hs.187046 



H3.1 11207 
Hs.t53321 
Hs.180696 
H&19ig56 
Hs.112911 
Hs.112916 

HsJS3713 
Ks.1 44167 

H8^6BB45 

H&^55 

HB.1GS355 

Hs.ia7924 

H6,179152 

Hs^1674 

Hs.102608 

Hs,191361 
H£^9137 
Hs.102914 
H8.193512 
H8.2D349B 
Hs.101539 
Hs.273789 
Hs.173680 

HS.1Q3185 

H6.133552 

Hs.324746 

Hs.134544 

H5.18564 

H8.17110 

Hs.248120 

Hs.15463 

Hb.108043 

H5.99962 

HS.72S8 

H3^414 

Hs.177516 

HS.1G2290 

HS^I 

H5.167583 

H3.2G9DS5 

H&3084B6 

»feJ93361 

H9.1904a8 

HS.125B29 

H6.83583 

Hs.269Qa4 

Ha>t4701 

HS.B079 

HS^298 

Hs.125976 

Hs.166432 

Hs,103a53 

Ha.103142 

HS.Z79746 

Hs.191391 

H5.193213 

B9u3l5367 

HS.1350M 

Hb.957 

H3L2S05B1 
1^^845 
H8^72 



gb:aaBBcOZs1 Sfratagens fetol reGna 93 

collagen, type XI. atphs 1 

WAS protein feni9y» member 2 

ESTs, Highl/ ainlar to WASP interacUng 

chromosome 7 open reading frame 2 

intBgrin, beta B 

EST 

l^olheOcal protein MGC4189 
EST 

ESTs 
ESTs 

gixzvS 16*12^1 SbapS5_tesDs_NKT Homosap 
0b»a42bOas1 Soares.NhHhPuJSI Homos&pi 
ESTs 

Homo sapiens cDNA FIJ10577 fe, dono NT 

ESTs 

ESTa 

EST 

Esnrs 

gb:HSC3CC122 nomnallzfid Infait hiam cDN 
ESTs, Weddy elntlisr to S640S4 hypolheG 
^Ts 

gb^6c:09.Bl SoaresfelilUver spleen 
ESTs 

Komo sapiens EST ftom done 208499. liili 
ESTs, Moderately similar bZNgi_HUMAN Z 
E&Ts 

toll-llterecep|pr7 

ESTs 

ESTs 

gb:z3l 1c01 .si Soares feld liver spleen 
ESTs. Weakly ^lar to 138022 hvpoVtsQ 
ESTs. Weakly slrhllar to A56194 Hiromboxa 
ESTs 

ESTs. We^svdlar»> ALU8_HUWU« ALU 

EST 

ESTs 

eSTs 

Intsrteiikin 1 receptor aocesso^ pcotdn 

ESTs 
ESTs 

alphH-2-H&{||yDopn}toln 

ESTs 

ESTs 

Homo sapiens mHN A: cDNA DKFZp434C2016 (f 

G pititetn-ooupled receptor 21 

Homo saplensp done lMAGE295g994, mRNA 

Frlsnd leukemia virus Inte^allon 1 

VVht inhibQay factor-1 

pfoteoglycan 2. bone mamjw (natural Ml 

Uphenyl hiydmlaae^ike (senne hydrolas 

BTB and CMC homo1og)r 1> teste leudne s 

hioh density llpoproldn kdndlno protdn 

ESTs. HighV similar to JC2463 vasoscBv 

ESTs 

E8T6 

ESTs. HigMy slmttor to KIAA034g IKsapl 

ESTs 

ESTs 

Kbmo sapiens. Similar to nudesr kicalk 
ESTs 

sctin related protein 2/3 complex, subun 

ESTs 

ESTs 

B eeH RAG assodatod protein 
gb7y62a11^1 Sosre^utOpJejsderosts^ 
KIAA1151 proteh 

ESTs. Weddy similar to S71949 met^opr 
ESTs 

hypDthBllBflt pnilein FU2D043 

ESTs 

vanllCold recaptor-Uke protein 1 

ESTs 

ESTs 

Homo sapiens, Sfmlarto tiypothetical pr 
cystadn C (smyk){d angnpsRiy and ce reb 
glKzm13b04.s1 Stralagene pancreas {93720 
pulalive opfoM receptor, neuromedin K ( 
gb:zn08d10.s1 SlraiaBensbNT neuron {937 
SWUSNF related, mabtc assodated. acG 
ESTs 
ESTs 
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127WO 


M641B12 


H5.190037 


EETfi 


127087 


AA36a418 


Hs.88012 


SHP2mteraclingiransinsmbran8 adeiplor 


127187 


AA297138 


H5^7422 


ESTs» WeaWy sJmllar to S7 1 949 melallopr 


127215 


A1246377 


Hs,1 27675 


C6ro}(14lpafu«:fnosis. neuronal 6 (epile 


127229 


AA318181 


Hs.61635 


ebc iFanainembrane epMlal anilgen of 


127276 


AA342715 




gb£ST4S309 Fetal spleen Homo sspteiecD 


127299 


AA36Q710 


H6,1 58480 


ESTs 


127325 


AA393073 


Hb.1 26099 


CSTs 


127347 


AA428350 


HS.5B389 


hypothBtjcsl pcotein MGC40gO 


127401 


AA911944 


Hs.1 27639 


ESTs 


127420 


AAfiS95&2 


Hs.32171 


Homosapens done 191 B7 plaoentaexpres 


12743B 


AI224421 


H3.77100 


general transcriplfon factor IE, potype 


127441 


AA83S6B4 


H5:»7601 


Homo caplens cDNA FU13B30 lis, clone TH 


127449 


AI421686 


Hs.75722 


ribophorin 11 


127493 


AASOBOSI 


Hs.291701 


£STs 


127505 


AAS94244 


H9.292245 


ESTfi. WsaMr slmiterlo ALUIJ^UMAN ALU S 


127620 


AI02S699 


HS.1162DD 


EST8 


127623 


M773234 


HS.271B77 


anQitspnolBi-ikB 2 


127633 


A13396D9 


H$,26853e 


podasGlum vollag&gatod channel. Islt^ral 


127701 


AA935466 




gb:zl84c06.sl SoaresjneaLglancLNSHPG 


127713 


AA688322 


HS.1506B3 


ESTs 


127722 


AA700444 


Hs.189ia6 


ESTs, Weakly similar to ALUO_HUMAN IIU 


127733 


M704680 


HS.1890D5 


ESTs 


127816 


M74a646 


H&120604 


E&Ts, VteBMy siirilB-10 YAOa_HUMAN HVPOT 


127966 


A1493406 


Hs,292514 


ESTs 


127973 


A1336794 


H3.129n7 


ESTs 


127969 


AA9D9267 


H6.132413 


ESTs 


127987 


AI281549 


HS311QS4 


Homo sapiens mRNA fid! length Insert cDM 


12B016 


N92597 


H5.62B89 


bimar ibjbcIIqr anligen (gp66) 1 


128037 


AAS68394 


H&.161129 


ESTs, Vhekfy ^3ar io 81 8966 cyiflaelS 


128053 


T65605 


HB.K377 


ESTs, Moderate^ similar to KIAA1^9 pre 


128066 


AAe84836 


Hs.ia9171 


ESTs 


126071 


AAflB939& 


Hs.189241 


ESTs 


12B091 


AAg04559 


Hs.129329 




128113 


A1341423 


HS.28B433 


neunririinin 


128145 


A149W67 


Hs.1666e9 


solute cenier fanily 4, sodium Incfirbon 


12B167 


AAS32961 


Hs^752 


UDBhoraf^zed liemBtopdetlo stemiltxDoe 


12B19S 


Af14386G 


Hs.127776 


E&Ts 


128265 


T95851 


H9,t769l 


E8T8 


128283 


AI076570 


Hs.134063 


ESTs 


126309 


AI457235 


Hs,166479 


ESTs 


12B313 


AI051250 


Hb.167775 


ESTs 


12B346 


At088907 


Hs.1601fl9 


ESTs 


128359 


AI096526 


Hs.270244 


ESTs, \Afe^5imilarto 13B022 hypottisH 


128369 


F12SS1 


Hs.30445 


Homo sapiens cDNA FU146B7 fis. dona NT 


128371 


HI 2876 


HB.2S3076 


hQAT4 


126421 


177876 


H&268589 


ESTs 


120453 


XD2761 


K8.287820 


fibronectfn 1 


128496 


T63495 


H8,32944 


InosItDl poiyphosphaM-phosiitiatase; ty 


128514 


H84261 


H9.301693 


Komosaptena, clone IMAGE:363B994« mRNA. 


128551 


HogosB 


H6^3SB 


KIAA11 17 protein 


12B6B3 


AA316862 


H8,9BD5 


deavagd and pofyadenylstlon epecffic fa 


128731 


AF005271 


HS.1D4555 


nQDiiopep8de FF-emlda pepb'de precursor 


128343 


AA234141 


H6.275675 


\ssltBtm pao (WD40«)ntaHi]na) subuiA B 


128988 


AA41104O 


Hs^414a 


ESTs 


129016 


W84524 


Ks.184194 


^ansmenifarane 4 superfatnlly member 5 ' 


129021 


AA426406 


H8.1730B1 


KIAA0630 protein 


129095 


L1235Q 


Hs.10e623 


1hroinbcispondh2 


129171 


AA23404a 


Hs,7753 


calimsnin 


129188 


M30257 


H&109225 


vasculare^ adhesion molecrie 1 


129410 


U25987 


Hs.272820 


pregnanqr specHic ba1a>1-g1yooproteii 9 


129467 


AA410311 


H84420S 


hypolhs&al protein FU231S3 


12951 B 


AA369807 


Ha,112238 


ESTs 


129534 


R73640 


H&.11260 


hypolhotlcal protein FU11264 


129632 


127213 


Ks.1175 


sohilB ssnier feirely 4, anion eochanger 


129691 


XDG7D0 


Hb.119571 


ool^, ^pa M. dpha t (^lei&Danl 


129881 


AA458952 


H3.181406 


hypotheBcal praleki FU22301 


129990 


N30316 




gtr.yw75b05Ls1 Soare6LFlacaii^6lD9week^ 


130049 


V01515 


H&i4eo 


flfucagon 


130171 


AA454177 


KS245257 


ESTs, Wi^ siotilar to MBOIOX-Bntod 


130411 


AA5QS009 


H3.t6g9l0 


KIAAD173 gene prodiicf 


130479 


R44163 


H&12457 


hypdhelfcal pn>!smFLJ10B14 


130511 


L32137 


H&15B4 


csriiege oTtgomerfc matrix protein (pso 


130521 


U92971 


Hs.194351 


GOfigulatfontxtorll (thrombin) recepte 


130645 


AAQ20942 


KS.1720D 


STAM-iace piotsin conlaning SH3 and ITA 


130655 


N92934 


Hs.17409 


cystelna-ifdh protein 1 (intes&nal) 


130GS6 


Z20481 


H5.33098B 


Homo sapiens. Sbullar to Bicaudal 0 (pro 


130889 


057622 


Hs^9B5 


stn^-assodated polypeptide, SOkD 


1310&4 


AA59B441 


Hs^BS 


DKFZP434K2235piDten 


131070 


F13694 


H5^07 


ESTs 


131189 


L167B2 


Hs^D 


M^hase phosphoprOleVi 1 


131318 


X51699 


Hs.i25S8 


tone gamniBCflrtxn^glulamde (pte) prolel 


131SG8 


W47579 




KIAA11 94 protein 



543 



wo 03/042661 



PCT/US02/36810 



10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



131551 


AA127e67 


H5.28606 


131563 


C2D547 


HsJ02aiO 


131830 


U33054 


HS3Z959 


131679 


M017161 


K9,33792 


13a)17 


W67251 


Hs.267659 


132025 


usasie 


Hs3745 


1320S6 


AA131410 


Ms^64 


132159 


D76436 


Hb-41154 


132164 


U84573 


Hs.41270 


1321B0 


AA4055&9 


Hs.418 


132223 


R77451 


Hs.4245 


132238 


AA453446 


H6/42673 


132406 


FD9979 


K3.4774 


132945 


N40559 


Hs.6129 


133185 


AA481404 


Hs.6886 


133193 


C14015 


Hs.303a75 


133370 


AA1S8B97 


Ha.72l57 


13340& 


U22172 


Hs.179697 


133409 


U659ia 


H6J3078 


139591 


TB2292 


H5.76111 


133B9Q 


XG0588 


Hs.77432 


134137 


F10045 


Hs.79347 


134339 


AA478971 


NsjBigaa 


134421 


AA1223B6 


Hsj829B5 


134462 


U11037 


HG.181300 


134515 


C20737 


H3.a4469 


134527 


T40835 


Hs^22978 


134711 


XD4011 


H&,68974 


134S24 


S7&723 


Hs.25fl623 


134854 


J03464 


Hs.179573 


134921 


W60166 


H6.125511 


135003 


H42527 


Hs^l02 


135210 


W90522 


HS.93S89 


135348 


AA442054 


HS.26B177 


100547 


HB2149-HT2219 




100572 


HG2271-KT2367 


HSL73995 


100667 


HG3115-HT3291 




100685 


HG315'HT315 


Hs.272620 


101447 


M2i3D5 




102329 


U35407 


K&1580B4 


10^2 


X0S232 


Hs^3326 


103036 


K54925 


H5.831&9 


103206 


>C72755 


H8.77367 


103260 


X78416 


Rs.3155 


103761 


AAQB2B24 




104113 


AM27510 


H5.181202 


104316 


061871 


H5.330621 


1D4453 


M191&9 


Hs.123114 


104666 


AA007312 




104918 


AA056686 


H8.1S5489 


106151 


AA424958 


Hs.294132 


106899 


AA450107 


hl8.21763 


iora79 


U93868 


Hs.33a861 


107412 


W26105 


Hs.2fl7797 


107652 


AMMOISS 


Kb^2 


107754 


AA0174B2 


Hs.2fi9244 


107897 


AAD26240 




10B2Sfi 


AA059473 


H&66783 


108497 


AA06307D 




106710 


M121960 




109032 


M15G578 


Ha.fi947 


108D43 


M159605 


H5J2S00 


109560 


F0177B 


H5.13174Q 


110672 


H6D523 


H3.37a44 


110887 


H93005 


Hs.177311 


111418 


RD1084 


H&190B1 


111607 


TW772B 


N3,268666 


111644 


R16539 


Hs.223649 


111919 


E^39926 


Hs.21031 


112102 


R44840 


145326475 


112229 


RS0g38 


Hs.24949 


112309 


R55021 




11236B 


R59371 


Hs.26653 


112^97 


R6Q822 


Hsjzeaos 


112532 


Rfi9824 


Hs^13 


112858 


Ta2963 


Hs.4454 


113170 


T54342 


Hs.270373 


113^1 


T705B0 


H8.13759 


113404 


T82323 


Hs.70a37 


113420 


TB3964 


Hs.15400 


113S13 


T93337 


Hs.17167 


113663 


795909 




113790 


W3317B 


H9^12 



Homo SE^iens cDNA: FU221 15 lis. dona H 
Movel human geas mapping to chomosome 20 
G protein-coupled receptor fdnsse 2 (Dn> 
ESTs 

vav 3 oncogene . 
mUk fat globu{e>EGF feclor & protein 
Hbinosai^ens dona 24877 mRN^sequsnca 
23c far[i\Y werrbts' 1 {odd-pafred Drosophi 
procollagenrly^nd, 2^xogIutarale5-dio 
fibrablfist aclivalton prolan, alpha 
chrainosoma 11 hypothetical protein 0RF3 
EST6 

Hcini06i|]iBn& mRNA; cDNA DKF2p761Cl7l2 (f 
ATP-fannding caSBStte, 8ub4aniily B (MDRf 
hypothefcal protah DKFZp564O1064 
EST 

DKFZP564I1922 protein 

Human DMA damage fap«ir and ramblhallo 

dueled hi azoDspanniaJite 

probasa, serine;, 11 (IGF binding) 

flpidennal gnm/lh factor recaplar (aviso 

K1AA0211 oena pmduct 

dlsaUad (DroEop^ila) homotog 2{mnDgan 

cdlagen, ^peV,aJpha2 

6el-1 (8UppnBsoror6n-12, C^garaV 

ESTs 

EST 

cybchrofne b-245^ beta polypepHde (chro 
S-MraKyirypisrnlne (serotonin] racQpior 
colagenf1ypi9laltph8 2 

Homo sapiens mRNA; cDNA OKFZp434PtS30 (T 
tridnrtilnophslangeal &yndronr» ) 
hypothetical protein OKF2p584B1162 
ptiosph<^lp356 Q, ganima 1 (lomierly subfy 
gbiHomo oapsDns mucin (mucin) mRNA, part 
filsggrin 

gb:^man Gollknbp gena, axon 2. 
pregnancy spsdficbctH-l-^lycoproleb 9 
gb^uman dptiasatel&te and GatellHa 3 
patoxisQm&feceplor 1 

rretailoprDlatnBse 3 (strotnelysin 
maMKmataAlqjmtQ'nasel (InteislHIal 
monolwio induced gamma InMBran 
cBsein, alr^a 

glxzoOBbO&sl Sfratagene neuroepKlielkim 

li]PpotheGcai pioteln FLJ10038 

EST 

cyslaUnSN 

gb:EST3754£B MAGEcesequenoflSt MAGHHomo 

NSVassodated protein 1 

ESTs 

JM5pro3fifn 

po)yniBTB» (RNA) Hi (DNA directed) 021i 
i#grfni beta 1 (flbronectln racaptor, 
ESTa» VfeakV Miar to AUJFJ^UMAK 
EST3 

gl]:no77a05.Bl NCLCGAP_AA1 HomosaplanB 
EST 

flb2nil85a05.^ S&aitagane ovaran cancer 
gb2in24g09j1 Sfntegene pancreas {9372D 
flisl Iranslbining oncogene (deilved from 

ESTs 

HQmo«apteiBcDNA:FU22S62fe, dowH 



ESTs 
E8T6 

EST. Mnlai^y slmll? 1o Cd-7 MalaHo 
ESTs. WeaMy Glmllar to 176685 serineflh 
ESTs 
ESTa 

gbvj76d05,s1 8oare& breast SNbHBstHonio 
EST5 

ESTs. Weakly sintlarto putaUve p150 [ 

ECTa 

ESTs 

ESTs, Weekty slmlar to S6SB57 filpha-IC 
R^83A (ntoracflng protein (rablh3>4tka 
ImniDnoglobuIln superiamHy; inBnibBr4 
ESTs. Weakly Blmilar b S65B24 reverso 
STa. Highly similar to LRR FLM Mara 
gb:ya47ga7^1 Soaiea M lirar sptaen 
ESTs 
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113889 

114016 

114251 

1151B7 

115722 

115775 

1163B0 

116651 

117009 

117329 

117B23 

118387 

110456 

11«741 

118771 

119075 

119217 

11^ 

113347 

120006 

120441 

120651 

120B11 

121186 

121589 

122146 

122261 

12235Z 

122433 

122469 

122554 

122857 

122889 

123399 

123662 

123752 

123792 

123990 

123S81 

124128 

124404 

124557 

124703 

124867 

125092 

125111 

126331 

125349 

125426 

125436 

12546S 

125515 

125626 

125656 

125743 

125757 

126760 

125804 

125967 



W72720 
W90571 



126081 
126150 
126171 
126198 
126224 



126343 
126406 
12S418 
126479 
126500 
126520 
126701 
126713 
126739 
126745 
126846 
126872 
126952 
127036 
127039 
127067 
127063 



AA261B05 

AM17297 

AA424030 

AA598455 

020456 

He5422 

N2368D 

N32526 

N64579 

N66580 

N74042 

N74690 

R364S1 

R95776 

T26914 

T64349 

W90106 

AA24358a 

AA287286 

AA346654 

AA40D156 

AM16770 

AA4355a4 

AA436B30 

M443725 

AA447417 

AA448342 

M451BB6 

AA463a7S 

AA465704 

AA521274 

AA6093B5 

AAaiOQ13 

AA620333 

AAfi21223 

020797 

Hiasi7 

N319g8 

N66025 

R07294 

R66871 

T92S44 

T96240 

A1422g96 

T87826 

R43g63 

R64472 

AI375276 

R13353 

/M03aB64 

AAD40118 

H17151 

AI27490S 

W03020 

R79519 

AI3412D6 

Aiigoin 

AI346024 

AA018427 

AA704771 

A1469356 

AI0972BD 

AA194G03 

AA828890 

AA0a4a98 

AA451775 

T78141 

AABBSaoe 

AA29296B 

AAS15212 

AA322718 

A1160709 

AA057506 

AAfi63527 

AAla6653 

AA19557S 

A1468998 

AA233366 

F06732 

244079 



HS.11D67 

HSJ1948 

Hs.44021 

Hs,59609 

>1s.46627 

MS.66B17 

Hs.229071 

H8.10a558 

Hs.93670 

H5.145532 



HS.ED421 

Hs.50547 

Hs.287820 

H3.237a(19 

Hs.132766 

H8.10B48 

HS.19003& 

Hs^657 

H6yS278B 

H3.339S0B 

Hs.g8255 

H5^73 

H&.d6g02 

H8.159677 

H$^549l 

Hs.l7a551 

Hs,154654 

KS.99S06 

HS.2B7687 

Hs.106516 

Hs.1 12703 

Hs.112e57 

Hs.1 12953 

Hb.95481 

Hs.1 64568 

Hs.1 64255 

H&141604 

Hs,30Da76 

H3.16&5DQ 

Hs,137548 

HS.17865B 

Hs.161378 

HS.16448Q 

Hk.184029 

HSu16l31 

HS.15B732 

tis.l807B9 
H&766B7 

Hs.166835 
N&40300 
*Hs.16899 
Hs,l73770 
Hs.144(13 
Hb227B35 
Ks.64616 
H8.101942 
H5.1Z7310 
Hs.4449a 
K5.73451 
H8.158701 

H8.12gQ64 

Hs.12285 

Hs.ia4376 

H5.72071 

H3.33g670 

Hs.309436 

HGJffl9D47 

Hs.116910 

H9.a5962 

H&27e916 

Ka.168lD3 

HS.9160B 



gb:zd61c03.s1 SoaresJetal.hearLNbHHl9yV 

ESTs 

ESTs 

Homo Gaptofls mRNAfor RJD0G65 protein, 

ESTb 

ESTs 

ESls 

EST 

ESTs 

Hbim saptens cOMA: RJ22E&4 lis, done H 
ESTs. Vteakly sWac to FV1 MOUSE FRIEND 
9b:yzSld11.Gl Morton Fatal Cochlea Komo 
gb:yy69f01 £l StiaiESjniilliple_9Glen»i8_ 
K1AA6203 sene pradud 
EBTs 

flbionecHn 1 
EST 

EAP3D subunlt of ELL oomplac 

glzyclOdOa^l StratagsnBluno (937210} H 

KIAA0ie7 gmpiDdiJct 

ESTs 

ESTs 

fragile X mental cetanJalion. autosomal 
hypothfilical prtdein RJ10120 
EST 

hypotheticBl pratem FU1315B 

ESTs 

ESTs 

ESTs 

ilbosomal protein L8 
cytochrome P490. subfarrily I (dioxln-Ind 
E6T. Weddy simlar k) GTK2„HUMAN SERIN 
Hoons^G cDNA: FLJ2196afiB, dtone H 
EST 

E8Ts,ModeialMyEiiiilldrbAF1711021 r 

gbaf18d04;5l SooesJesBs^NHT Knrio sap 

ESTs 

B5T 

ESTs 

fibrtibls&l growth factor? (keraiSncicytQ 

bypolh^IcaJ protein FU2Q857 

ESTs, Moderately siinilBr Id ALU 1J1UMANA 

eolulB canisr feotiiy 22 (organfc caBon 

ESTs 

CD84 anUoen (Mocyts aniigen) 
RAD23 {S. cQreraiae) homolbs B 
ESTe 

ESTS. Weakly slrnllar to T50G09 hypoUielt 
hypoltvetteal protein DKFZp761A052 
hypothatical proleirt FLJ12876 
ESTs 

9b7f7Bc04.r1 Soares in&nt brain 1KIB H 
8164 protein 

naubalspUngoiriydlnasQ (N^SMase) acfaV 

Slb;ym37305j1 SoBOslnbitlbraki 1NIB H 

ESTs. Higfily dmllBr to 18l4460Ap69439 

ca4)&ln3,^84) 

ESTs 

ESTs 

ESTs 

KlAA1049pidein 

chramosame 12 open reading frams 3 

ESTs 

E6T6 

Human DMA sequence torn dona 462023 on 
ESTs, WtoUy Gimnarfo S55D24 nebdlfn. 
ESTs 

8b7v41fi02.r1 Soajea fetalthier spleen 
Homo sapiens chromoGome 19. oosmii F2216 
EfiTs. ViteaMy strnllar to I55214saivaiy 
synaptosomat'sssodaled ptotebi, 23kD 
hypdhsM protein FLJ20O3B 
ESTs, WleaWy sImBarto AF14779D 1 lians 
ESTs. Wea% stmilar to Kl AA0927 pJOteln 
Homo sapieas cONA FLJ14059 lis, done HE 
gb3f4gg04.r1 Soares reltna N2b4HR Homo 
ESTs 

9b:UUK-BI3«Ia«-12<K)l.s1 NCLCGAPJSu 

tiyslluronan synlhasa 3 

nuclear receptor subfamly 1 , graiip D, m 

prp2B. US snRNP 100 kri pnrielh 

gkHSClJAOSI nonndlzBdinfanlfaialn cDN 

otoferfln 

545 



wo 03/042661 



PCT/US02/36810 



127116 


AA27a492 


Ksu288304 


127282 


AA347547 


Hs.185780 


127349 


AM1210a 


Hs.269350 


127352 


AA416577 


HS.1B9105 


1274B2 


AI337294 


Hs.105352 


127543 


AJ3G4367 


H&1S7392 


127563 


AA282433 




127556 


AA679B31 


H6.190228 


127659 


AA606B37 


H5.2dl5S9 


127993 


AAB47856 


Hs.124565 


128277 


AI018275 


Hs.269791 


128285 


M6345Bg 


H8.13351 


128317 


A105l9a0 


HS.3Q37S4 


128334 


A1D6O130 


Hs.134207 


126428 


AI185718 


Hs.143900 


12B582 


U22S63 


K8,101MD 


128592 


M47D056 


Hs.1 13994 


128751 


AA442274 


Hs.mi76 


129105 


AA224361 


Hs.1086ai 


129161 


N27334 


Ha.lBl780 


129246 


N99174 


H^.209063 


129361 


X6422S 


Hb.1 10713 


129S77 


AA424952 


HB.B29D6 


129600 


N789B0 


Hs^71599 


129989 


AF005a87 


H8^47433 


130D24 


U15197 


H3.1 13271 


130292 


U70136 


Hs.218791 


13D5B9 


AA23430B 


Hs.16441 


130736 


199386 




131238 


RS2327 


Hs.24625 


131378 


AA4638d6 


H5.203910 


131501 


M311G5 


Hs.29352 


131605 


AA2662Z0 


H&.29383 


131676 


C207B5 


H&306U 


131B61 


011925 


HS.1B424S 


131873 


H39997 


HS.1G6852 


132023 


FD1927 


Hs.3743 


132273 


AA4B971G 


H^365a 


13Z77D 


AA425647 


H3^6406 


1328SS 


D20925 


H5.68235 


133052 


R40166 


HsJ05826 


133373 


572487 


HS.73W6 


133446 


M2d322 


Hs.73800 


13469(3 


N70381 


HS.8&54 


134733 


l]03B44 


Hs.e9421 


134S85 


J054&0 


Hs^245B 


13S327 


AA4779B9 


K&99d0O 


136377 


021382 


Hs.99766 


13S396 


AA194075 


H8.2B727D 



Homo sapiens cONA FUl1529fis, <^e HE 

ESTs 

ESTs 

ESTs, Weaidy similo' lo NBR13 IHsaptens 

GalKAc alp1ia-2, 6-sl3ly1lFansfi9F35dt. I 

Homo sspiens cOMA RJ2D7B0 fe, clone CO 

Sb:aa63g02.r1 NCI_C:6AP_GCB1 HomosaiN'ens 

ESTs 

ESTs 

ESTs 

ESTs 

LanC (bacterial laniiblbbc synlhetase c 

EST& 

ESTa 

ESTs 

major hlstoccnupotibalFty complex, dass 
Hdmo sapiens cDNA FLJ207S6 fis» done 00 
ESTs 

Homo sapiens brsin tumor aasocialted prol 

hypolhelfcal pruiein FLJ2II241 

ESTs 

DEK oncogene (DMA bkidlRg) 

CDC20 {cell dMsKn cycle 20» & eet&A 

hypoOiatEd pial^ MGC1QS00 

activallng tran&CflpHon lador 6 

ABO blood group {IrsnsfQBse A. aI|Aa 1- 

prolef^jlycan 4^ (megakaiyocyte stimulaO 

DKFZP434H204 protein 

gbxnv89g07jsl Soaresjelaljlverj^pteeiu 

ESTs 

small gkitamlne-rk:}! teUalnoopepiide r 
tumor necfoas factor, alpha-induced pro 
Homo sapiens mRNA;cDNA DKFZp434E2321 (f 
ESTs 

KIAA0929 protein M3x2 nteraolbg nudea 
KIAA1683 protein 

matrix rneytoprotelnase 24 (msmbrane-m 

DKF2P58BL151 protein 

Homos^fens cDNA RJ13549 tis, clone PL 

lransport][i-<SR 

KIAAiese protein 

endolh^al ceR growth factor 1 (platel 
&decth P {granula membrane pralein 1 40 
Human transcription unH PVT gene, eixona 
CBFI Intefacflng oorepressor 
protein phosptistasQ 3 (IbfiiiBvly 2^, cat 
EST« 

KomosapioismRNA: cDNA1^<FZpS64JQ323(f 
ret prdo-Qfioogena (multiplB endocnne 



TABLE 44B 



Pkey: Unlquo Eos prabeset idenlilier numtier 
CAT nombsT Gena di^r number 
Aooession: Genbanic aocesaton nimibBis 



Pkear 

108497 



107897 
130736 
108710 
100943 
124675 
125439 
11TS87 
125515 
11S3B7 
126292 
102798 
126378 
125743 
126406 



GATnum1>er 
110079.? 



9177^1 

611414u1 

1335etL1 

45g76_1 

1656649.1 

46SS9(L1 

49Sa77J 

1B1_2 

327512.1 

34624.4 

244444.1 

5025^5 

95709.1 



AA074897 Ml 13914 AA064871 AA07g329 AA071309AA084710 AA129030AA07S042AA0747d4 AA0714S3AA070B03M149G^ 
M)22204 AA0741 59M1 2S1B5 AA0791 17 M1270B9 AAD7Q912 AA0792aO AA131372 MD78833 AA071087 M076131 AA071047 
AAa79401 AA083070 AA102076 M11S163 AA07419B M134725 AA113BD9 M121 103 AA075041 AA055148 AA071310M101144 
AAfi7g659/^7B931AA079209AA07D928AA06B994AM69917/UU)75187AM^ 

AA07143O AMDT6056 AA0^B4 AAa7a)53M128283 AA1Z607B AAGr;raB95AAD79208 AA074SB3 AAOTIOOe AAD7SG23 AA07OG27 

AA07B8Q2 AA076E22 AAOGSOGI AAa79143 AA0711 10 AA079434 M14874BAA<y?9230 AA0B5189 AA074485 AA0705BO AA076151 

AAQ831 66 AA0851 IB AA07B450 AA085044 M12D93B AA0792D0 M100ie8M0B1472 AA1223S5 AM29031 AA0S5362 AA06B220 

AAD7D940 AA075968 M074S63 AA0B4^M1 15929 

AA604872AAa26240 

A11E832fiT99395 

AA121959M12ig60 

AW8B4944 U)7517 AW669B0B 

N6816BN691&BN904SO 

AWB35B29 AAa26305 R01759 

N40976AA902795 

R13353R13a90Hll359 

NB4579 

AA49i328 N42312 

U68B96U88898AA916D56T03285M341S94A)359534At634a31 Uea&g? 

r»8924AA347842 

H17151I^19SB 

N766B3AAB340S6AA0340B2 
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127057 
119243 
111443 



127278 
103751 
126636 
127331 
127357 
126745 
126762 
126783 
112309 
126672 

12Q2B4 
111829 
104666 
127553 
12D379 



1Z7701 

128410 

114625 

109026 

108409 

100687 

109326 

123762 

116548 

12S145 

12S153 

116095 

102649 

1lB45e 

102660 

120716 

120749 

113663 

113889 

1DB25B 

101046 

129990 

122746 

124046 

108436 

124197 

101447 

106852 

101697 

108931 

101909 

117816 

119154 

119241 

119310 

119347 

119529 

112467 

112533 

1125BB 

121082 

123305 

123328 

100547 

123490 



1534976 J 
1774795_1 
31528 18 



240540J 

118557J 

eOB04J 

379388^.1 

2BB073_1 

104479J 

110350_1 

113368.1 

15769O0L1 

142696^1 

156963.1 

48638J 

82752_1 

202308J2 

34624.3 



4052B4J 

288070 

11168^1 

15043U 

113869J 

h'grjn329l 

9ertbanKM2ia719 

genbanK/A610013 

genbBntU320433 

ert1fezJV38001 

en1iBZjW3&234 

g9nbwK->IB392a 

gQnbankLUG8133 

genbaRK_K66S80 

enlTBizJCODSEa 

g9nfaanHJVA292700 

genbanKM303235 

genbankJOSSOO 

g9ibanK_W72720 

geiibai^kJU0B32e9 

enirezJCOUSO 

genb9nkJi30316 

g£inbanlLAA458791 

ge(ibanleF10243 

96nbariMA078801 

gBnibaffK.H52921 

eftteOI213D5 

genbanK/A133131 

en1i«zjA6435B 

0enbflnKM147185 

eiibe^S69265 

genbanK_N46872 

geabanKJ^1293 

ggnbarAcri2599 

9enbenKjr40427 

gBnbanXJ64349 

enbwLW3B053 

genbBnlLRd6706 

genbanH-Rfi9686 

99itenK.R77302 

genbadKJM390722 

genbfinleM496133 

9enbanlLAA49G96B 

Itor-Kr2219 

gen1iflnlU^A569723 



F0S732Z43705 
T12603T12604 

ABJ72503 AFZOfllBI AA61323B H12439 N76991 D76692 BE019603 M776439R37932T93615 AF07250B R00744 RD194a R686a5 

A112B496 AAB65193 AI797629 H13302 AF072506 NM_014590 AF072505 R00743 T93661 739519 R68740 H13097 N58614 W77302 

H01372 N41878 H04136 AA426511 AW971S53 AW9D0030 R76136 T52094AIS98135 AA7B1423 R760e6 R77278 AI39347B AA837267 

AI370707 R01901 R27412 N53177 AI379210 A1128526 AA25D958 R79323 RZ73B9 HD1325 N55Q91 T69704 AA568777 T47345 R27S91 

AA86036B AA729656 H04137 TB7297 CI 7420 AA293243 M419144 

AA342715AA367634 

AA131367AA0fi2e24 

AAfi57531 AA001527 

F20196AA622352 

AA424107AA4527B8 

AA047aS4 AAD575Q6 AA053a41 

AA064613AA064671 

AA963531 AA126047 AA074915AA14B649 
R55021 H26613 

AW450979 AA136GS3 AA136656 AW4t9381 AAd8435a AA492073 BE16894S AA80S054 AW23BQa8 BE01 1212 BEO1 1359 BE01 1367 
BE011368 BE0113626E011215 BE01 1365 BE011363 
AAl796S6AAie2626AAia2G03 
AF074991 R36070 

AW5643B5AA0O7312AI061711 AA318253 AW891655T93192 
AA505046 AWg69109 AA505047 

AL04272S BE063316 AW975610 AA457591 80062092 A1655202 AA714296 AI2B7264 AI07532t AA223286 AA071122 AA2Z7Bffl 

AA2l67D0AI6aGQC2AA10ie67 AA0g9426AA135g97ALD41696TO2B1S T51824 AA2D7188TS9Z30T51868 AA663341 6E165757 

AW91B1 04 AW392BB5 AA5B4918 AAOg9408 AW65639B AW861B99 AA053045 

AA679D64AA93S466 

AA424107AA452788 

AA0ei507 AA070071 AA07QB40 AA084362 

AA157811AA836869 

AA07S831 AA075S7B 

U8652 

AA210719 

AA610013 

020433 

W3B001 

W3B294 

H83d28 

U66133 

N66580 

xooa68 

AA292700 

AA303235 

T^09 

W72720 

AAD5326g 

K01160 

r^16 

AA458791 

F10243 

AA076S01 

K5S921 

M21305 

AA133131 

M64358 

AA.147la6 



N48B72 
Rfil293 
T125S9 
T40427 
TB4349 
VU3a053 
R6S706 



AM9ei33 
AA4969BB 
M57417 
AAiS99723 



TABLE 45A: 90 GENES DOWN-REGULATED IN RHEUMATOID ARTHRITIS COMPARGDTO NORMAL BODY 

T^ls 45A lists ^ut 90 ^enes dowiHsguIatcd tn ftiaomaltold arttirlOSw Tfisee ware selBdgd from 35403 prabesels on the AflymeM^tfEos HuDI GeneCMp. 

Phsy: Unqua Eos probeset identifier number 

ExApcn: Exemplar Accession ninnlbert Genbank aocsoslon number 

UiuganelD: Uhlgene DTimber 

Un^a Thte: Unigene gene tide 
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ExAocn 


UnlgenelD 


"100137 


013627 


Ks.l5071 


100240 


D31757 


Ks.75416 


100289 




Hs.179774 


1GQG58 


HQ2855-Hr2995 


Hs.75452 


10D763 


H(33597-HT3800 




100779 


HG3731-HT400t 


Hs.302063 


101091 


L06132 


Hs.l49155 


101155 


L13972 


H5.301G9B 


102223 


U24685 




102282 


U313B3 


Hs.79126 


102378 


LM0369 


H5.28491 


102386 


U4osg& 


Hs.ai728 


102389 


U41371 


Hs.75916 


102460 


U50327 


Hs.1432 


102556 


U59752 


Hs.30309i 


102605 


U64444 


Ha.1B1369 


102693 


U73824 


Hs.183684 


102710 


U77627 


Hb.1 13207 


102920 


X12451 


HS.7B05& 


102S2S 


XI 3238 


Hs.74649 


103166 


X57951 


H&180g09 


1032B3 


XBDiSg 


Hs.ea4Z2 


103463 


Y002&1 




103835 


AA172215 


Hs,g3748 


104796 


AA02g36a 


K&a3026 


105714 


AA291429 


H5.12211 


105927 


AA402g58 


HB.332D40 


105945 


AA404512 


HsJ4453 


10GOQ1 


AA410986 


H&.Sg63 


106027 


M412119 


H8.234793 


106227 


AA429262 


M5.196t3 


t0B295 


AM35664 


HS.8563 


106417 


AA44B0Q& 


K5,26ia2B 


107391 


W02B77 


H3,2S4294 


109107 


AA169180 


HS.2692B0 



1096B5 


FD9325 


Hs^02 


110021 


H1 1252 


Hb^037 


110738 


H3937D 


Hs.13g&48 


112746 


R93237 


Hs.74170 


113059 


T2B925 


Hs.172684 


113822 


W4735D 


H8.17466 


113S59 


W67225 


H5.13273 


113909 


W78127 


HS.S956 


114093 


M122i5B 




115399 


M2831S2 


HsJ2023 


116606 


D80217 


Hs.259842 


116533 


FOZ702 


Hs^6726 


119254 


T15B37 


Ks^9aa9 


119493 


W35384 


Hs.50477 


120108 


W85696 


H6.16803 


120BB6 


AA365586 


Hs^1342 


1209S3 


AA397911 


Hs.97499 


121303 


AA402441 


H3.303197 


121547 


AM12446 


HB.10477r 


123495 


AAS9QB50 


Hs.106747 


123608 


AA609144 


HS.112B51 


123748 


AA60d949 


Hs.112790 


124763 


R39610 


HsJ628B 


1253BB 


He0192 


Hb.76653 


125657 


AA48l7ig 


HS.15G540 


12SB70 


A1432621 


Hs.82665 


125662 


H45538 


H&10144a 


126S41 


AA2Mgi3 


H3.7as4 


126715 


R7Qieo 


Ks.241552 


126B17 


AA478542 


Hs.291623 


127112 


A1143gD5 


Ks.125103 


127273 


M335263 


Hs.144g50 


127615 


M7ia919 




127635 


AATsegos 


H8.116346 


128528 


R39234 


K9L2516g9 


129398 


AA437374 


Hs.234573 


129621 


M'1fl9459 


Hs.301005 


131037 


AA256171 


H&22391 


131328 


Vm512 


BSJ5647 


131631 


AA4a6B68 


Hs.2gd02 


132079 


K67964 


HS.3B694 


132455 


T1S774 


HS.4B92 


132582 


AA318S47 


HS27B712 


132S1Q 


AM431U 


HB.S326 


132755 


AABQSSOI 


H5.ia2636 


133192 


AA393&D4 


H8.67a62 



UnlgenaTltle 

chaperonlnoonielrargTCPtsubunftB (t 
OAZ assodatsd protein 2 
piDtBBsomB (prosome, macrapan] activslo 
Ileal sliock TOkD pfoteih 2 
gtxHum^ major hlstocompadblRfy comple 
rmmunoglobuln heavy constant mu 
voltage-dependent anion channel 1 
sielytlransfeTase A^ (belB^actosldsse 
gb^Komo sapiens immunogkibuTin lieavy cha 
guanine nucleotide binding protein 10 
speiTnld!nQAip&nnin& l^l-scetyllranBrerase 
uncllS (aetegaK) homotog 
sp^dng fiactor 3b, subiirit 2, 145kD 
piotefn Vln38e C si^£fle 80K-H 
pteciwtrin homotogy, Sec7 and coitedfeoi 
tibiqurtin fejslon degrad^on l-liks 
eutoryotlc translaiSon inib'Bb'on factor 
6 proto^-cDupled receptor 30 
cattiepsRiL 

pytDClrronid C osddasa subunit Vtc 
pefogdredoxin 1 
WLN51 ixctein 
ribophoiln I 

Homo sapiens cONA FLJ14€76 fia, done NT 
tiypolhelfcal protein PP2447 
GDP-lucofielmsparijer 1 
hypothBlicBl prole^ MGC13010 
mteiferon consensus seqiieius binding pr 
Homo sapiens mRNA {uU length tnseit cDN 
braakpolnldusler leglon 
ESTs 

sImila'toAPOBECl 

G prailsf n^pled receptor Idnase 7 

Bredipaint duster region pRTlBtit, uteri 

ESTs 

ESTs 

ESTs 

kviesm farrilly member 1C 

ffietallIoM]nern IE (function^) 

VB6lGl»-aseocfBtBd tnembrene protein 8 {e 

rettnolB acid reoepbor responder {lazaro 

KlAA0692pioletn 

h^poQietlcat protein FLJ2Q259 

Homo sapiens cDNA F1J1282S fls, dons NT 

core htsbne inacfoH2A22 

protein kinase, AMP^cHvated. oanma 2 n 

EjGTs, (nQhIy similar to 2f«91J1 UMAN ZMC 

matrix Gla prote^ 

RAB27A< member RAS oncogone liainly 

LUC7(S.i»revl3iaBVIIke 

liypothstlcal protein MGC4342 

ESTS. Vteakly Bimllvto unknown [Ksaple 

&«all CLUlyniphDma7C 

ESTs 

serine cartwKypeplidase 1 pracasor prat 

ESTs 

EST 

c^Hi 2» (mill) latga sufaioilt 

Homo salens mRNA; cOMA DKF^434N1728 (T 

HomD sapiens, clone 1MAGE:3954g51, mRNA, 

CD47 antfQsn {Rh-rdatBd aniigea, Inl^r 

metastasfs assodated 1 

zjndSiDa regulated transporter'SKe 

KlAAa268pRyifi{n 

ESTs, Weatdy simffiBrto unnamed proldn 

ESTs 

ESTs 

gbai«8a04.&1 SoaresLNhHMPM_S1 Homosapl 
ESTs. Highly s'lmilar to A46297 beta^l.B- 
ESTs. Weakly similar to IDN4-OGTR14 [H.s 
Homo sapiens mRNA for TL132 
purtne^ch element binding protein B 
ctmmoma 20Dpai leading fiame 3 
v>fas FBJ murine osfeosarooma viral onco 
5^ (Diosoptilla] homobg 2 
ESTs 

liomo sapiens done 24841 mRNA sequence 
euteryodc IranstaUon mffiafion lector 
adno add ayslem N transporter 2: porcu 
ESTs 

vacuolar protein sorShg 26 (yeast homd 
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10 



133437 
133449 
133649 
133814 
134378 
134419 
13454B 
134776 
135032 



R574ig 

A««)949Ba 

AA479t39 

M33882 

AR)Q606d 

L08O44 

U41515 

J05S82 

AA243497 



Hs.7370 

H&7381 

Ms.75393 

Hs.7«381 

(^2425 

HS.S29B1 

Hb.333455 



HS.173685 



phosp])otkiylfnosilol trsn&fer protein, b 
volfBge-dBpandenl anton chantiet 3 
acid phosphatase 1. soUibla 
myxovfrus (influecizB) rea'ctance 1, homo 
acOn relaled protein 2/3 comptex. subun 
IfefotI factor 3 fnlesUnal} 
Dete^d fn splil-1iandy^|^UIoot 1 legio 
mudn 1, bansmomhrane 
hypoliiBM|n}(BiiiFU12619 



TABLE 4SB 



15 



20 



25 



30 



35 



40 



Pkey: Unique Bos probeset (dsntHrar nisnber 
CATiuimber Gene cluster number 
Aooesslom Genbank accessnn nuihbeis 



Pkoy 

127615 
100763 
1Q2223 



CAT number Acoesslcns 



3e0951_1 AAB282l5AA7189ig 

tigr_KT3B00 X12432V0B693 ^ 

221 265 AF013616AA300d45}<fiS9ir7AFll622fi4AFDfi22SQZ47Z26Z^B9Z75374AF062t52AFaE2l46Z7^ 

Z75392 AP0B2196 AF0B219ZXBS904 1124685 AFD62181 Z47241 Z75376 AR1622i7Z47234XB4152AF0621B7AFD62t73 AftK16BZ47229 
M74018 WAtm X54441 Ma4512 L231 IS M84508 Z7S384 AJ2449B3 AJ245240 AI24503O AJ2A5042 M26998 U)3635 564473 AJ244997 AJ245013 
AJ27S535 U89765AF1 74049 AF174085 AF174(366 U97245 AJ245011 AJ245017 AJ24S028 AJ245a4t AJ245051 AJ24506S AJ245236 U223ai 
Z49t43 Z7466& AF0S7428 SG6098 Z70650 AJ244929 Af 006528 AF022004 AFa219B3 U0QSS6 M2450aS Z70617 Z70605 AJ2490S2 AJ24504S 
AF087424AFl74054867110li21257U21267 U21268Z354a2U7ll03AR)21991 L2351BZ7G644AJ245D36Z49141AF0S3001 Z74efl5Z46304 
AF021957 AF021990 AF022D05 AF052527 AF021847 Z71B04 270610 AF0621O4 249135 X64236 Z46341 Z463Q5 246307 Z49138 AJ24499B 
Z46342 AJ244931 AJ244S35 AJ244937 AJ24493B L12tft2 AJ244^ AJ244940 AJ244941 246306 AJ244S62 AFQe2234 AJ24^73 AJ2449B4 
AJ3449B5 AF1740B8 AJ279519 AJ279521 AJ279526 AJ245009 AJ27g531 Ai24500B AJ244934 AJ244391 AJ244890 AJ244988 AJ244967 XB7440 
AJ24S238 Z70625 Z70626 Z70641 Z70840 Z70643 AJ244975 Z7061 6 Z70637 AJ2443B2 AJ244967 AJ233377 AJ24S0S7 AF0Z1948 AF107239 
AJ245040 L34163 AF0B2231 Z70627 AF052t 1 3 AF006527 AFt74041 AJ273537 Z70642 U00497 Z70B39 AJ24S054 AJ244fl60 AJ279524 AJ244943 
AJ249631 AF035041 AJ245039 AJ245050 AF1 07233 AJ239362 AJ2449B9 Z46278 Z48290 Z4627-4 Z462B1 AJ239351 125293 AJ244944 AJ244951 
Z462B0Z46270AJ 246043 Z4fi27BAF107241 Z46271 Z4B277AJ245034Z46273AJ244992Z4B282Z70638 Z4e275AJ244972 246272 Z46279 
Z462fig AR1B7422 M74469 X64169 AF1D3243 X64155 AJ244942Z46316 AJ222547 Z45322Z48324Z46926Z46327 AJ222556Z46329 Z46330 
246302 AJ222Sfi1 Ai222549AJ22266aAJ222S70AJ222571 Z49139AJ222578 AJ222562AJ222577Z46323AJ222578AJ222566 Z4B315 
AJ222557 A1222564 AJ222559 AJ222573 AJ222575 Z4631B AJ222548 Z46319 AJ222652 AJ222550 AJ2225e7 AJ222658 AJ222563Z46317 
XB743BAJ222555 AJ240581 AF1031G1 AJ24OSe0AJa4O594Y 17929 AJ240553AJ240673 AJ24055BAJ240555Y17927 ¥17949 AJ240581 Y1794B 
Y17933Y17947Y17944Yl7928Y17931Y17934AJ240585Y17943Y17932Yl7930AJ240B90AJ2405BOY17945Ai2405S8CT^ 
AW364256 AFt032d9 AF103122X75D22 AF004937 Z30557 Z30677Z30573 230576 Z30561 Z3Q674Z30962Z30675 AW403129AI2D3192 
AW404253 AW237246 A1654630 H61354 



45 



50 



55 



65 



70 



75 



80 



TaUe 46A llsta aboul 714 genes uprogulatsd in esophogeal cancer reiaUwa to norniej body tissues. Tliasa genes were setected from SSeSO probesete on tte Eoa/Aflymetrix Hu03 
Genschip cn^. Oene expression d«|a for each prabeeet obtahed fiDm this analysis was fixprassed as average Intensi^ (AD. a nomvalizsd v^ue refieding Ihe reiatlve level of 
mRNAexpiassion. 

TaUe 47A lists about 1 13 gensB upragutabad in esophaQeal tumon reldve to normal esophsgus. -RiBsa genes were aelactod funi 596B0 probesets oi the Eos/AOymelfbc HiA3 
Goiechlp array. Gene oKpression data for each probaaatoblfliaed from this anriysis m axptessed as ararage (AQ. a normalM vdne lelteeting the relaOve levri of 
mra4A»Vre8slon^ 

Tdto 4BA nsb about 162 genes donnregulaldd m eaophogeal lumon nteGve to nonnal esophagus. These genss «ere sdecled from 59680 probeseis on the Eos/Al^melii ^ Hu(» 
Geneddp amy, Cans expression dataftr eabb fwoberaioUalned ftoni Bds ndyste was expraoBed aa average Intensity (AD. a normahzed vdue reflecUng Ifie (daGve levet of 
mlWAaxpression. 



60 TABLE 46A: 



Ptey: Uhtque Eos probesetUanlRsr nundw 

ExAccn: Btempiar Accession luimto, Oenbank aooessEon number 

UnigenalD: Unlgens number 

UrMigeneTlllB:llnlgane gene title . ^ 

R1: goihpefoenllleofesophage^tiirnorAlsdvtdedbylheTQIhliGm 
fhe mmerator and denom^oAor. 



Pie^ BcAcoi UnlgenalD UiUgeflaTilie 

JQ0287 Komo sapiens mRNA lor cddesmon. 7 UTR 

H&69319 CA11 

HS.1124GB &10D catduiti-blndlng proton A7 (psonas 

Target Exon 
H5.139322 small pndlne^rteh protein 3 
Hs.1fi67 ptogastifcsin (pepsinogen 0} 
Hs.1076 smali pralin&fich ppotoln IB {comilin) 

N WJD055$7*:Honu> saptsns keratin 16 {foes 
Hs.334309 IfflfBBnfiA 

Hs^B mainx metallopiotelnase 10 (stromelysin 
Hs.11261 smsii proline^lch protan 2A 

NM.DOZ42&Honio sapiens malrocroetallopro 
41B0Q7 lMiaS09 Hs.a3169 matrix fnatalopiDtBlnass 1 (interstWai 



413808 
411243 
422168 
401781 
424096 
425211 
417368 
401780 
42194B 
400239 
429538 



.AA5B6894 

AF077374 

M18667 

aE1852B9 

L42583 
XD7a20 
BE1B2592 



Til 

31i7 
26.08 
25.65 
2323 
21.3S 
20.37 
2a33 
18.94 
16.13 

ie.oi 

17.31 

i7ja 

16.96 
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430520 NMJI16190 Rs.242057 chromosonio t op^ reading frame 10 16.35 

4D8522 A1541214 H3.46320 Small prarme^fch prolan SPRK|haman, 16^ 

413278 BE5630B5 H5.833 fnterferon-sOmulatod prbtein, 15 kDa 15.64 

42^582 AI910Z7S trefoil factor 1 thraBstcancer.asIroge 14.86 

5 425679 X05997 Hs-159177 lipase, gasWc 14.53 

421773 W5a233 Ks.t 12457 ESTs 14.26 

433091 Y12642 Hs.3185 [ynvhacyte antigen 6 oomple)t, locus D 14^ 

422158 U0343 Hs.l 12341 protease InWbltor 3. sWrWeilwd {SKM. 1353 

444325 AW152516 Hs.l6757 ESTr 13.24 

10 431723 AW058350 Hs.l6762 HDiiiDsapDEnsmRNA;cDNADKFZp664B2062(f 13.19 

4207B3 At6S983a Bs.gg923 lectin, gdactoslde-bfndlng. solible^ 7 11.98 

423673 BE003054 HslIESS nrtab1xmGt2ilopiiDtelnsse12(macrDphBge 1Q.S9 

426350 Nhl.003245 Hs.2022 IransglutaWnaBeafEpolypeplide^prote 10.77 

432239 XB1334 Hs.2936 md[iixRiBNloproteinD&e13(oollagenase 10^1 

15 446292 AFoai4g7 H5.27g6B2 RhtypeCsjlycopraieln 9.69 

42197B AJ243662 Hs.110195 NIC&1 proWn 9.68 

44B811 Ate8037l Hs,t99460 E5T« 9.38 

453331 AI240665 ESTs 9.37 

423S34 MfVSSSSOB Hs.1689 heparln-btndbtggiowthlactor binding pr 9.28 

20 413719 Be4395M Hs.75498 smaflMnduc]WBcytDkinBsuhrarnIyA(Cy 9.16 

406687 M31126 malrix irefalloproteinase 11 (slromelyeln 9.13 

464034 tJhtQOOSgt Hs.S75 aMehy^fedehydrDgonase 3 family, meinber 9.04 

450701 H39960 K5288467 {lypolheScal prolsin 3ff'^l]9Bl5t 8.77 

418B8S Z3BB30 H8*73BB annewnAB a76 

25 42111Q fiJTSSIU Hs.1355 cathepslnE 8.42 

407788 8E514982 H^3B991 S10D Cfitciunv^inding protein A2 B.42 

424012 AW36B377 Ks.137568 tumor protein 63 kDawflli6lionghomok}g &3& 

423217 M^0DDQ94 Hs.1640 oollagBn,iypeVII. alpha 1 (Bpidemdys 8.18 

427668 Al79t495 H8.180142 crimnduWIcB sMn protein (CLSP) ail 

30 450375 AA009G47 a<£sintegrinaadmetalloprolalnasedorna B.03 

401785 m;L0fl2275*:Moma sapiens terdin 15 (KRT1 7.97 

445891 AW391342 Ks.ig9460 DPCR1 prataro 7.95 

437053 AU07701B H9.32a5 teratin4 7.93 

423271 W47225 H5.126256 Interieukin t, bela 7«80 

35 409757 NWL00189B Hs.l23114 cysteflnSN 7.74 

444342 NM_014398 Ks.10887 8irfvlEr1otyscsom&-assocIated membrane 7.64 

452836 U55011 Ks.30743 pieferenUaRy expressed anUgen In meTa 7.58 

429211 AI%26S3 Hfijg8249 gap Junction protein, beta 5 (connaKin 3 7.55 

428330 L22524 Hs,2256 matrix mBl^oprotainasa 7 (malrilysin, 7«2B 

40 448045 AJ29743& Hs.20lfi6 prostate stem cell anfigen 7.14 

408243 Y007B7 Hs.G24 InlerleiilAi 8 7.13 

429359 Wa0482 Hs.2399 matrix metalloprotelitasal 4 (mambrane-r 7.08 

437191 Nfcl.006846 H3.331555 wrinopfoteaaaiiifiibtlDf.Kazdtype. 5 7.D4 

407366 AF026942 H&.175ia ^iHomo sapiens clg3^mRN^parfI^ieequ 7.04 

45 4246BT J0607O Hs.lSl738 matrix metalBoproIslnaae 9 (geNinaaB B 6.9B 

421379 Y15221 Hs.1039e2 small hdi!db)ecytolunesabfeinlyB(Cy 6.69 

414774 X02419 H3.77274 ptasmthogen acthrabr, urokinase 6^65 

439926 AW01487S Hs.13n)07 ESTs 6.B4 

448921 AB012113 Hs.16530 smaRlnduclWacytoWnesuWamlyAlCy " 6.82 

50 4282S9 AA420450 Hs.2929l1 PlafcophBin 6.77 

419741 KM-0Q7019 Hs.93002 ubiquHh carrier proleln E2^ &71 

424634 AK001432. fte.l53403 Komo sapiens GDNAf^J10570fis. dona NT &fi7 

429228 AI563B33 H&^26447 ESTs 6.61 

426312 AF02B939 H3.1B1S74 inler1eft»v%iduoed protein WShtelratri 6,60 

55 431211 MB6849 Ks.323733 gapjuncQm protein, bata 2, 2EkD {coin 6.68 

4413Q2 BE614410 H3^044 RAD5l(S.ceieVisrae)honuIog(EDGirR» 6.55 

414987 AAfi24394 Hs.294a22 hypoihsUcal protein FU14850 6.54 

448989 AK001898 Hs.16740 lvpottiet)c8(prctQinFUl1D36 6.63 

409632 W74001 Hs.fi5279 serine (or cysteine} piotefnasetnhiblto 6.51 

60 4221S8 W72424 HS.11240S 81G0cafGliiin4blndIngpRAB!hA9«calaran 6.49 

417515 L24203 H5.62237 atBxta-talangieclBauignnipDwoclaled a48 

428471 X5734B H5.1B4510 sbatHin 6L46 

422511 AU076442 Hs.1t793a coSagen. type XVIL alpha 1 6.45 

444381 BE38733S H8J283713 ESTa.VfeaMy similar to $64054 hypoihetl 6.44 
65 401747 HDmoaapleiiske(^n17(KRri7) 6^42 

421508 NiyuiQ4a33 Hs.105115 d}seiitlnfndanama2 &42 

41676S AA363733 Hs.1032 rsgeneratlnff jstet-derived 1 alpha ^panc 6.42 

417079 IJ6559Q Hs.8ll34 interieiini 1 receptor antagonist 6.41 

„^ 432374 W6BB15 HS.301BB5 HDniosBplen5cDNAFU11346f]s,c(onePL 8.38 

70 4225SG AFG63&t1 Hs.1ia633 ?-5*-4ligoadenyldtesyntheta5»4lke aSS 

409601 AF237G21 Ks£0Q28 fcaralin 1 {apndoraialyVchypeiteralOfils} 6.36 

4447B1 NM_014400 Ks.1195Q GPI-Bnchored metastaste^soclated proto 6,35 

407811 AW190902 HS.4003B cys]elneto<lt8upeiCanri(y 1, BMPsntagon 6.33 

425415 M13903 H&.157091 Invdlucrin e.32 

75 431958 XE3629 Hs.2877 cadherin % ^pe 1, P-cadherin (plaoenla &30 

415969 - A!267?00 ESTs 6.23 

406673 M34996 Hs.19B2S3 HnajorhlstocompaBbflily complex, class 6.21 

449228 AJ403107 Hs.l48S90 pn^le^n relaM wilti psoriasis 6.21 

436749 AA5e4890 Hs.S302 teclin.gd!acteskM])ndihg» soluble. 4 6^18 

80 4445Z7 NM^005408 Hs.11383 smaHInduiAilecyloMnesiAraf^^ 6.06 

418S63 AK0D110Q Hs.4169Q <tesniQCflllln3 6.04 

42B36B BE440042 H8.83326 mabixrnetallopfDb-naseSfetromslysih 5.9B 

414915 N|yL0D2462 H&76a91 [ivxDvti]s^!Mli)enza)ie6i8tBnce1,ho^ 5.96 
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452401 NM_007115 Hs.29352 fumornecrosle factor. aJpha^nducsd pro 5.93 

4523:>4 AA025386 Ks,61311 HSTs. Weakly snulBr Id SI 0590 cysteine 5.9Z 

418004 U375t9 H8.8753g aldehyde dehydrogenase 3 fiamly, member 5.92 

424620 M101043 Hs.161254 kaflikiein? (chymotiypllcslrahinicom 5.B4 

5 425650 rJM-001S44 Hs.1925 dssmogtein 3 {pemphigus viitgans anhgao 5.76 

400665 NMJ)02425:Hofno sapiens malrixmelallDpsD 5l75 

427747 AW411425 Ksu180655 seflnemireoiiine kinase 12 5.72 

425247 MML005d4O HS.15S324 ma^ malallopioleinase 1 1 {slronnelysln &72 

414004 M737033 Hs.7155 ESTs,ModefaleJy similar to 21 15357ATYK 5.71 

10 422765 AW40370t Hs.1578 baculwlral EAP repeat-containing 5 (sur 570 

438G0G W79123 Hs.S6561 G proteln^aupled receptor 87 5.70 

445417 «<001D58 H8.12680 HomosapienscDNA l^10196fls.ctoneHE 5.68 

433447 U29195 H9l3281 neurDnel pentraxln U 5.67 

4282Z7 M3Zt649 Hs.224B smadltndudblecytohfne^utifaEnityB (Cy 5l64 

IS 408000 111690 >is.19a689 tnilious pemphigald antjgen 1 (230/240(dD) 5.G2 

413219 AA87a20D Hs.11d727 Homo sapiens cDNA FU 13892 fls. dons PL 5.60 

428450 NhL0t479l 1^184333 KIAA0175 getieproducl 5.S3 

42440S AI754B13 Hs.146428 oo»3QBR.^peV.8tpha1 aso 

416250 AA5ai386 Hs.73452 hypottiefcd protein MGCI 0791 5.48 

20 447164 AF026941 Hs,17518 Hnno sapiens (ngSmRNA, partial sequance 5.47 

412326 ra)7568 Hs.73Bl7 small Inducible cytokbd A3 (homolbgous 5.44 

439223 AW23B299 Hs.250618 lJL16faii«0ng piDtsin2 5.44 

431629 AUO77025 He.265B27 iirtflrferon. elpha-tadiKlUe piolein (clo 5.42 

402994 NM-002463^Hoino9sp1en9myxovinss(i(iflo ^40 

25 447333 BE090580 Hs.70704 trypcVubce) protein dJB166a3 5.40 

426991 AK001536 Homo sapiens cONAFUl 0674 fis.clcne NT 5.36 

464241 BE144666 gb:CM2-Kr0176^l09»017-o02HTOl76Boino &33 

40B71G Al567ei39 Hb,151714 HoraosBpensmRl^tor KIAAITfidpnilefn. 5.32 

449722 BE28Q074 >)s.23g6D cycllnBI 5.31 

30 428434 AW363S90 Hs.8555l Homo sapiens, Simlar to DKA segmeni. Ch 5.30 

4262B3 NIIU)03937 Hs.169139 Vynureninssa (L-kynurenvie hydrolase) 5.2S 

416941 AA452970 Hsu23g527 EIS^SSkDa-a&socbted pr(^n 5 &29 

417720 AA205B25 Hs.20a067 ESTs 5.29 

424008 R02740 Hs.13ra55 pulattvechernalunareceplDn GnP-blndIng 5.2B 

33 419216 AU07S7t6 Hs.164021 small inducible cyto1dnesuUamllyB(Cy 5.27 

431620 AA126;09 Ha2fi49&1 2'-5'-cllgoadBnylBto^nlhetasQ2(e9-71 5.26 

430280 AA361258 H5.2378G8 inledsuldn 7r6caplor 5.25 

422627 BE336a57 Hs.118787 Irsnsfbniiing growlh factor, bet^nduced 5.24 

402075 ENSP00000251056':Plasm3mambranec8Wum 5.24 

40 413753 U177eD Hs.75517 temlnln, beta3(nk»rn (125kD).tolinin 524 

445537 AJ245671 Hs,12844 EGF-tike-Boman. muHiple 6 5.22 

446619 AU076643 H6.313 secnBtedphosphoproteUi 1 (osteoponlln. 5.22 

418558 AW0e2266 Hb.B6131 I=8S {TNFR&l=6}-a5S0Clat6d via rieotti dofUBt 5.21 

422440 NM-004B« Hs.116724 aldo^elo raductaee feniily 1. member BtO 5,20 

45 42B18B M9d447 Hs.22 tfansglutaminsBB 1 (K polypeptide epider 

406663 U24683 Hs.293441 lmRiiziO£i1bi]Ulin)iee»yoon^nni 5.19 

409178 BE39394B HelSOSIS ka»laeln5 5.15 

443426 AF0dBl5d H5.9329 chramoGorna 20 open feading frame 1 6.14 

410700 AA362335 H8,65641 hypolfieticHl proteki FLJ20073 5.10 

50 418054 NM-002318 H3^3354 ly^taddasMlce2 5.09 

4522B1 T93500 Hs.2B79Z Homos^plenscDMA RJ1 1041 lis, done PL 5.09 

412471 M631S3 Hs.73946 endotheli^ oGHgrDwIti factor 1 (platel 5.06 

411274 NKy}02776 Ks£94Z3 kalMnlO 5.07 

407756 AA11&021 Hs.36260 ublqumn specific protessa IB 5.03 

55 409693 AWZ4709O H8.57t01 rniddiromosofne mdlnfenancad^denUS. 5.03 

433600 fimmi HS.13515D lung lype^ eel membrane^soc^Bted giy 5.02 

412755 BE1443Q6 H6.17B091 EST«.Wea)dysfmilarb)P4HAJ1UMANPR0lY 5.02 

416530 UG2801 Hs.7»36l lidlitudn 6 (neurosln. zyme) &02 

429058 AF138B83 Hs.35254 hypotheBcsd pratein FiB6421 5.00 

60 442117 AVU664964 HB.12ee9Q E5T9:hypo6ie6calpitite1a1brlMAGE:447 5.00 

426711 AA3B3471 Hs.a43800 oonsoned gene anipllfled fei osteoeannmB 497 
405770 KMLQ02362:Konio sapiens melanoma anSgen. 4.96 

444783 AKD01466 Hs.621B0 anilBn (Dnsophila Screps bomotog). act 4.34 

420858 AW468397 H3.1O0fl0O S100cdtium-blndlngpRitelnA8(c8lgtan 4.94 

65 426866 UOZSaO Hs.172816 oeuraguHnl 4.93 

423Qt7 AW178761 H&227848 aertneCorcystBtnelpnsbrnflselnlilblto 492 

455601 A13e8680 Hs.816 SRY(se)cdelfinrMi1i^iegldnY}toi2 4.91 

409956 AW103364 Hs.727 inhibIn.be1aA(adly1nA.actMnABa 4.90 

„^ 427766 BE407863 Ha.2S6&7l ESTs 487 

70 409420 ZifiOQB Hs54451 landidn.68nnn2(ni«mn{lOQkD),1(fillnl 486 

444371 BE540Z74 Hb.239 MlieedbOKMI 486 

431009 BE148762 H3.4B9S6 g^luncUon protein. beta8(canne)(in 3 485 

434828 Af 155661 Hs.22265 pyruvate dehydrcgenase piiosphalase 4.84 

4056SD M29540 Hs.220529 caidnoemfaiyiinic anUgen^aied call ad 483 

75 409402 AF208234 IMSS ^stalin B (sleRn B) 481 

408202 AA227710 K5.43658 DKFZPS86L151 protfn 479 
401994 TaigelExon 477 

425292 NKL005824 Hs.155545 37kE3a1euQ-nB-richrepe^0JVQpialBh 4J4 

421574 AJQ001S2 Hs.105924 defend, beta 2 469 

80 429299 AIG204G3 H5.3474QB hypoUiatlcal protein MGC13t02 468 

422109 S7326S Hs.1473 gasblR-DGleasing peptide 468 

4aS453 BE264974 HS.6S66 Ihyniid homione ceoeptornleractor 13 466 

407944 R34008 H8.239727 desmocalIin2 467 
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411296 8E207307 Hs.10114 growUi suppressor 1 4.65 

433364 A10754O7 H5.2960B3 ESTs, Moderately simitar to 154374 gene 4.65 

425234 AW152225 Hs.165909 ESTs,Wdaldy Mar to 138022 iiypothBH 4.61 

421335 X99977 Hs.103505 ARS component B 4.60 

5 422515 AW500470 h^.117950 multifunctkinatpolypBptidBsiinlartoS 4^ 

453779 N35187 H5.4338d 28kD intericron responsiva pioldn 459 

423575 C18863 Hs.163443 pBriosbn (OSF-2os) 4.59 

4173DS t^60720 Hs^1892 tOAAOIOI gene product 4^ 

. ^ 428651 AF19647a Hs.l8a401 annewnAlO 4^ 

10 424354 NhL014314 Hs.145612 imtisUcasB 4.58 

404996 Target Exon 4.SS 

404240 NM^OlB950:Konio sapiens major tuBtt}conipal 4.56 

453095 AW295660 He.252756 ESTs 455 

41D407 X66639 Hs.63287 caibonic anhydrasa IX 4.55 

IS 418678 NMJX>1327 tls.87225 caiceiAstis anOgen (NY^ESO-I) 4^ 

450685 t15533 H5.423 pancFeaStis-assodaled protein 4.54 

425483 AF231D22 Hs.l58l59 FAT tumor suppressor (DiosopNIa) liomoto 4.53 

425397 J0408S Tts,15834G top[ii'soinerase(PNA))ldpha07QI^ 452 

408380 AF12305O H!l4453Z diublquftin 447 

20 443B59 NM^0134G9 H5.d914 Milstatln 446 

411773 NM_00&7g9 KS.72Q26 protease^ serine. 21 {leslisb) 4.44 

412140 AA219691 H3.73625 I^BG interacting, idneslMllie (rabldnBft 4.44 

421777 BESE208B H&106198 HSPO037 pnlel R 444 

408908 BE296227 H&260622 serineAhreonineldnaEelS 443 

25 400122 A1432652 Hs.42S24 hypothelfcslproleliifU 10718 442 

422437 AJ010901 l4s.19B267 mucin 4 trachadbranctiy 442 

400419 AF064545 Tsigel 442 

452S71 W31518 Hs.34GB5 ESTs 441 

430044 AA4e4510 Hs.1B2B12 ESTs 441 

30 414732 AW410g76 t^8.77152 miniclinxnasam&maRntenanoedetlcienltS. 4.39 

446111 AA0534B6 h{s.20315 Inlefferon-lnducQdpfuteb wiltitelr^ 4.39 

443347 AI052543 Hs.133244 nralanomEhdsrlved leudnB zipper, extra-ii 4.38 

453884 AA355925 H8.36232 KIAADl86gen&pradiicl 438 

436481 AA379597 Hs.Sig8 >tSPC150prolGfnsl(ri1lartDul}lqulliiK:on 4^ 

35 417000 BE250127 Hs.82906 CDC20{oel!dIvisfoiicycte20,S.cerevT 4.37 

424045 AF027866 H5.138202 Eerine (orcysteina) proteiiiase intiiblto 4.37 

427983 M17706 Hs^233 calory slhmilelb'ngfiactor 3 (granulo^ 4.36 

448357 N20169 Hs.l0B923 R;^8.memt>erRAS oncogene ^ly 4^ 

409041 ABO33025 Hs.60081 Kypothetfcal protetiu XPJ)51860 (WAA119 4^ 

40 439999 AA1 15811 H6.6838 rashorraioggeRefiamay^mOTberE 434 

410361 BE391804 Hs.fi2661 guenylateUrtdlRgprc^n IJntorferon- 434 

409703 NM_0Q61B7 Hs.56Q09 2'-5'-c11gaadei^ato synthetase 3 (100 )< 432 

402447 C1OOO2O1:gil2O44l6{gblAAA02627.1)(LO5l9 431 

426514 BE616633 H6,170195 twna raorphogeiietic prateTn 7 (osteogenic 428 

45 432731 1^1178 H5_2B7B20 fibronectln 1 427 

422397 AJ223366 H5.116051 Homo sapiens cDNA: FU22495 Ss, done H 427 

413570 AB000115 H8.75470 hypotielica] protein, expressed In tisleo 425 

425580 111144 H3,1907 gdsiin 425 

42150S BE30275S Hs.105097 BiymldlnelcViaEel, soluble 4.23 

50 409433 AAa74382 Hfi.135255 ESTs 423 

430630 AW26g920 Hs.2621 cysta&i A(stennA) 422 

447343 AA2e6641 Hs.236&94 E8Ts.HIgtJy&lm1arto SQ23829ip1W'2'ni 4^1 

407047 XB5965 gb:R8apton5$0D-2 gene for TnangaflASesu 420 

432375 BE536069 Hs.2962 SIOOcdciiinvbMrgpfotelnP 420 

55 434449 AWd53464 Hs.384» tv|MD»Qcd i^^tetn FU22041 9im9Hrto 419 

417866 AWO&7903 H5.82772 coOsgen, type XI. alpha 1 419 

436291 BE5684S2 Hs,344037 protein regiMor of cytokinesis 1 4.18 

418140 BE8iaa36 H&.83551 mlcrotftxiltar-^ocraled proteb 2 417 

410286 AI739150 Hs.61898 ~ DKFZPEa6N2124prDteiii 416 

60 448844 ATSOISig H8.177164 ESTs 416 

.432880 T47364 H5.278813 InleifeRm, el^ndiidbls protein 27 4.16 

417S99 AA2046B6 Hs.62954 ESTs 416 

402902 T^Exon 415 

4295Q0 X78565 Ks.2d9114 tiexabracblon ttenesdn Ci cytotadin) 414 

65 422100 A(096g68 H8.111554 AOP-ilbosylsGonlBclDr-VkB? 413 

400512 AW079187 H&2935S1 melancmdiltensnli^ associated pnil 412 

4468B5 ALQ3B704 Hs.156827 ESTs,VfeaKIyElm1tarloAlUlJ)l)MANAm S 4.11 

407137 T97307 gbyeSStiOS^sl Soaiesfetel liver spteen 410 

„^ 411263 BE297d02 H3.69360 Idneslh-ltoSCmMcGeittrainere-assoc 410 

70 430979 AW60O2gi H9.G823 hypottwfical pnlelii FU1043D 410 

423905 AW579g60 H8.13S150 tungtype-lcelaiembrane-asacdatedgV 4.09 

427337 Z46223 Ks.176663 FcfTBgTnentoriBG.lDW^[ir^tllb.r 40B 

417933 X02308 Hs.82962 liiyrndylelB synthetase 4QB 

418609 Hmm H&.274446 hypolliellcal protein FU11029 406 

75 41767B XD6S60 Hs;92396 2'.5*^1goadeny1atB synthetase 1 {4046 406 

451541 BE27g383 Hs.26557 plakophilnS 4.06 

433848 AP095719 Hs.93764 carbO}typepfidaseA4 406 

418113 AI272141 Hs.834$4 SPY {sexdetemlnlnQ ogkifl YH»k4 404 

429599 AAa0610& H5.123B64 ESTs 403 

oU 45DB23 T81223 1:1822011 oompleinentHslq tunu)r necrosis factor-fei 402 

42378? AJ2g5745 HsJi3OZ04 nuclear pore complex proton 400 

4312S0 BE26464a H&251377 iaonlmtanosasBOCEaledflensa 400 

416091 AF295370 1^263082 deffensHbeb3 a97 
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4014G4 


6882291 


Minus 


170668-170634 


403969 


8569909 


Plus 


31237-31375.324Q&^05 


401837 


7630990 


Minus 


120993-121095.121660-121729 


404068 


3168621 


Mnus 


18123*1 B766 


403137 


9211494 


Minus 


92349-92572^5B-S3084.93579^3712.9394 


402679 


8113439 


Phis 


132079-132216 


403780 


8076389 


Plus 


93160-93409 


404071 


721DD53 


Minus 


167354-167859,168810^166920,169000-16910 


403242 


7637B17 




11297-12511 


402260 


33996G5 


Mkius 


11376&-113910.1 15653-115755.1 168D8-1 1694 


400587 


9B87626 


Plus 


25435-25586,25666-25747 


405770 


2735037 


Plus 


61067-6207& 


403532 


B076B42 


Mnus 


8175081901 


406137 


9106422 


Mkius 


30467-31056 


402677 


8113438 


Plus 


22135-22309.23063-2323B 


402676 


6113436 


Pluo 


37395-37514,37666^1 
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TABLE 52A: 

Pkey: Unique Eos probesat idBtiGfier number 

ExAccn: Exemplar Accessnn number, Ganlnnk accasHon niiit er 

UnlgonBlD: UnigBnoinmiber 
yL5 Unlgenc VlBis. Unloflns qism CUb 

R1: Ratio onesliculer cancer {non-semlnoniBtous and Semlnomatotis} ooniparad !o normal adilttesUcular Qbsiihs 



Pkey ExAocR UnigenBlD UiilgenBTnto R1 

30 414438 Ala79277 H5.76136 thnredoxin 51.77 

424247 X14008 H8:234734 lysozynr» (renal vnybklosis) 49.93 

4166BO AW245540 Ks.755l6 brain abundant, menibrand attached signal 49.20 

412946 BE243313 Hs.334851 UM end &H3 protein 1 44,46 

43BQ91 AVV3730&2 ntidear receptor cirtT^ly 1. group 1. m 40.70 

35 406658 Ai920965 Hs-779B1 fnstor htelocompalibiltty compteac. class 39.64 

418174 120686 Ks.63656 Rho GDP dissodBltoH Inhibitor (ODQ fael 36.70 

409038 797490 H6.50002 sfnalBiduc%le<^nesubtvraIyA{Cr 36.25 

413063 AL036737 H5.75ia4 diilh^e^lkel (QSitilaoBglyDapnrte 37.50 

430542 AteS7486 Hs.1 19122 riboswrol protein Ll3a 37.22 

40 428S2B BE4DgB3B Ks.1946S7 i;Bdheria1.type l>E-cadtieifn(epithdi 35S8 

432730 AI069520 Hs.131358 ESTs 35.25 

444562 AA186715 Hs.336429 RIKENcDNA9130422K199ene 31.69 

446525 AWSBTOOg Hs^1155B hypothoticflt protein MGG5487 31.33 

417036 H54gl5 Hs^llTO pim-l oncogene 31.20 

45 416870 AF147204 H8.69414 c)ienmMne(C-X-CmQtif).recepk]r4(fiB 29.93 

433600 AI034361 Hb.13S150 lung )yp9-1 cell membiaie-Bssodatedflly 29.35 

436295 AW367283 2JrK?fihgBrpro16&i6(CMPX1) 29^ 

406856 AW515336 Hs.29797 libosDmal protein LIO 28.93 

417139 MGg043 Hs.6132B nudear (actor of kappa UghtpoVpeptM 27.99 

50 440207 Al37197a Hs.12832B ESTs 27J5 

42257B AF239666 HS.164S csud^ type homeo box transGdptnn feci 26.95 

432359 AAO7e049 Kfe.274415 Homo sapiens cD^fA FLJlD22d Its. cllone HE 26.90 

420367 AA25S090 Hs.257028 ESTs 25.50 

429978 AA24g027 ribcfiomal protein 86 28.43 

55 440440 228025 HsJlOB sema domain, imniunodlQbulhdomdnM 28.^6 

423673 BE0Q3aS4 Hs.ie95 fTiatit( rrie^kipratdnose 12 (maciqphagB 26.23 

412636 NM-Q04415 desmQplakbi(DPI,DPtO ZG.1S 

435538 ABO11540 H9.4930 low dens)^ f popniEHniMei^-feleted 25.25 

446699 NM-0D5397 Ks.16426 podocalyxlivlike 25.25 

60 442SG2 BE379584 ddlkAiyMltp1iOB|MfoD8aDcharidfrfntGl 25.15 

406656 M16n4 Hs.89643 me^orHstaoDmpsfibgitroGmpteaipClaES 25.13 

446619 AUa76643 Hs.313 secreted phosphoppotoln 1 (ostaoponlin, 2478 

423961 D13666 Ks.136348 pef1o&tin{OSF'2(») 24.48 

425543 R23313 Hs.334895 iftMwomal pratein LlOa 24.38 

65 420676 AI43478D H&4248 vav 2 oncogene 24.18 

406620 AI223g66 H8.10B124 ribDaomQlpn)tetnS4,X^liik«l 23.96 

440668 NM.014297 Hsv7486 protein expressed In Qiyroid 23.60 

447526 ALD48763 H3.30a649 £merillndiidfalBcy|DldrieA2(monDcytBch 23.56 

„^ 414587 NMJ0O4862 H5.76507 LPS4ndiiced'mF-dplia factor 23J22 

70 4466Z7 M373016 Hg.15725 lvpDlhaficBtpraldnSBBI48 22.93 

449S71 AWQ1G812 H9L2D02fiG EBTs 22.83 

413787 A}3S2S5a tyroslna S-monooKygenase/ttyptophan &fno 22J81 

410315 A163Ba71 HS.1762S Homo sapiens cDNA: FU22524 lis. done H 22.68 

^_ 414092 Z14244 Hs.75752 cytochrome ccKldaseaubisiilVllb 22.45 

75 422714 AB016335 t^119387 KIAA0792genBpf«h]Bt 22.45 

439180 AI393742 Hs.19g087 v^MZ avian eiyttiiQblastlclBiinniiav 22.30 

444784 012465 Hs.11951 ecbnucteotldepyrophoepIialase^DSphodl 21.69 

406648 AA563730 Hs.277477 malor htstocompaQilE^ complex. cTass 2158 

448668 AI970276 Hs.158905 KIAA1676 21.23 

80 433423 BE407127 HB.69g7 heat shodc7QkD protein 1A 21.19 

429490 A1971131 HsJQB89 ESTs. VtfeaMy similar to AUI7_HtJhlANAUI S 20J0 

432606 Niyt002104 Hs.3ae6 gmzymeK {serine pr6toaBe.gran^ine 3: 20.60 

407862 BE548267 Hs.3379a6 Homo sapiens GDNAjFU109341lB.cl0fnaGV 20.57 
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4330M AF217513 Hs.279905 donsHQOaiO PRO0310pl 3.60 

430994 M490346 Ks.4O530 Hoitio sapiens, done M6C:17624, mRNA. com a€0 

456534 X91195 HsJO06Z3 phosphoiipsse Q beta 3l neighbor pseudo 3.99 

437M0 AL3S3S35 Hs.t3S9l7 hypoihsfical proton DKFZf>761Die23 3,59 

5 43S793 ABD37734 Hs.4993 KIAAI 31 3 protein 3.59 

437016 Al)076916 Ks.539B guanine monpho8ph3l0 synttielase 2l59 

420247 AA25eg30 H3.446&0 hypothetlcat prbtoin FLI2G97g 3.S8 

4Z430B AW976S31 H&t54443 iidift;hronio8onisaiantenarKedeficl9m(&. 3.57 

422282 AF019226 Hs.114309 apolipoprotelnL 3.57 

10 424655 AA420687 Hs.1l5455 Homo sapiens cDNAFU 14259 fis, clone PL 3^7 

4210+4 AF061B71 Hs.l01302 Human DMA sequenca from done RP1-238D15 157 

408015 AVV136771 Hs^44349 epldeniial differenlialioa romplex pio^^ 3.56 

422956 BE545072 Hs.122579 ECT2 protein (EplQiellsloeUlransfornit 3.SB 

449039 AigQ2602 Ks.74284 hypottieOcal proteta MGC2714 3.56 

IS 446269 AW263155 H&145S9 hypatheUcai protein FU1 0540 3^ 

400297 AI127076 Hs^201 hypothetical protein DKI^6401 278 3.55 

42fi977 AKD01404 H»,19469B cycIinB2 3.55 

402995 NM_002463'iloino sapiens myxovlnis (jnflu 3.55 

416065 BE2fi793l Hs.78996 proVferatingcaljiiudear sntigen 3.54 

20 432917 NM_014125 H5J241517 PROD327 protern a54 

439750 AL3&9053 Hs^7€64 Homo salens mRNAftitllBflglh insert cDN 3.53 

445411 AL137255 Hs.12648 hypotheflcat prolein FU22fi93 3.52 

43B1ia A14$7908 Hs.8a82 ESTs 3.52 

414420 AA04S424 Hs.76095 inmedats early responae 3 ^51 

25 419682 Hl3t39 H&.92282 palred-Elta homefidOmaln transcription 3.50 

447203 BE315291 Ks.237971 trypothsfical protein MGC56Z7 3.50 

432543 AA552690 Hs.152423 Homo sapiens cDN A: nJ2l 274 lis, clone C 3.49 

442295 A1827248 H&^4399 HGniosapbnsc[3NAFU11469fi5.cbns ^ 3.40 

425440 BE3&2756 H9.1699Q2 sotute carrier fan^liy 2 ((acirrtatsd E/tu X49 

30 429249 XB1479 H3.2375 egf-Uke module oontainhig, much-like, . 3.49 

413900 AW409747 Hs.^12 slreesHPduced-pho^hoproteln 1 (Hsp7a/H 3.4B 

424242 AA337476 H5.34740a hypdlieticzrt protein MGC13102 3.48 

414761 AU077228 Hs.772S6 enhancer of zeste (OEieophilB) homolog 2 3l47 

_^ 446480 NIi4j01457B Hs.l5114 ras homolog gana My, member 346 

35 414825 XDB37D ' 1^.77432 epldsrmal gmwUi factor receptor (avian 3.46 

428965 BE544095 Hs.164960 BarH-lice homeo1}ox 1 3.46 

449003 X76342 Hs.3B9 alooholdehydnogariBBe? (das&tV), niuo 3.46 

450506 NM-00446D ffl}roM»tBctivat£Dnpioleln,aiflha 3.46 

421307 BES39g7e Hg*103306 Koma sapiens mRNA:dDNAI>ICF2p434B0425(r 3v45 

40 42293B NM.001B09 Hs.159i centromere protean A (l7iiD] 3^45 

405645 TaiSetExon 3.45 

41B322 AA284168 H6J84113 pydirhdependentldnase inhibitor 3 {CDK 3.44 

441703 AW390054 H5.192B43 leudne zipper protein i=KSG14 3^44 

417944 AU077196 Hs.82965 coVagen, type V, a^ha 2 3u44 

45 417924 A1M177231 H&a2932 i^dlRDI (PRACn:paraU)yroidadenamato8 144 

431225 ABQ06746 Hs.198282 phaap1io1ipidscrGRiblas»1 a44 

4223B3 755979 Hs.1lS474 leplifiairon factor C(actlvstor 1)3(36 a43 

440502 A)524113 H5.78281 regulaloroff &protatn signalling 12 3.43 

445741 BE614567 Hs.10574 ttfpolhebcal protein MGC64Gg 143 

SO 453922 AFD53306 H8.367W tHJddlagiutfnhlbliBdby benK'n«Iazioles1 9.43 

40B646 IU336Q0 Hs.3Q8D26 ma|ochlBtocofTipaOb%conv1ex. class 3.42 

413281 AA8S1271 Hs.222024 traiucilpSonfaetarBMAL2 3.42 

449101 AA205B47 Hs.23016 G proteoKSupled raoeiitor 142 

430690 X54232 H&2fi89 glypicQnl 141 

55 422B09 AKD01379 Hs.12l02B tvpotbelical protein Fyi054g 141 

412429 AV650262 Hb.76765 GR02oncogBnB 141 

443211 A112B3B8 H9.1436S5 ESTs 141 

422209 AR)05210 Hs.113222 chemoUne (C^-C mollO receptor 8 3^ 

428303 AW974476 Hs^tflaGOl rcguiatorof&proteln signaling 16 139 

60 421817 AF14G074 HS.10B6G0 ATP^nding cassette, sul)-famiiyC(CFTR 139 

42H664 AKD01668 Hs.1890^ gimilarlo SAU-1 (sd (Dro8<^Nla>-13fi8 139 

422101 AW404176 H&11l6lt rtoontel protein 1.27 3.39 

457670 AF119GG6 Ks.23449 insulin receptor tyioeine idhaseeubslia ISB 

437033 AW248364 Hs.5409 RNA polymerase I subunR 137 

65 425322 U63630 HSwISSGa? protein M(iase,0NA^V9ted.calalylifi 337 

417059 ALJD37672 Hs.B107l exiraoellularmalilxprotern 1 137 

400298 AA032279 Hs.616% six trvsmenibranQepitheiid antigen of 136 

414612 X72755 146.77367 monokine induced by gamma Ifltoiloron 136 

„^ 436748 BE158107 Hb.169263 coIIagen,typcV!.dlpha 2 136 

70 401797 Target Exon 3.3B 

428309 M9781S i^.163650 cetiuIariGlhioicBcM-blndlng protein 2 135 

421563 NM-00643d Hs,105aOS grenuiysh 135 

402294 Target Exon 3.34 

414024 AA134712 Hs.22410 5b:zjn79g0ar1 Slralagene neuroepllheliuni 3.34 

75 401961 NCi^021626:HomosB|jten5 serine carbisvpep 133 

418462 BEOOIsgo Hs.a5266 integrin, bet34 133 

418657 D31771 H&89404 nish(Dro5op1ill8)hDrn5DboxhoiiioIog2 3.33 

424800 A1035568 Hs.153203 MyoD family bfiibitor 3^ 

412420 A1035668 tl5.73853 borvemorptwgenetfc protein 2 133 

oO 404440 NMLQ21048:HoniD sapiens melanoma anHgen. 3133 

43239S AA307606 H&2979 li^l lador 2 (spasmolytic pcotetn 1) 133 

421677 H64092 H83a2B2 ESTs 133 

407792 AI077715 Hs.393B4 putoliveseDrMllgandhomolQgQUsiDf 3.32 
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^109636 
429415 
4053B6 
41QZ74 
448275 
41B245 
452291 
431B30 
422575 
404171 
418464 
425566 
410226 
4322Q1 
443247 
449717 
423336 
416111 
420759 
432336 
405778 
419480 
421150 
406400 
455913 
426064 
458014 
45B791 
419551 
429002 
45Q000 
407777 
419485 
426437 
415701 
412817 
447519 
4125G1 



AAasiao? 

6E514434 

AA0B8767 

AF015592 

Y1B645 

AK000M6 

F»7a&0 

AW162943 

A1B31955 

AK001239 

BE814387 

AB040935 

AA903115 

AAD33B13 

T1183Z 



AA3t8241 
AI9ia5G2 

BE141577 

BE3a70l4 

AI4gBg57 

BE615453 

AW582255 

AW24a439 

Aig52797 

AA161071 

AA489Q23 

DE076537 



Z45051 H8.22920 cImKsr to S6B401 (catHe) glucose Indue 3.32 

AW994561 tis.lS1777 6ukaiyDlSclFans1aik)nlnllfatkin1dctor 3^ 

aEia54g9 Hs^71 KIAAD02D gene product 3.32 

AA305729 Hs.iaZ72 amino add Iranspwier system A1 3-32 

NM 002593 H5.202O9? pitK^lagen C-endopeplklase enilumsr 3l32 

Taiget Exon 3l32 

Hs.61762 hypoxf&lnducibis protein 2 3.31 

H&.20B30 l(ine3ln4R(e2 3.31 

HS.B3BQ3 lmt]sman4iranebpiostateantff09aiilidiiced 3l31 

Hs.28853 CDC7(ccHdMsloocycte7,5.Hirevisi 3.31 

Hg J2713B7 small indudb^d cyloKinQ subfainly A (Cy 3.31 

Hs.1 18552 hypothetical ptatara FU2D539 3.31 

NNLOOOSSPiHonno sapiens supeiwlde dlsmu 3^1 

Hs.144531 flteyiiiaghD7.r1 Soares aduK biain tl2b4HB5 3^31 

Hs^06ia ULl6)}i(idlngpn}toiii2 3.31 

H5.61053 hypothetical protaki 3.30 

Hs.274263 hypotbeBca) protein FU10377 3^30 

t^s.333893 o-RAyctargdJPOl 3.30 

H5^54 ceielvd colli adhflsaon molecule 3^ 

HS.1837S2 rricroBeFimopfotein, beta- 3.29 

Hs.79018 chrom^n a&senit)ly factor 1 , subuiil A ( 3.29 

Ha.l27797 Homo sapiens cDNAFU113811is, done HE 3.28 

NIIIJXI2759 H5.274382 protefn Wnasa, interferoMnduclUe dw 3l2B 

NM_0053S1:HomD fiaplene matennma anUgen, ' 3.28 

HS.90B91 Qucleophoemlnhiudeoplasnitn 3 3.27 

Hs,18990!2 ESTs 3-27 

kallikrein 8 (neucppsbiJbvasin) (KLK8} ^27 

gb:C]V2-HTODB»>7l299-018-a1 1 KTOOBS Homo 3,27 

Ks.1661 46 Horner, neuronal f mnnedlate earty garvs, 3 3.27 

H8.170B51 ESTs. WedWy dmterto ZISSjftJMAN ZINC a27 

Hb^46509 dedlcalorofcyto-MnesisI ^27 

Hs.9101 1 anterior gradient 2 pCen^s laevts) horn 3.26 

Hs.2340 junction pl^koglobln 3.26 

Hs.10a6B Kypothetlcsil protein FLt21709 3.25 

H&J1465 squaleneepoxidase 3.25 

KsJ99fi07 ESTs.WaaklyshiQerlotinMfnBdpcoteln 3.25 

H6.169S95 ufaiqiitiivconjtigatlng enzyme E2L6 3.24 

Nh/L003878 Hs.78619 gamma^tan^ hydidase (coojugase, tot 3.24 

AL037159 Hs.74619 piDteasome (prosotne, macnopsln) 26S subu a24 

U4625& HS.339G85 ESTs 3L^ 

NKA_G02286 Ha74011 Iynp1ux:y(9*activa&ngene3 3.24 

AU07e640 nTOteobrpro|Bint{12QM>) a24 

HS.1634 ceO dwaion cycte 25A 3123 

H9.77910 ^Mn»V-3-niettiy)fli«ieiyVCoenzymeA«y 3l23 

HB.1&1245 Hbmo8aplenBcI]NAFLJ12532fB.doneNr 3.22 

HsJ&9B6 comptemenleonipQnentl.qcubcanipaianl. 3^22 

>te>4BB55 hypothec pralelnFUia468 3.22 

Hs.296323 serum^lucocoiticoUragflyedMnaso 3.22 

Hs.61796 1ranBci<pOon^c)DrA^2gannma(8Ciivat 3.22 

H&78e67 pioUin \/toaim phosphatBee, reoeptor-i 3^21 

H8.309(I2& dir0mosom& 11 open raading frame 24 3.21 

HS.7433S heatshock9QkDprateta1,b8b 121 

Hs.68061 sphtngoabokmasel 3.21 

HM6680 CGH2piolBln 3-21 

H873239 hypolhM protein FUlOgOl 3.21 

K6.7S212 omiBiiBfidecaifaoxytBse 1 3uZl 

H^708Z3 KIAA1077 protetn 3.20 

Hs.2250 leukenila inhimory factor (cholfneiglc 3^18 

NhU)05982 Hs.54418 aineocultshoRieobaK(C3ra60phlG)hQmolo 3ul9 

H8.1D026 mllochondrlsllribQfiQmalprotetaUT 3.18 

TagetExon 3.18 

fte.280e5& ESTs, >flghly etmilar to A35061 cmexcb 3.17 

H3.62192 coagiilatbnlBctQrni (thromboplastin. 3.16 

Hs.1 79718 v-inybavfanrTiyelQblastOGlavirai oncogen 3.18 

Hs.ia2t27 hypothetical piotein 10057822 3.16 

Ha.279766 Vlnasln^lyrnGnilier^A 3.18 

Hs.203349 tlomo sapiens ct>KA FLJ121491IB, dons MA aiS 

HS.544&3 N-nvyc (and 8TA1} tnteraclor 3.15 

H8.275818 hypothetical protein 3.14 

Hs.2023t2 t^saplensdoneNIIKTcr^lter^toca ai4 

H&173125 pBpliidylprotytl9oniera56F(cyct(^hirm 3.14 

Hs.133234 E^s 3-14 

NtuL00Q088 Hs.172928 collagen, ^ !, ^ha 1 3.13 

AC005262 H6.73797 guanine mideDDdsb'nding protein <Gpr 3.13 

Hs.6459 hypo^etbd protein FU11856 3.13 

H5.l7972d cdl^. ^pa X. alpha 1 (Schmid meteph 3.12 

Hs.204d0 BCMJIfeemerriirana protein precursor 3.11 

H8.268Q49 hypotheScai protelh 3.11 

HS.174D70 lAiqullin carrier pmls^ 3.11 

HS.e40 Indoleemine-pynoIe^diQXygeABse 3.10 

gb:Hamo seiiiena mRNA fufl length Ihsait 3.10 

H5.1Z1544 1nteftou1i1n12iBGaptbr. betel 3.10 

418080 U570S9 115.83428 luriuirnecrDste factor (RBaiuljsuperM 3.10 
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428242 
409361 
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4275B4 
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409461 
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427585 
448140 
431722 
427239 
413385 
439780 



M61933 

AU044872 

AW136551 

AiOfiOOZl 

AKD01330 

AJ0005t2 

Ue565B 

Ua89S7 

K54706 

M16660 

AF23B0S3 

BE294925 

AKD01763 

M31740 

ABOZgOQO 

H55709 



BE387162 

J02931 

BE410293 

AJ4D3108 

AA307703 

AA1351S9 

AA382169 

AI37S726 

A1637S93 

BE62073B 

AW2ni05 
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439755 AW74B4a2 Hs.77a73 B7homQlog3 3.10 

4041 70 Ntkl.D0063e*:HotnD sapiens superaxMe dlsmii 3.09 

417370 T28651 HS.B2030 tryptophanyt-tRNA synDielas© 3.03 

410006 AW732aOB H3.677B3 eukaiynlic translation Wflaflon faclw 3.09 

5 446291 BE397753 >1s.l4623 rntsifeion. ganuna Inducfbie prntan 30 3.Dft 

421155 Ha7B79 H5.102267 tysyloxldase a06 

441224 AU0769M Hs.7753 c^mento 3,06 

424326 NMJ014479 Ks.1452g6 dte^ntegrin protease 3.08 

429413 NM-01405B Hs.201877 DESCl protein 3.08 

10 436251 BE515065 )H5.2965B5 nucleclBr protein (KK&D repe^) 3.06 

446510 H5d305 Hb.15165 letkio'ic add Induced 14 3.0B 

442&20 C0013B Hs.B535 Konvo sapiens mRNAfbrKIAAIGGB protein, 3.07 

409637 AA32394B Hs.55407 Hoow sapiens rnRNA:cDNADKF2p434K0S21 (C 3.07 

4266B2 AVeSOOSa H6.2055 UDP glycoayltransferasB 1 trnnHy, pdypa 3.07 

15 448B53 NM_012204 H5.22302 general Iranscnplion factor tliapdyp 3.07 

453775 ^1002916 H&35120 leplic^on factor C(acdv3lor 1)4^7 3.07 

40691& N016B51 Ks^BdSO heptscollular carcinoma naveigene-3 pro 3.06 

435505 AF200492 Hs.2l1238 inteiteijdn-1 homoldg 1 3.06 

412577 Z22S6B Hs.7407fi CDIOaanKgen 3.06 

20 410575 BE2074B0 Hs.6994 Homo sapiens cDNA:RJ22044fis. done H 3.06 

416084 L16991 H&790O6 deoxythymldylBtB kinse (thym'dyl^ Mn 3.05 

430393 BEiaS030 Ks.24ia05 estrogeiKesponslve B box protein 3.05 

447342 Atig926B Hs.19322 Homo sapiens, SImllaf to RJKENcDN A 2010 3.04 

451576 NM^016323 H8.26663 qyclui-E fa'nding ptotesi 1 3.D4 

25 444726 NM_006147 H&.B4d81 foterfefDnregOIatDiy {actor6 3.04 

447733 . AF1574S2 Ks.19400 MAD2({rilobc arrest daEdGiil, yeast. Ii 3l04 

437741 BE561610 Hs.sa09 piita1ive<ransmenU)raaepRi1e1n;homofoB 3.04 

442643 Ua2756 Hs.3g91 Pra>4/STKAIV0 spHdng factor 3.04 

429358 AB037825 Hs.200317 K1AA1404 protein a03 

30 410068 AI633B8a H8.SB435 FYU-bindinij protein (FYB-120/1301 3.03 

426746 J03626 Hs.2057 ufkfine monoptiosphata synthatase (oraial 3^03 

409154 U726B2 Hs.50842 intorienxvinduced pntan 35 3.02 

442173 N76101 Hs^1Z7 KlAAD144geneprodiiet 3.02 

447400 AKD00322 Hs.lB457 hypotbetlCQl pFOteln FU20315 3.01 

35 4509B2 BE535647 HS.2S723 Sjogren^ GyndromafederodQimaaubaritlg 3.01 

407634 AW0165B9 H6.136414 UDP-<31cl4Ac:betBGdb^1,3^4-ac8^gluc 3,01 

411387 AW842339 HB.130ei5 hypolhetiBat protein FU21&7D aOI 

438662 AA223S99 Hs.rai deavsge and po^adenylatlon specific 3.D1 

459107 AAB11681 HS.28S05 iibVquI(liH»fifugating enzyme E2HlhoniolD 9.00 

40 430267 AW1B2459 H3.1^59 ESTs. Weakly simitar to L£U5_HUMANl£UKE 3.00 

416110 Z42262 Hs.322844 hypotheticsit protein DKFZ(^64A176 3.00 

435523 T62B49 H&IIOgO membian&^painlns 44omaine. stibfamily A 

448569 8E382&57 H821466 slgndlimfucerandacfrvatar of trans 9J» 

410268 AA316181 1^.61635 sixlranamentraneepilhdid anUoenof 3.00 

45 400200 Nh0027BB*:Homo sapiens proleasoniefpiDs aOO 

403330 Target Exon 2.90 

413633 Z15Q05 H8.75573 cantromsfB protein E(3l2kD) 259 

403416 AI744G2B K1AA0S64 proieb 2.97 

403433 NM_031419*:HQmo63plBn8mo1^lB possess 296 

SO 447942 F12S28 HS.15S470 hypothetical pusteTn UGCt6040 296 

427722 AKQ00123 H9.1B0479 hypdhetfcal prole&i FU2Q116 296 

414606 D14694 Hs.77329 p^phalMylseifiie ^Biaaa 1 2.94 

440085 NH.0D5402 H5.288757 v^MantoultBinlavlDrfonaigBieliom 294 

429547 AWG0916B Ha.d3376 ESTs 293 

55 419121 AA374372 H8.89626 psrattiyroktlwrnione^ltohonnona 2S0 

431890 X17033 H3.27l9fl6 in1agrin,dpha2(IX4SB,a1pha2subunl 289 

4172B9 AW90383a Hs.81800 chondrollln6iiIlatepiQteagtycan2{vera 269 

418203 X54942 Hs.83758 03028 protein kinase 2 286 

^- 441633 AW956544 Hs.1t2242 nomial mucosa of eaopliBgusspedflGl 286 

60 423425 AA375756 Ks.)4449 KIAA1 609 protein 206 

412BS1 AI8265Q2 flB.106149 ESTs 266 
4006B4 MM_€02425:Hoino5apten5nn3lrtxmetaIlopro 2B6 

454140 AQ040QBa H&41793 hypo1hetlca]prot£lnFU10474 285 

435602 Af 21751 5 H8.2e3532 unctia^actenzedbonemanowprntaniBMOS 285 

65 421116 T19132 H8.101850 ratino^bindingproleliil.celhilar 2B4 

432343 KM.Q029BO H5.2S61 SIOOcaklunv^ifndiiqpialBlnAS 283 

423757 Hia263 H&.132753 RboK only protein 2 282 

413476 U25849 Hs.75393 acfdphosplislsBetsoloUa 282 

„ 441801 AW242799 Hs.fi6366 ESTs 280 

70 441565 AVV953575 Hs.3Q3l2S p5»nduced protein PIGPC1 2.80 

416539 Y07S09 HS.7936B epilheld tnambrara protein 1 2.79 

420959 An00779 H8.ig4680 WKTIsidsdblBstgRdingpajlhWQyprotell Z79 

422947 AA3057a2 Ka.122552 6-2 and S-phase expressed 1 2.75 

417849 AW291SB7 H5.82733 nUofien2 2.74 

75 450434 AA1fi6080 Hs.195870 hypotlioDcd protein FU14S9t 2.73 

430466 AF052573 H&.24l5t7 po|ynieFase{DNAdrected}.1liGla Z72 

431448 AL137517 Hs.30620l (hypothetical pnHeln DKFZpS640t27d 2.71 

4248174 AA347951 H8.326413 Homo sapiens cONAFLJ208l2fis, done AD 271 

^- 453833 AA35700) Hs.34045 tiypottietlcd protein FU20764 171 

80 447854 A»n3B4S4 Hs.11594 ESTs 2.71 

427581 NMJD1478B Hs.179703 KlAAD129QenapEDduct 2.70 

412636 NM-004415 dBsroepUdn (PPI. DPIl} 2.69 

420576 AA297634 Hs.$4925 MAA1B6B protein 268 
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442932 AA457211 H&8B58 bromodoniain 3d|acent to zinc finger doma 2.68 

42S071 NfcL0138M Hs.1544Z4 dfliodinase. fodothyroolne, type II 2.B8 

410431 AA4G5131 Hs.&tOOt Homo sapiens done 2521 8 mRNAsequenca 2.GB 

428698 AAB52773 Hs^B3a KIAA1866 prolein 2.64 

5 451277 AKD01123 H&.26176 hypoUisfical prateb FU102&1 2.64 

447347 AA$7Q0S6 K5.122730 ESTs.Mocterately similar to KIAA121 5 pro 2.64 

429505 AW820D35 Hs.278679 adisinfegffnandineNIbpratBina&edoma 2.63 

4061 37 NM.000179* J^ono sapiois mulS (E coft) h 263 

419694 AAO13051 Hs.91417 fepoisomerase tONA) II bVidng prolem 2.52 

10 449054 AT7451B5 Hs.8939 yes-assoclaled protein 65 1(E>b 2.58 

452620 AM35504 H8,1192B6 ESTs 259 

420552 AK000492 Hs.9a8Q6 hypoih&Ucal 2-59 

420931 AF044197 Hs.100431 small WuciWa cytokine BsuWamlytCy 2.5S 

434517 AA635690 Hs.337261 hypcHhelicai protein MGC2487 2.58 

15 448454 Nft/L005a79 Hg.2l254 1RAF InteracHng protein 2.55 

425776 U2512B HE.1594d9 paralhyrokS hamone receptor 2 2.55 

43S23B AK0021fi3 Hs,301T24 hypcrtheOcaJpiolehFUIISOl 2.54 

440576 NiyL0049B7 Hs.11237B IJManclsenesoeiilcalantigen-llkedorna 2.54 

425B11 AL0391W Hs.159557 karyof^ierfn alpha 2 {RAG cohort Umpnr 2.54 

20 429113 D28235 Hs.1963B4 prosteglandinrerdoperaxIdB synltiasa 2 (p 253 

407804 AF22aG03 Hs.39957 p!eckslriH 2 (mouse) hcmobg 2.53 

452679 Z42387 H&.a3B83 iransmembrane; pTDstflte androgen Indticad 2.51 

41190a 127943 Hs.72»24 pyUdlna dasmnBse 2.49 

449230 BE613348 Hs.211579 (nBEaminaoeli adhesion moleciiie 248 

25 430024 AI808760 Hs.227730 Inlegiln, alpha 6 247 

458079 AT796870 Hs.54277 DMA segment on ishronmsomaX (unique) 992 2.46 

425345 AU0772g7 Hs.155834 pratdn lyrofibia plusphatse. iwn-recept 2.45 

423Bai AK001720 Hs.134403 hypottellcal protein fUlO&Sd 245 

407S53 AA3a67H7 Ks.40499 dlcUvipf pcenopus lasvTs) homotag 1 245 

30 457819 AAD574B4 H8J3540S ESTs, Highly slrnHBr to unnamed pralebi 244 

40B29S AL117452 Hb.44155 DKFZP586G1517 proteift 2.42 

413048 M63221 Hs.75152 manrosereceplDr.Clypel 240 

403B51 C5Q02l54'^g1|7299015|gblAAFS4217.1|(AEO 230 

433745 AFD75320 Hl2a98D HypoUiel]c^prot9rnFU14540 237 

35 423903 M57765 Hs.1721 InterieoWnll 237 

427700 AA2ffl2S4 Ks.16Q3a3 duslspedficHypho&ptialasee 236 

419373 NMJ303244 Hs^0077 T&lnteracling factor (TAl£ family hoiTOO 232 

426827 AW067605 Hb,172665 raeH9tamtoIralv«hi]fdatedeh|rdiic^ 231 

440282 BE26238S Hs.7l37 ctone»236S7 aid 23775 zinc flnoerpnib 231 

40 406974 M57293 gb:Human paralhyroM lionnone-related pep 231 

401924 ENSP000002466a2^DNA RJ20261 fis, c\m 230 

444190 A187891B H5.10S26 cystobe and gbpdn&Hrich protein 2 2.29 

420923 AF097021 H9273321 dlffnanGfiRy expressed In hematcpoDeti 229 

436E0a AAB2a960 down syn^mecrifical region protein D5 2^8 

45 4Z7509 Me25Q5 Hbw2161 connptement component 5 receptor t (C5a I 227 

434393 AA121093 HS.3B38 senvn-tndudbte kinase 2.27 

419490 NM_006144 Hs.0D7O8 grBnzvmeA{graiizym9l,c^toticT-1ymp 226 

418030 BE207573 HsJB332l neuromedin B 225 

. 404927 Target Ejron 225 

50 436549 BE3a6a01 Hs.218S8 trlnudaodde repeat oontahlng 3 224 

409038 T97460 Hs.600a2 small inducible cyiDMna^ufafanrtily A ^ 223 

4113B8 X72925 Hsj69752 desmoGQUin 1 221 

445757 AVM49D65 Hs.13284 KIAM»56 protein 218 

4Q5Q6S Nhl.00621 2*:Honio saplana 6-phQSpholiiiclo< 2.17 

55 414036 Y00630 Hs.75716 serine (or cysteine) proteinase IhHhlto 21fi 

443168 AI036653 Hs^O ESTs 215 

444301 AK000136 Hs.l0760 ssporih (IRR class 1) 213 

433345 A1681545 Hs.1529e2 hypothaticBl protein FUI 311 7 211 

426471 M22440 H8.170009 traififbrmlng groWUi feclor. ripha 210 

60 445D19 A1205540 Hs^1295 ESTs 206 

402021 NMJ)3169l:HomoGaplen6cadhariii2D.1ype 207 

431666 NmLD12098. Hs.Q025 8ng]QpdtellivSI(e2 205 

454219 X75042 Hs.44313 v-rell avian nflciitoaiidolhellostevlrai 204 

409571 AA504248 H$.187585 ESTs 203 

65 450831 R37974 H6.25255 ESTs 1^ 

400353 BE439B36 WsMm mlloclmfrlal riborom^ protein 817 1^9 

445960 AI2663Q9 Hs.140489 EST6. WaeKlysi'iTvlBrtoLIHI.HUMANUNE. 1.96 

446356 A1.12QB37 Hb.20993 hl^tucoaa-regulrited protein 8 197 

429732 U20158 H8a4aB lyT^ocyte<^tKollc protein 2 (?H2doms 1.91 

70 426850 BE24T870 Hs.l727fiS MAP/mlcrotubute affinily^iBgtilaling Mna 1.90 

427935 AA44BS42 Hb.251677 GanOgenTB 1-90 

450649 NM-001429 H8.25272 EUtilnding pfotein p300 188 

418460 M26315 Hs^5256 CDS ai1}gen, alpha po1ypap1kle{p32} 1.88 

449523 NMJ]t]G579 HS.S4443 chomoklnetOCfnaliO receptor 5 1.88 

75 416975 NMJQ04131 H8.1Q51 gtanzyinsBfgr8nzyme2,GytDtK»k:T4ynip 186 

433228 AWS03793 Hs.94U KIAA1488 protein 186 

413129 AF292100 Hs.104613 RP421ioma(bg 185 

432606 NM_a02104 H&.3066 grenzymeK (serine protease, granzyma 3; 1.85 

. 446620 AA12e800 H3.17990Z lraispOTtsr4)ke pratstn 1.81 

80 440008 AW578D03 Hs.22826 btQniTlodiilm3(ublC|UilOUS} 179 

433160 AM207002 Hs.134342 TASPfDrtesfis^pedfcaddainyclnaais 178 

420802 U22376 H8.1334 v-myt) avian iryebUastosis viral onoogen 177 

4234B2 BE280172 Hs.l29228 9sjiact[]lunaBe2 177 
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434370 


AF1309B8 


Hs.58346 


sclodysplastn 1, an^ildrotic reoeptor 


1.76 


419125 


M642452 


Hs.t3oaai 


B-ceH CLUymphonia 11A {zvk Gnger pro 


1*75 


425545 


N98529 


HS.15B295 


homo sapaens, done MGC:12401, cnRNA, com 


1.74 


405102 






CI 5001 220*:g1|446dSS&Igb|AAD213l 11 1 (AF 


1.74 


433201 


AB040a96 


Hs.21104 


KrAAl463 protein 


1.73 


420798 


1IV93774 


Hs.999d6 


kefafin 10 (epldeniioty^Ic SiypeHceiatosIs 


1^ 


437BB0 


AA333063 


Hs^989S 


Homo sapiens cDN A: RJ23l651is,cic3nBL 


1.62 


414961 


U27266 


Hs.927 


m^^n-fatncfing piotein H 


1.61 


42B405 


Y00762 


Hs.22fi6 


choTcnerglc receptoTTfllcoliik:, slpihap 


161 


422170 


Al79194g 


HsJ 12432 


anti-MuHedan honnons 


161 


431846 


BED19924 


Hs^lSOO 


UroplaVin IB 


156 


404468 






C3000442':gi|11 120896[fe1iNP„06B51B.1I c 


1.57 


405779 






I^M_005367:Homo sapiens imlanoma anUgen. 


1.55 


441129 


AA074SO4 


Hs.296420 


E&Ts, Weel^y similar Id 718651 hypoUieH 


155 


427244 


A/V402400 


Hs.178045 


ESTfi 


1.52 


411411 


M345241 


He.55950 


ESTs, Weakly soinllar to KIAA1330 ptd\&n 


152 


417777 


AI823763 


H57055 


ESTs» WBEildy sMarlo 170635 seiuie/th 


1.51 


41B3fi7 


AA32fiQ35 


Ks.59236 


hypolhaGcai protein DKFZp434L0718 


151 


440340 


AW895S0I3 


H8.125276 


EST8 


146 


437162 


AW005505 


Hs^64 


thyiold honmone recepiorcoacfivatlng pr 


1.47 


4247S0 


D29966 


Hs,1 52616 


ubIquHIn specific pio^e B 


146 


429469 


M64590 


Hs.27 


glycine dahydiagendse {decarboKylaOnB; 


1.44 


406374 






C1fi001364sgl|110e7373jreqNP_OS76BB.l| C 
Homo saplam cDMA FLJ13B72 fis, done TH 


143 


430006 


BE26602G 


Hs>31476 


ija 


404405 






TaigatBloa 




401250 






NM_030932*:HoniO8BplBnB diaphanous (Dros 


138 


493323 


AAB05132 


Hs.159142 


EST8 


136 


427441 


AA412605 


Hs.343a79 


SPANXIsniily.niembGrC 


133 


444707 


A)1Q8613 


Hs.4iogo 


desmoooll1n3 


1.31 


409103 


AF251237 


Hs.t12206 


XAGE-1 pidab 


1.27 


451106 


BE3B2701 


Hs^eo 


M-MYC oncogene 


1.27 


434804 


AA649530 


HS.34B148 


gb:ns44ft}5.Bl NGLCGAPJUvl Hbmo sapiens 


123 


430GB6 


NMJD0194Z 


H&2G33 


deBmooldn 1 


1.21 


429325 


AWDBB739 


H8^4a77Q 


ESTs 


119 


406703 


X13100 


Hs.17aOB4 


myosin, heavy pdypsplfda 3, skeletal mu 


103 


418627 


BE32731t 


H5>t71G& 


HT021 


101 


4D4104 






C60013f78'Bil1 17l74fiisp|P46530;NOTC^BF!AR 
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CAT numben Gene cluster number 
Acoesslon: Ganbank accession numbsfB 
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AA335144 At926349 AA335210 AA33491 9 AA335163 AA33521 6 At678342 BF374135 A)932922 AA335214 AA335109 AI57Q32S AI452619 A1926109 
AI453468 A1676606 AW669269 AW86921 1 6E641560 AI67936B AI86BB8Z AI92fil7€ BF5G8305 AW869315 AA334a26 BEfi41712 AW0265B4 
AA33S200 BEa41 764 AV730339 AW474979 AI2S6344 At446430 AI537612 AA3351 66 AVVB6e051 A)G7gl33 AI949520 8E&41652 AI949532 
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AWD06153 AI520957 AIBIOBZO AI679e2B Aie68l5t Al537e39 AI679547T2B354 AI2fi25&7 AA33S207 R83655 BF006g63 AW131160 Al925e26 
AW029396 AW026i45 AW00e4lD AW152586 AWD08476 AIB01040 A]4S3fi69 A!621200 AA334925 BF374069 BF37407& N5320B BF374246 
AWB68723 BE937150 AASS50O2 AW86333SBE841767 

X0O474 NhLQ03225;ffi2Q03 M12076 81766761 A\V950155 A1571946 61760569 AA3Cie4O0 AAE68312 BI761955 AA5075g5 AA614579 AA814409 

BF74769d BM1 42326 AA307578 Af92S552 AAS7B674 AA5B2084 AW009769 AAS14776 AAS8B034 BG271505 AAB56276 BM142S03 AWQSOTOO 

AQ07407AI2Q2532AAS24242Al9D9772A197D63BBG236516AW7502l6AA587813Aig09749At909751A!9100S3M^ 
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B(^S5837 AI720344 BF54m5 AA35S0a6 AA17223S 
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Phey: Unl<^e number conssponding b oi Ebs pitklseset 
Rbf: Seqasnoe source. The 7 digil fumibers tn Ihls cdiBm are Genbank tdenHfisr <GI) miihbeis, l^unham. et si' lofais to the piitlEcaUon entiUad The DMA saquence of 

Siumsn c^rcmoooTne 22' Dunham, et (1999) Nature 402:489495. 
Strsnd: bidlcalss DNA strand fitmi wtiidi axons >Hm predlded. 
NLposfflon: Indicates nucleotfde positions of predictefS emns. 
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Unique Eos probeset Identilier number 




ExAccn: 


Exemplar Accession numbc 


\x, Ganbank aocesslbn number 




UnigenetD: 


Unigfine number 






Unloene TlteiUrfgene gene title 






R1: 


Majdmum of esophageal tumor A!s divhied by the 3dth percentllo of ths normal esophsg 


lirsAte 


Ptey 


ExAccn 


Un^genelD 


UnigeneTilte 


R1 


400289 
411243 


XD7820 


HB.22S8 


rosMx meislloprolelnase 10 (sfromslyflir) 


31.70 


AB03gea6 


H8.66319 


CA11 


30.12 


418007 


M13509 


Hs.83169 


maliix metellopfote&tiase 1 {IritefslIliaT 


1&46 


444325 


AW152616 


HS.1S757 


ESTs 


18.22 


444381 


BE387335 


H8.283713 


ESTs. Vfesk^ sNIsrto S64054 hrpofiisfi 
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421379 


Y15221 


HB.1039a2 


amBH indudblo q^tohmB siMainly B (Cy 


16.28 
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M18567 




NhU)02425cHGniD sapiens matrbc niQtellqpiD 


15,59 
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H8.1867 


prooastilcsin (pepshogen C) 


15^ 


425679 


X06997 


HB.l5gi77 


)ips3Q^9Bslric 


14.60 


432239 
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Hs.2938 


mablx melanoprolelnase 13 (coHag^ase 
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431723 




HS.1676Z 


Homo SQplsns mRNA; cONA DKFZpSe4B2062 (f 
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SBcretBd phofiphc^)rDtein 1 (ostsoponlh. 
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1077 


408380 


AF123050 


Hs.44532 
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10.32 


429673 
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Hs.1fl96 


msMxinetallbprotelnase 12 (macroptiase 


10.32 


412326 


RD75E6 


H8.73ei7 


amall indudbla c^takinB A3 (homologous 


10,22 


419216 


AU076718 


HS.1G4021 


smsil IndudlblecytoHrne subfamily B {Of 


10.16 


408243 


Y00787 


H8.624 


InterieuMn 8 


9J0 


414359 


MB2lg4 


HB.7fi929 


cedterih 1 1, lype 2, OB-CBdhenn (osleob 


9.75 


4S0375 


AA0Q9647 




& dlsmtsgiti and metallopiroteiftase doma 


9.12 


407366 


AF026S42 


Hs.17518 


gb:Homo sapiens c1g33 mRNA, pafHsl eequ 


8.88 


433447 


U291S5 


|is.32B1 


rauron^ pentrexln K 


8.64 


421508 


NMJ104833 


Hs.105115 


abSBnUpjnBlBnomB2 


6.46 


4S28B2 


AW978065 


H&8687 


ESTs 


6^ 


43282B 


A9042326 


HS.2874Q2 


chondrden 4^ltotransferd56 


7,32 


452261 


T93600 


Hs.2a7g2 


Homo sapiens cDNA FU1 1041 lis, clone PL 


7.86 
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NM-lX)ia98 


Hs.123114 


cysMnSN 


7,82 


452838 


U65011 


Hs.30743 


preferenOally repressed anUgen In mela 


7.60 


413870 


ABQ0D115 


Hs.75470 


IVpothdUcal proiefn, expressed In osteo 


7^ 


462410 


AL1336ig 
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7.48 
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AL3S3944 


H8.50115 


Homo salens mRNA; cDNA OKFZp781 J11 12 (f 


IM 


406687 
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M31126 




matrix Hfietaltoprotelnase 11 (sIromelyEia 


7.24 


AA36125B 


Hs.237S£a 


InterteuMn 7 receptor 


7.1B 


439343 


AF086161 


H5.114611 


hypolheficBl protein FLJ11BQ8 


7.13 


429228 


A1553633 


Hs.326447 


ESTs 


7.04 


421110 


AJ250717 


Hs.1355 


ceViepslnE 
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4140Q4 


AA737033 


HS.71S5 


ESTs. tUbderHlBlysiniilBrb21t53S7ATYK 


6,68 


424321 


W4048 


Hs.1765 


lymphocyte-Specific pfotelii tyrosne kui 


6.6B 


406673 


M349g6 


K3.198253 


major KtstocoRipattilllly complex, dass 
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421SB2 


AI91027S 
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447164 AF028941 Hs.17518 Hobid sapiens cIgSmRNA, partial sequence 6.40 

409403 AA66B224 Hs.6634 Hc}nu)£QpenscDNA:FLJ22547G5,cloneH 6.32 

43S926 AW014B75 H8.t37007 ESTs 6^32 

418460 M2fi3l5 Hs.8525S CDBanUgen, alpha polypeptide (|}32) 6.12 

5 411296 BE207307 Hs.10114 grtswih suppressor 1 6.03 

426312 AF026939 HS.181B74 interfQroiHnducedprotefnwBliteir^ 5.86 

413441 A1929374 Hs.75367 SroJrkMdaiilflf 5.86 

427337 Z46223 H5.t76663 FcfrasmentoflgG.lowafflnllylllb.r 5J1 

417715 AWB89687 H5.a6366 ESTs 5.78 

10 413806 000267 Homo sapiens mRNA fbr catdesmon. 3' UTR S.63 

40DB65 NML002425;HvTv> sapiens fnablKmetaJlopro 5.60 

4244GB A1754B13 Hs.146428 a>Bagen.t|rpaV.dpha1 5.S3 

416290 AA27g530 H5.B3968 lniegrin.bela2{an1lgenCD1B(p95).ly 5.44 

444527 MM-00540B HS.113B3 8tna]nnducIUe€yloUnesublBml1yA(Cy 542 

15 42836B BE440042 H5.83326 niaWKnigl3ltDpraNnase3{5baiielysln 5.40 

4167G8 AA383733 fl5,1032 PBgenGiafang isfei-dertved 1 alpha (pane 5.38 

430413 AW642182 H&.241392 sina1llndudblecy1oI^eA5(RANTES) 5.0S 

427509 MffifflDS Hs.2161 cQmpleinentooinp«i6ntfiieeeptor 1 (C5al 5.DB 

422530 AVV9723D0 H8.11B110 bom marrow slmmsl celt anfgen 2 5.04 

20 41327B BE5&30B5 >1s,833 inberfeioivsllmulated protein. 15 kDa 4S2 

436656 AI469355 Hs,1273l0 ESTs 4.60 

426711 AA383471 Hs.343a00 conserved gana atnpEfied In osteosaicoina 4.60 

421362 AKOQQOSO H6.103BS3 hypoOielical prOtefn FU20D49 4.53 

452401 HM-0071t5 Ha.2g352 lirnnraecroBbfaclor, tfph»nduoecipio 4.48 

25 404240 Nft4_0lS950:HQmo sapiens rriaJorhlstofTipBl 4w36 

435523 T62849 H&.11ogD ri»nilbnin&«pannlng4-dc)irBiis, siibfamlyA 434 

437763 AA469369 HS.SB31 fissuehiMUtorofnietaltbprDtGlnase 1 4.29 

425139 AW8304B6 H8.2533S pntaa^ serine. 23 4.24 

41S989 AI2fi7700 ESTs 4.20 

30 409202 AA227710 Hs.43658 DKF2P586L151 prtilain 4.11 

4501701 H39960 H8.2664e7 hypottiBfiGslptt)teInXPJ19S151 4.06 

423271 W47225 Hs. 1^6258 mteHeiridn 1, beta 4.02 

414774 X02419 H5.77274 plasnfnosen ectivalDr, urokinase 3.96 

4439Q7 AUa764B4 H5.9963 TYROprolein lyrosine kinase Wndlns pro 3.90 

35 4246B7 J05070 Hs.15173a malnx metaHoproteTnase 0 {gelatTnasa B 3lB6 

444006 6E3950e5 Hs.lD0B6 tn)eltran8niembfBnBp:DtenFnt4 3l86 

414915 NliCG92462 Hs76391 nvxovtrus (lnfIuBnza}Tesislafloe1,honu> 3.76 

408122 At432652 Hs.42824 liypolhBfcrf proteh HJ10718 3.49 

408049 AW07e09fl Hs54Ka6 desmcplakin (PPI, DPIl} 3.44 

40 431629 AU077025 Ks.265^ IriteifiBrDn. ^ph»ndiicitiIepfBlern(do 3.37 

435370 AJ964074 H5.225^ BSTa 3.29 

443378 AW392550 Hs.9280 proteBsome (piosome. macropaln] sutninH. 3.19 

443071 AL0B0O21 Hs.6986 complefnenlcomponentl.qaubcamponeiU. 3.18 

409154 U72BS2 Hs.50842 Iriteriwofvlr^ducBd ptoteirt 36 3.13 

45 445417 AK001Q58 H6.126B0 Homo sapiens cDNAaJ10196te. done HE 3.12 

413142 M81740 Hs.75212 omtltine decatboxylase 1 3.00 

406646 M33eQQ ^5,308020 msiorhlstocompdiUi^oompleK. class 2.76 
402992 TargelExon 2.57 

^ _ 452304 AA025366 H5.61311 ESTs, Weekly similar to S10590cyjibiine 2M 

50 418245 AADBa767 HB.83aB3 lfan5membraiie.proBlal9amiiageAladiioBd 2.52 

413945 NMjnOSdl Hs.75627 CD14 antigen 2,51 

423225 AA662604 K8.125359 Thy-lcensurteeanttgen 2.50 

4438B3 AA114212 H3.9930 serine (or cystine) piotsliBaeunliaiih) 2^ 

416149 X12451 Hs.78056 cattiepekiL . 2A7 

55 42S247 NiyL00994O H8.156324 nidi&(nista»Dprotelne88l1(slranielysin 2.46 

410422 AUM2014 H5.63348 Homo sspl9ns.gIanBMGC:l5203,(nRNA» com 2.45 

413B36 AF113676 H6.297681 sariia (or cysteine) prolelnaEotriMblb] 2.45 

409202 AA236661 Hs.51Q43 hexosan4nldasaB(|betepolypBplid^ 2^ 

422562 AI962X180 Hs.118397 AStjlndlng pni^n 1 2.35 

60 443639 BE2690« Hs.9e61 piD|Basome(pro6ome.fliaGropalrOsubun% 2.26 

444BS2 BES13613 Hs.1tS3B aBS(i(ie!Mpn)teth2/3(»iT^lex,subiin 2.19 

412471 M63193 Hs.7394S endoSie^ eel grfiwlh factor 1 (platel 2.19 

449717 AB04093S H6.23954 csfelsal odi adhesion mofecute 2.03 

417389 BE260964 H9J32045 m1dldiie{neuifl9gRWliiiHomo6ns factor 2.03 

65 428951 BE313D77 Hs.93135 EST6.WBeMrBiniOBrtoAlJU^JftJlkllAN 1.83 

445109 AF039816 Hs.12330 ecbRudtesUetrlphosph^dliAosphoh^ 1.79 

406778 H06273 H9.IOI6SI HaniDsap!ertsraRNA:cDNADKFZp434Cl07(fr 1.70 

408716 A)667e39 Hs.15l7U HdiiiosaplenBmRNAforKlAA1769pmiBih. 1.69 

412773 H15785 H6.74S73 similar to vscdrna virus HladlllK4L OR 1.66 

70 414024 AA134712 H8,22«tO g1nEni79b08.r1 StrcA^erKneuroephheHim 1.65 

426530 U2457a H&278625 CQm|denwntooinponent4A 1.5B 

41494S 8E076358 K8.77667 lymphocyte antigen 6 corvplax,1ociisE 1.52 



75 TABLE 47B ^ 

FfaBT' Un^uB Eos probeaBl ideriilfer number 
CAT numben Gene dustn nuihber 
Accession: Genbank accession numlm 

80 OAf Number Accession ^ 
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AA335144 A1926349 AA33$21Q AA334919 AA335163 AA335216 A167B342 BF374135 Ai932g22 AA335214 AA335109 A1570325 A1452&19 A1929109 
AI45348B AI678B06 AW889289 AWa69211 BE8415SD A1S79368 AI8e8882 A1926170 SF5Q8305 AW66931 5 AAa34g26 BEB41712 AW0285a4 
AA3352Q0 BE841764 AV730339 AW474S79 A12a6344 A1446430 A)537612 AA3351G6 AWBGBflSl A!67d133 A)949S2a BE841652 AI949532 
BE937113 BE84l7a9 BE841643 AW130556 BE841761 AWBGB716AVVaGaS986EB41689 eES371Q8 AA33d158 AA3351S3 AA335159 AW867404 
AWa68S92 BEB41742 AW868711 AVV8S7546 BEB4l6ag AA33Sigfi AA335146 AVV868150BEU^ 

AW868B15 BF373B12 BEB41657 BE84T780 AI440394 AA33S21S AA335202 AA3351G2 AA3351BD A1B01SS6 A1678499 BF3740f9 AW130238 
A(B2fiGS7 AI572459 AI932773 AA335197 A1611752 A^33S224 A1452592 AA335147 AA335149 AA334928 AA335114 AA3351 1 1 At567048 
AW029395 AI5703263F373838 BE641691 fiE841776 AWB6348S BF374093AW1 30376 BE841732 At446393 A)446781 AWB67647AVtfD29012 
AA33S227AW8593(^AW86S350AVV8Ga7D9AVV869407AW005017A167S252Al925S23AW1$l5S3AVra^ 

AWDOmSS A1520g57 A1B1GG20A1679828A1B6B151 AI537«38 AI679547T2B354 At282S&7AA3352fl7 R83655 BF90G963AWf3t160M925526 
AVVQ2S396 AW028445 A)M)084tO A)/V1S2SB6 AW0OB478 A]aOl040 AI453669 AI621200 AA334925 BF374069 BF374a76 N5320B BF374245 
AW866723 BEg37150 AA95600Z AWB6333G BEB41767 
10194.1 BCO13369BCO1739aAJQ23543AA191424AI2fir77O0AV469633AW^8465AVVg53397AA172D56BE9^ 
BG2fl5a37 A1720344 BF541715 AA355086 AA17223S 



419989 



TABLE 47C 



Unlquo number corresponding to an Eos probeaet 

Sequancd souicb. The 7 d^it numbefs Tn Ihls column are Genbank UanlrBar (Gl) nanibef& 'Dunham, el d.' cefere to the pubNcalTon entlQed TIiq DNAsaqMsnce of 
human chrotnosonne 22" Dunham, et aL (1999) Naliire 4082:489^5. 
Indicates DNA strand Irom which eRone ware prediM, 



Phfly 


Ref 


Strand 


NLposiOon 


400666 


8116496 




17982-18115^20297-20456 


400665 


8118496 


Phi» 


15879-17023 


404240 


5002624 


Minus 


116132416407.116663-116922 


402932 


7767907 


liflnus 


42137-42515 



TABLE 48A: 

Pksy: Unique Eos probeset IdeiUfllGr iwmber 
EKAccn: Exsmptar Accession numbar, Gmbartk masHon number 
UnlgeneSD; Unigene numbar 
UrfgeneTiHe^UiiIgene gene tilfe 



R1: 


90&1 paroentile of nocmsl eaophagua Ab dvkied by (he 9Dtti percenffle of eGophagoal tumor Ats 


Pkfiy 


ExAcct) 


UntgenelD 


Unigene TlHe 


R1 


407245 


X90568 


Hr.172004 


m 


zrM 


426752 


X69490 


H3.172004 


titin 


30.23 


425545 


N96629 


H5.158295 


Homo s^ms, done MGC:12401, mRMA. com 


23.69 


407013 


U3S637 




gb;HuniBn nabuln mRNA, parta'd cds 


170)9 


400440 


X83957 


Kk^3B70 


nebuUa 


15j56 


405704 


BiA21G65 


H3.929 


myosin, begny pol^Mplida 7, caidlac mua 


14^1 


426087 


AA100573 


Hs.182421 


bopoitin C2,1ast 


13.03 


41707D 


Z19077 


H5.172Q04 


Gtki 


13.02 


406707 


S73840 


H5.931 


myo^, beany pdlypepSde 2, skdelal mu 


1ZG1 


405DD1 


U58196 




talBiteukIn anhancer bbKfing lador 1 


1Z53 


418391 


NhL0032B1 


Hs.84673 


IrapoRin 1. skelat^ sbw 


1Z46 


4182DS 


L21715 


HS.837BD 


boponlnLsloaletal.fast 


12.40 


422633 


X5GB32 


Hb.1 18804 


enolase 3. (beta, muscle} 


12.21 


400489 






C10001B58]^667fi124WPJ»2759.t] ne 


11.99 


418390 


AF133820 


H5.84665 


tilln immaitigloibUlin domain pnilein (myo 


10J3 


412519 


AA186241 


H3.73g80 


troponin T1, skeletal, slow 


10^1 


417435 


NMJDOSlai 


»5^2129 


cafbonic aniiydlrase III, musda spedfic 


10.14 


413778 


AA080235 


ti&75535 


myosin, lighlpQlypeplfda 2, regiilatoty, 


10.13 


408493 


BEaQGaS4 


Hs.46039 


phosphoglyDanto mnlBSB 2 (musd^ 


10.00 


416373 


AAl9Sa45 


H5.73690 


EST8.VlfeaMysrmllartoS1265B<^iiB^ 


9l65 


415672 


N530g7 


H8.193579 


E8Ts 


OlG7 


409096 


AA194412 


>Isj5055D 


saicomerliB imHcb protein 


a48 



562 



wo 03/042661 
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431360 NMJ0OO427 Hs^1680 loriotl 9.42 

41G982 J054Q1 KsuflOS91 aealh» Kinase, nv'kxdiondifat 2 (saicom 9.20 

426429 X73114 Hs.169&43 myosln^Wncrmg proteki C. clow typs 9.15 

422068 AJ010063 H8.343B03 tilhK:ap{tete(fiortn) a.96 

5 409023 AB014513 Hs.49998 Z-fafindaltemalivBlysprEedFOZ-motff 8.64 

437206 AW975934 ^£.263382 ESrrs.V\^ysnr»ar to 136344 UHn.ca B.48 

421296 NruL002fi66 Hs.103253 peri!lp)n 8.47 

412129 M219B4 Hs.73454 lroi)onliiT3. steletelfest 8^39 

434352 AF129505 Ke^492 smaU miisde proleii. X4inkcd a28 

10 416026 BE379727 Hs.63213 fatly acid lindoig protein 4, adipocyte 7,93 

408591 AFD1S224 Hs.46452 mammsiglotilh 1 7.8B 

435124 AA725362 Ms. 120456 ESTs 7.76 

430881 AW969675 Hs^1232 ESTc 7.70 

454229 AW957744 \{&2ims lacrimal pifitine rich protein 7.68 

15 424734 AI2176B5 Hs.96S44 ESTs 7,59 

428221 U96761 Hs.18307S ATPase. Catranspoiting.cannacmusde. 7.57 

431204 F28B41 H8,2S0760 cytDcfiromo c oxidase subunlt Via polypep 7.41 

443727 2253B9 HBw1B459 ESTs 7.21 

400753 AI337192 HS.4743B SH3 domain binding tfulambadd-iUipr 7.04 

20 413132 NM.006623 H6.75209 protein kin^{cAMNependent,catdy1l 6l90 

424435 AI6BS069 Hs.Z725S6 pepb'dylarginiiie delmtnase type I 6.93 

403805 Target Exon 6.87 

429997 NMJ0Q67a9 H8.227457 apallpaj]RilBmBiifiNAedHii«er&vme.Ga &72 

418532 F00797 Hs.85B44 neuiDlrophia^iosJne1(1haBe,rBcep(Qr» &70 

25 419711 C02621 Hs.1592«2 ESTs &70 

422640 M37984 Hs.liae45 troponin C, stow 6.68 

433839 F3S43D Hs.146070 ESTs. Weakly 8lnfilartoAlUl_HUMANALiJS 6.55 

4G67D3 X13tQ0 >1s.173084 myoEln. heavy pdypepUdB 3. siffiletel mu G.34 

451621 AI879t48 Ha26770 «^ add binding protein 7. brain 6.27 

30 446962 A1351421 H5.279709 muscle spedflc ring linger piolein 1 &20 

411102 AA4012d6 Hs.23926 triadn 6.17 

411652 AA526140 Hs.107515 ESTs.WeddysnfilartoT0Q329liypothBtl 6.15 

454059 NhL003154 HsJ7048 stalherin 5.95 

451957 AI79G320 Hs.10299 Ytonw sapiens cONAFU13545fiB. done PL 5.86 

35 434360 AW01&415 H8.1277e0 ESTe 5L67 

420813 X5t50t Hs.9g949 pid&clin-lnduced protein 5.52 

417376 AA2533I4 H5.154103 L1Mpmteln{s(n[illartoratpi9lelnklna 5^ 

424688 AA216237 Ks.1815 ni/o^n,llgtitp<%epGde3.allcBli:vBn 5.42 

446523 NMj0O3O63 H5^4629 53roD^ip^^ 6.41 
40 402270 ToigetExDn 5L2S 

437845 AA7738G6 HS.2445G9 esopiiagus cancer-related gBn&T2 5.24 

424962 U94777 pftiosphQrylBaBkgIycagai:musde(McAfdle 6.17 

414657 AA424074 t^767fi0 protein phfl5phaIa9e1»icgiM)iy<|nMb 5.14 

410621 AA194329 Hs.l72004 ttfin &10 

45 429134 AA446953 HS.990G4 ESTs 5.06 

436519 Ai27ei24 M5.238756 nvozeri^ &LD4 

447023 AA356764 H9.17109 inlegrd membrane protein 2A S.D3 

427639 AW444530 Hs.105332 Homo sapiens^ clone M6C:ie257,mRlM, cam 5.02 

426451 AI906165 H5.169g46 GATA-UndingprotenSCr-cdlreoeptor &QQ 

50 433835 A1074502 Hs.134Z92 hypdUiaticd prale'n MGC1202t 4.96 

429B92 Ni;iLO03BO3 Hs.2504 myomesin 1 (skelemin} {18Sfc[)) 4.96 

411021 F00055 Ks.172004 9tln 4.95 

41634S XegOB9 H8.79227 myomesin [M-pi«te1n)2(165kE9 4.93 

„^ 424897 063216 H3.153684 fnssJed-related protein 4.92 

55 406741 AA066357 H6.74466 csiclnoembryonle snt^geiHelated cell ad 4.92 

42BB24 W23624 Hs.173D59 EBXb 4.78 

418692 AKD00268 K&J7383 hypottnttcal protein 4.74 

448406 AW772296 H6.21103 Homo ssplenB mRWA; cDNA DKFZp564a078 flr 473 

432306 yiB207 H5.303090 protein phosplialasel. regulatory (tnhlb 466 

60 424049 AB014524 Hs.13B380 KlAAD624pnilBki 465 

430609 AW971945 H8.2932a6 ESTe 465 

433122 AB0193St Hai£a049 ESTs 462 

415447 Z97171 Hb.78454 myoclln, trabecular meshworicindiicible 459 

415655 WD6433 ESTs 4B3 

65 442376 W955B8 Hs.129982 HomosapfenscONAHJ12226fi5.cloiio MA 4^ 

4S2306 AI167S60 Hs.612g7 E&Ts 4.57 

418072 F35210 Hs.86507 Human DNA sequence liDfnclar»RP&^S3Ct7 456 

429413 NMJ[n4Q58 H8,20ia77 DESC1 proteni 4B3 

„ 423725 Ai40310a Hs.132127 tiypolheficd prateh LOC57822 4.53 

70 438704 AI435060 Hs.32825 4.90 

413391 AI2Z3328 Hs.75335 c|lydnaaminnd[aislerase(L«rj^B:g 4.40 

430699 AW96SB47 H3.292718 ESTs. WeaMyslmlortoRET^^HUIIMN RETIN 448 

4190S0 Nhi;]OQ036 H5.B9570 adeno&lnecnonopho^dtadaaniinasal fGD 446 

„^ 422313 AFM5941 Hs.«5166 acleirqi 4^ 

75 417045 F011BO (18.332030 HbmaaepHnBORFI 441 

426158 N(yL0019B2 Hs.19S067 v-eiM>2 avian eryfhroUastl&lsukenilBv 439 

435101 AI743156 Hs.131064 ESTs 437 

432408 N39t27 ESTs. V\fe^ sinvlarlo A4601O Xms6 435 

^_ 439706 AWB72527 H5.5d761 EST$. WeaVlyslmlar to OAPIJIUbAAN DEATH 4^ 

80 429830 AI5B0009 Hs.99569 BSTb 430 

429624 AA4S864a H&99476 G8Ts»W^yBiniilarbl3l3l84Bal|Aia1 428 

429454 ALD39940 Hs.202949 KIAA1102 pretebt 420 

411000 N40449 >ts.2016ig ESTSiWBd(^abTrilartoS3B383SE94Bpio 411 

563 



wo 03/042661 
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429852 


AB010445 


Rs,225948 


smaR viduafals cyloWne subfafTiily A (C/ 


3.99 


426560 


A1243209 


H5^8669 


EST5, Weakly sivniar b B47411 ADPribosy 


3.95 


438328 


AI492261 


Hs^2450 


ESTe 


3.84 


451917 


AW391351 


Hs^0B20 


Homo sapiens urfcnown mRNA 


3,64 


453876 


AW02174e 


Hs.l 10406 


ESTa, WeakJf anular to 138022 tiypolhsli 


3.83 


41480(7 


AI73861B 


Ha.77345 


hydfaxypfostaglandndehydiogenase 15-(N 


3.82 


430171 


AFDB6289 


Hs.23476e 


stdn-spedCic protein 


3.80 


422287 


F16365 


Hb.114346 


cytochcome c oj^ase submiU Vlls pdype 


3.76 


4460B2 


A1274139 


Hs.156452 


ESTs 


3.74 


449003 


X76342 


Hs.389 


aksohal dehydmgenase 7 (class IV}. mu d 


3.70 


431205 


AAig4560 


Hs.250763 


iiDpoinodiflin4 (musde) 


3.68 


443265 


AI9162a7 


Ha9167 


SH3 domah binding gbtamtc acid-rich pr 


3.68 


424747 


AA346241 


Hs^318&7 


EST 


3. 67 


41€223 


S73775 


Hs.60708 


cateequesbln 1 (fasl-twitch. skeletal m 


3.63 


423024 


AA993731 


H8.325B23 


ESTs, Mcxteratety similar lo ALUS JIUMAH A 


3.62 


453B17 


AW7S5253 


H9.61920 


ESTs 


3.57 


416431 


AW3B4458 


Hs.172004 




3.52 


425S71 


Aft3S024 


}l8i16S29S 


kahkieln 13 


3,49 


412452 


AA215731 


HS.792B5 


BUppiiession of bimoirgsnlcllr 5 


3.48 


421512 


AB0D7g23 


Ks.26584d 


myonegailn 


3.41 


413922 


At535895 


HS.221C24 


ESTb 


3.37 


419648 


173661 


Ha.91B77 


thyniifl homuine responsive SPOT14 (raQ 


3.36 


418067 


Al 127968 


H5.83393 


cysldBnE/M 


132 


428668 


ALJQQ0190 


HS.ie9242 


Homo sapiens mRNA: cDNA DKFZp434A202 (fr 


3.29 


451681 


228564 


H3.255g50 


ESTs. Weakly slmlarto AA64_HUMAN 64 KD 


3.26 


420197 


AW13S647 


Hs^8134 


ESTs. Wealdv gImilsriD A57291 cytoWns 


3.23 


42SB69 


AA524S47 


H5,1603tB 


FXYDddmain-oonlaTnlng Ion transport reg 


3,21 


404270 






NM_0060G1:Hanio sapiens spectSc granule 


3:21 


409169 


1=00591 


HS.50B89 


(clonB PWHLC2-24} myosin l^htchsiln 2 


3.17 


42635D 


NM_003245 


HsJ2022 


IransgjUitaniinase 3 (E pdypepitldo. prate 


ai3 


452023 


AB032999 


H&.27566 


K1AA1173 prbteSn 


3l06 


417713 


D42047 


Hs.62432 


KlAA0088proteb 


2J9 


435538 


AB011540 


Ks.4930 


1cm dena> rpoprol^ receplor-relsted 


2.97 


450300 


Ali)41440 


Tk5B210 


ESTs. H*«hly Glmltar to ITH4_HUMAN !MTER 


297 


451814 


AAB47g92 


Ws.137003 


ESTs 


2.83 


452360 


Al7420a2 


Hs.98539 


ESTs 


2.67 


431B38 


AA93847t 


Ks.54431 


specilic granule protein (28 kDa); cysts 


2.57 


4QB104 


AW9729Z7 


Hs^396S 


ESTs 


267 


444329 


W73753 


H5^S37 


hypolheScal prots^n FLJl2g2l 


254 


439852 


W67826 


Hb.55412 


ESTs^WeaMy slDiflBrtoKICJjftJMAN KERAT 


250 


432191 


AA043193 


H8,273186 


hypottietical protein, done TelethEn[Ila 


233 


425855 


AF135025 


Ha.159679 


kafiJkre1n12 


232 


430560 


Z2B942 


HsJ^43960 


N-myc dcwnsUBam-Teguteted gena 2 


228 


410B77 


NhL003278 


HB.B5424 


talranecfin (plaamJnogen-blndlng pcotoin 


2.25 


411388 


X72925 


Kb.69752 


d^mocolSnl 


225 


425721 


AC0D2115 


Hs.159309 


uroplal^ 1A 


212 


430520 


Nlit.016190 


Hs242057 


dhnimosomB 1 open leading frame 10 


210 


4294il 


AJ224172 


Hs.2040g6 


RpophlGn B {uterogloUn fatiAlf membe^ 


2.02 


417405 


W2fi657 


H5.5307 


ESTs 


201 


434560 


R13052 


Hs^64 


Honx) saplans dona 24877 mRNA sequenca 


1.96 


417074 


249878 


Hb^1131 


guanldihoacetete (knelhytlransferaBe 


1.79 


430513 


AJ012Q0S 


Hs^1586 


G6Cpn)tein 


1.6B 


454478 


AWd05749 


Hs.316865 


Guperaadde dfemutssB 2, mtDchondrid 


1.6B 


416559 


A10a9195 


KS.12B060 


ESTs 


1.66 


447205 


BE617D15 


Hs.11006 


ESTb, Moderately slmlar b T17372 plasm 


1.64 


415780 


U75e9B 


HB.7m6 


hsat shock proleui 2 


1.55 


409702 


AI762244 




eukaryotie translation dongaUon fectar 


1.60 



TAflLg4BB 

Pkey: Ukique Eos probeset IdenliRer number 
CAT nimben Gena clu&ter mmiber 
Aoossskm: Genbanh socassnn mimbera 



Pfcsy 

407013 
424982 



415555 
432408 

409702 



CAT Number Accession 



2D73„7 
2536:L1 



J 
2061_18 

363B6_1 



U35637AA192323 AA19450e BGOIISBS F25712At596B20BE165a76 

AK057547 BG1B1248 AAB8375B F25670 AA778128 F27657 F18914 F25171 AA178B44 F21556 F25872 F20457 F27617 F38069 F34817 F269B7 
F2S922F3127BF34666 F01176F36333F01226 F27406F27130F28742 F24126F29B91 AA19535SAAOa6351 W69291 F25aBOF3279t F31311 
F323B0 F2S216 F19679 F18666 F2g70D F24954 F3Z741 F30404 F36470 F33889 F33141 F353B2F34116 F17714 AA17634S F2470Q AA550940 
F16617 F1G859F15633F34675 F16628 F172B1 AA086388 ra0B69F21852 C02644 F29425F25286 C03S53F352S9 W80691 F16457 F24D94 
F18783 AA1B0319 F28443 F17763 F1744B F0Q542 AAi97179 AA193012 

AJ276240 1^70563 F3ra02 F2fl200 F27903 F18577 F19683 F20B67 Z28857 F30994 F31752 F17375 F1 5601 F17543 F1741 1 

AV724258 AA247153 BF73B219 BF513744 AW05a048 AI082691 AA86552D N39127 AV724549 F20776 AA249747 AW970392 AA535433 F36964 



AK056051 AK026458B1439120 BM021iaSF30243BM0552l4BM054962BM068667Fa7401 AAE63G21 At752243AI720773 Ai933Q14F18954 
F35317 F3525B F27772 H39537 AW445222 F19408 H28557 F30B08 F31797 F309BO BFB37737 BF837688 A1551046 BI758668 81765038 BI837440 
BE3g2e828l438B01 AI093S11 A1752244AI7&4111 66490221 BF33a84DBF33B974BG896472Alj576843AWg6B769 F25388F37436H28568 
At02d54B AA762333 F30929 F36002 F21229 A1720539 AA719449 F2I231 F16924 AA626B86 FaD774 F277Q4 F3141 1 F3t127 F333B1 F36153 
F31793 F31t36F3196S F33901 AA2g824<BI757347AI8ia20l M602843 F2g441 H51409F21804 AW973249 F18440 F17572 F32499AA327152 
AA534140 AllBBDea F1BB93F2aa62 AAOlOa88F18143Z2BSQ0H2765l Al7207g0F22425H1317a H2a677F2109a Fa7n7 FZl4G6PI89gB 
F23420 AL574723 R75610 F34Q35 F17B45 n8560F25B02 R791t7 F35534 F15713 A)612800 F16563 F15645 F33609 F20995 BG939623 FITSaS 
F17384 F18e60Fl792ZFl5523AICQ3253F1B358 F31462F0De32 A)5B3430 BnA02l3S3 AA28410B H27650H299358E70BZ0e AA0l073t7H5145l 

564 
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Zig399 At67B41B AI9S53S P172ES Ft7826 P379S9 F35G39 F17367 W759SZ R70189 ZZ8755 R7210B AA3a591$ R75700 R7S1ie Wnas? 
AIS81S52 R7t403 F2338B O03S13 BI7gE14g BI11G109 BF79ir727 AL5G39S4 Ra2966 W474a7 AA4e6afi6MIV9B4e08 BE708220 B6490S37 W47419 



5 
10 
15 
20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



TABLE 48C 

Pliey: Unique number conBsponding lo sn Eos {mbeset 

Ree Sequencs souioe. The 7 dqB numbers h this column are GanbanfcldBiililier(GI) numbers. "Dunham, etd.' 

human chmmosoine 22' Dunham, et al. {1999) Nature 4(K:4Ba49S. 
Sbsnd: hdicatas DMA strand bom wh'ch enxis ware predicleii. 
Nt.po5ilion: tmScatas nucIeolMe posiUoas offxedicted emns. 



nien to Ike pubficalanenlilled Tke DMA sequence ot 



Ptey 


Ref 


Strand 


NLposldon 


4050D1 


6015406 


Minus 


1(M646-104819 


400499 


9T95071 


Minus 


t48495-14BBQ6 


403805 




Minus 


5146^174^53429^511 


402270 


3106020 


PJiis 


f 1765&>1 17622 


404270 


9B2B129 


Minus 


3B49-375a4ie]-4306LSg62^04giea49^B5 



Table 49A. 15B2 genes uptegirfated m tuna cancer peJah've to nomidl body Itesues 

Table 4SA shpws 1562 genes upragi^ated In fting canceridslive to nonnal body Vssues lhal are likely to «icode pnrtcina anenable to modulafian by small moleculBs pQpOdes or 
an1lbQdIe& These genas were sdeded from 596B0 probesels on the EoaAAflyimlitc Hu03 Genedilp array. Gene expression data foreach probesel oblanad from this araelysis was 
ao^matf 86 aver^9e mlenaV (Al), a nonnalsed vahia i^oc&np the relofive level of mRNA expression. Tha protein products of Ihesa gansa often contain ona or more domains 
IndicafivsoThBtfB oncogenic luncUon Qroflransduclng IntraceUular signato, or of being modidatable by small mdeciires. peptideSp oranHbadlefi (ag. pidnae. de^om^n Ttm. 
ph06phaitase. or nnJransportBf). Certain pradlcted protein domsi ' 



Pkey: 
ExAccn: 
UniGsnelCDL 
Pied.ProlDaniBins: 

UniGQiieTWe: 
R1 



Unique Eos probssat idenOfier number 

Exen^lar aooes^on number, GenBanXaDcesslon number 

UniGens num\}er 

Certain predicted protein doma^. Abbieviations used: TK^ IransmembiBna donidn; S8^ stgnd aaquence: -Y, veiy likely Id conlaln: likoly to contain: other 

protein domain abbravfaVonB era lioin Pf AM (Nucleic AgMb Re&earch, 2D02. 30276>2S0). 

UnlGenageneSSe 

SOtfi pocantilsof hing timor Als dvidad by ttia SOIh peroantilB oTiKmnal Hssue Als. wheiBiio 15th percenllteor normal lietoeAfe was subiractad from the 
numerator and denomlnalor. 



Pk^ ExAocn: UnlgenelD: UnigeneTllI^ PfcdProLDomaBw: R1 

421 502: AFlllBSfi; H5.105039; solute carrier family 34 (sodium phosphale), member 2; KbosoinaU50.NaLPU»lrans;'n*=y= 24,06 

439335l AA742697; Hs.62492:ESTb» WcEHyairiflar to B39C68preIln&nch protein IS-i^fRjionreglcust nonB;S5«M: 21.70 

40e621:X57803; H8.181 125; ImmunoglcMn lambda locua: ig.HSP70,P|>x-GppA:TTVt=M:; 19.36 

421341; AJ2432i:^ Hs.2796t1:dcteled In mallpianlbrah taora 1: zonaj»)Iuc{da,CUB,SRCR;S5=M: 16.99 

452304; AA02538S: Hs.61311: ESTs, Vlfeddy nmTar to S10S90 cysleina piDtetoe [H^eapiens]; none j«na: 16.67 

429259; AA420450; Hs,292Sl1; ESTs»Hlg(hty siirilar to S6071Zband-6Hir61einIlissvi1en8l nonOinDne; 16uS0 

454034; NJt4_00a691: Hs^S; aldehyde deliydrogenese3tenly, manner Al; aUedli:; 16124 

4OW00; LllfiSfl; Hs.620; bullous p^phlgDJd antigen 1 (23W240kD); efhwd.iK>actrin,GAS2,fiH3piedin.lw;^yto6e 

421798; N74aBQ; H6.29677; N-ac^sphlngoslne amUohydrdsse {add oeraridaseHilie; $APA.SurfactaiL6.none; Kia 

439706; AWa72S27: Hs.58761; ESTs. WsaMy similar to CAPUttMAN DEATH^OCIATED PRGTCIN 1 [H-sapleRs]; none^none: 13.94 

431846; BE019924;Hs.Z715aO:uroplaWn IB; lFaiBmerabrane4:TM=Y;S8=l^ 

417079; U65S90: Hs.ei 134; toteriaidcii 1 receptor am^onist; 1L1;SS=M; 12.87 

a;?K!SSS»AtKKir'^ 

446133; AA7231$7; H6.7376S; folate reoeptorl ^KtoH); Folat^jecMPfTM^MiSS^M; 12.60 

414609; AI434fl99; Hs.77356; Iranslem'n Kceptor (p90b C071); PA;TM=Yr; 1Z12 

436553; AW4071S7; Hs.1Bll25s Immuno^obulin lambda locus; ig>tSP70,Ppx-43ppA;TMl^M;r 1Z0O 

418738; AW3aB6a3; Hs.6682: solute carler family 7| (catlonic ern'oio aqd b^spcrter, y systairO meniier 11; none,none; 1 1.99 

419603: AA133749; HsJ01350: fXYD domajn^ntainlng Ion transport regulator 3: ATPlGU»lM_MATaiTM=Y;SS=M; 1 1.86 

417866; AMf067903; H5.82772:cQlls(gen,M»XI, dplia 1; Collagen,CX)Lf l,TSPK^ailue,CDrA;8S=M: 11.36 

414998; NMJ0O2543; H8.77729; en'dised tow density llpoproten JleclirHlto) receptor 1; tec&u:;TMaY;SS=M; 1 1.21 

428970; BE27fi891; Hs.194691: retln6rc acM Induced 3; 7lin_3;TM=Y;SS=M; 11.08 

418004; U37619; H6.e753^, aldehyde dehydiogenasa 3tamlly, member 82; ald8dh;TM=M:SS=M; t1,01 

425397; J040BQ; H8.166346: topolsomBrBse (DN/^ It dpha (1 TOkP); Dl^yrasBB.ONAJlopnlBolV,HATPas^SS?=liik 10.68 

418478J U3B94% Ib.t174; pydliHtependent kiiaBe Inhibitor 2A (melsnoma, pi 6i tohibils CDK4); ank;; m65 

43922* AW238299; Hs.2S0Bia: UL16 tthdlng protein 2; ULfeoepU.PKD.MHCJ:7M=ftft59^; 10.fi2 

451558; NM.001089: H5.26630: ATP-Nnding cassette, sul>-fanuly A (ABCI). member 3; ABC Jran.SRP54;TM=V;8fr*t 10.33 

44342ft AF098158; Hs.9323; chromosome 20 open reading framfil; nonB:TM=M:; 10.21 

4S2747; BE153BSE^ Hs.61460; Igsuperfanilty leoBptorLNIR; lg,Rhabd_fl»yoop;TI*=Y;SS=Nfe 10.14 

417369; BE260g64; HbJ2045; mUkfna (neurfte giwrth-promofing factor 2}; PTN J1KrTM==M:SS=Y; iai3 

433091; Y12642; Hs.3165; lymphocyte antigen 6 complex, locis D; llPAR.LY6.to«ln.ActivinjBq};TM=M;SS=Y: 10,12 

454098; W279S3; Hs.292911; BSTs, Highly similar to S60712 bai^epratein [H jBiiIensl; none,nono; ia05 

414812; X72755; Ha»77367; monokina Induced by gamma Intefferon; ILB;TM=M:8S=Y: 9^ 

12S^^?J^'^* Hs.100686; ESTs, Wtarfdy similar to JED350 Anterior gradients IH.sepienBl; none.none: 9.T9 

422310: AA3ie62& HS.9B370; cytpct^mme P45a subfamily IIS. polypeptide 1; nonB,pldn3se,fh3.ig; 9.60 

414SB7i AA524394; Hb.294022; hypoBielical protein FU14950; SH2;TM=M',; 9.54 

439463; BE254974; Ha.65B5; ttiyrold honDrae rec^r Interactor 13; AA\ABCJran,CoflE:TWNMs 9.52 

430280; AA3612S8; H5.237B68; intorieuldn 7f)eoei]toi;lh3.none; 9.48 
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423217; NbL0OOD94; HS.1G40: coHagm. type VII. dpha 1 (epidannDlysis bdlosa dyslrophlft dominant md ren68lv9>; KuriitaLBPTUfn3,vwa;CtollqgBii.beia-1acteraa9^TM^ 
9.44 

41 8882; NM_0W596; HS.B9433; ATP-bmdii9C3S8atta, anb-femlly C (CFTWMRP), merriberl; ABCjtiembrane,ABC_lran:TM=Y;SS=M; 9.32 
435472: AW972330; Hs.28302Z: Wggwng receptor expressed oninyekjidcells 1; te;TM=M;SS^M; 9.26 

447343: M25664V. Hs.236894; ESTs, HlghVarnilarlo 802392 dphfr-^acra^oburn receplor precureor (^,89pen9]; iiQn&.none; 9.18 
419508: AW99793e; Hs.907aS: ATP-Wncfina cBSsette, subfamily C(Cl=TRffy!RP)^ member 3; ABCJran.ABCjnsinbrane;TMpY;S3=M: 9.06 
441384; AA447849: He.28B6ea: Homosapoens cONA; FU22182fls.€lonB HRCD0953: 7tnu3.nonB; 8.98 
44B292; ^F081497; H&.2f796e2; Rh type C gtyooprotoin; Aiimion!um^«ranBp.FficCD;TM=^;SS=M; Bl74 
436972; AA284679; H5,25640; daudin 3: PMP22_C»audin;TM=Y;SS=M; 8.71 

421817; AFt46iJi74; Hs.108660: AlP-binding casseHe, sub-farrtlly C{CFTR/MRP). member 5; Fascicriri.ABQJraivABajiien*ran©.GTP_EFTU:TM=M:SS^M: 8^71 

423354; AB01 1130: H5.127436: cdchEn channel voltags^pendent alpha 2;delta subunit 2: vws.CBche;TM=Mn 8.66 

439G0B; W79123; ffe.5B561: G protearnjoupled receptor 67; 7bTu1:TM=Y:SS=W; 8.63 

438091; AW373062: ; nuclear receptor Gubfemlly 1. group I momber 3: hoiYnon9^ec;zf-C4^ena: 8.60 

421506; BE3027B6; Hs.l05097: ttiymldineliinase 1> soluble: TK;TM=M;; 8,57 

413279; BE583085; 1^.633- intarfGrcn-slitnuloted protein, 15 kOaa ublqiBtin:SS=M; 8.56 

40B90B; BE2382Z7; Hs.250822; serineAhr«x)Ii>e kinase 15; p}dn8&Q;SS=M; &52 

414774; )(0241% Hs.77274; plasmfoogen acthralor. irokinas^ kfingte,lrypslnpplanUhloniia:SS=M: 8,49 

430&30: AW269920: H&.2621; cyatatin A tstsfhi A}; cy&tab*n:TU=M;; 8.42 

413011; AW05B115: H5.82l^biglycan;iiIRXRRm';SS=M; 6.40 

44e291; BE397753; Hs.14623; Interferon. gamma^indudblB prDlein 30; €ILT;TM=M;SS«Y: 8.3S 

411089; AA456454: ; cell dlvlskxi cyda 1 (PITSLRE proteins); ncine.nona;8.37 

422765; AW4097Q1: H5.157a: baculoviral lAP repeat-conlafnlng 5 [zanhitn]; BIR:TM=M;; a34 

45392% AFO53306; Ks.36708: budding unlnNbHad by banzinudazolcs 1 (yeasl hocnolog), beta: none:S&=M: 8.25 

449019: AI94909S; Hb.67776: ESTa. Vfeakly similar to T22341 tiypoVietlcsi protein F47Ba.5-CaenoihaMll)8etQB3na [Calagans]; none^none; 8.24 
409799^ m 1928; HS.76&4S: phosphoserlnepliosphstsea-like: Hydrol8de;TM=M:: &22 
416B19; U77735; H5.802O5; p(m-2oncoaw>ff: pldnHsa:SS=M: 8.19 
451541: BE2793a3: Ks.265S7; plakophlin 3; ArEnadillo_£eg;TM^:; &16 

40914% AL136fl77; HS.5075B; SMC4 (sinichird matntaoanca of chiomasomes 4, yeas^ke 1: ABCJIran,li4,&MCJiSMGL(XDUF164jiDnB: 8.16 
42900% AW248439; H6.2340; Junction platogloUn; AmtadlllbjegiTNN^ 8.14 
44503^ AV6S2402: Ha.72901: mucin I3w epilherial IransmembiBna; ank; 9.14 
421757; 22QB97; Hs.295259: parooxonase 3; Aiy4este;3se:SS^Y; ElID 

414821: M63B35; K&.77424; Fc fFagmant of IgG. high aflhiity la. receptor for (CD64); lg;TM=Y:SS=M; B.83 
439285; AL133816: : hypottiaGcal piotain FU2D033; lg.pWnas6,LRR,lRRNr,lRRCT.nHie: 7.97 

43973BS BE246502; H5.95gB;seFnadonialn, Invnunoglobulln domain (Ig). transmambrane domain [FM) and abort cytoplasmte domain, (semaptiopn) 4B; S8Ri^P5l,tntegrin,.B(TMsY;; 
7.66 

424905; NM_002497; H8. 153704; NIMA (never in mikeis gene a^rel^ Idnasa Z pMnBBa:TM=M;; 7.B5 
424779; AIJ&46B51: Ha.1S30S3; CD37 dnljgen; traitSfnefribraiB4JM^Y;SS=>M: 7JS& 

40934% BE174629; Hs.321130: hypottieScel prxiteln MGC2771; aq.pennBases4Vi^oxaLdeQlbronKNloina'nm).MBD»AT^hM^ 
7.64 

416323; BE289352: Hs.949; naulroph3 cyfQ&olttfactor 2 (65kD. chrorilc granulotnatesus disease, autosomsl 2); SH3.T7R;TM=M;: 7.73 

427337; 246223; H9.176663;Fc fr^menlof I^G^ affinity lllb. raceptr for (CD16); lg:TM^Y;SS»M;7.72 

430378^ Z29572; Hs.2556: hmurnectosls factor recaptoraupBrfanily, member 17; IL2;SS-M: 7.71 

451253: H46299;Hs.26126(c1audln 10; PMP22_aBudia.P^tidasQjiA1,KJetra;TM>'Y;SS^7.70 

435575; AF213457; Hs>l4234; Iriggeting racaptor expiessed on myatOkl oeila 2; ig;TM=:Y:8S=M; 7.70 

427747: AW411425;H3.ia065&; serineAtireonine kinase 12; pkIna3a:TM=Mn7.70 

426251; M24283: Hs.1663B3; {nieicellular adtieston motecUs 1 (CD54)» hum» rtilnovhis iBveiptor, ig,ICAMJ4;TM=M}SS»N; 7.67 
422282; AF019225; H&.114309: apolipopiotaui U MatA^B;TM=Y;8S^ 7.64 

413659: AW992356: H3.Q364; Homo sapiens pyruvate dehydrogenase Idnase 4 mRNA, 3' untranslated regfoiVi parUsI sequence; SAhlPNTjione; 7.54 
424008; R02740s Hs.137555; putafive chemoWno receptor, GTP-hiiwIirtfl piotdn; 7&iJ:TMi^Y:SS=M; 7.52 

41 8322; AA26418G; H6.8411 % cycSn^ependent kinase inbibftor 3 (COK^^saodstad duri apedfid^ pftosphalase): Y_pbQBp1iaIa»,DSS%;TM^7.46 

421071: A131l23a: HS.1D4476; ESTs. Weakly skniar to CGHU1E collagen alpha 1p<l] chriiaprecir5or1H.&aplens£ nono:TM=Y;SS^ 7.40 

421481; AW391972: Hs.104696: K1AA1324 protein; none:TM^M;SS=M: 739 

43B089; W05381 ; ; nudear receptor subfatnly t. group 1. member 3; hormoneLreczMM.nona; 7^ 

426484: AF1 04092: H5.184801; solute cmierfomly 7 (catlonlcaiiino actd lranapaifir»y system), member 5; 

a9j)enneases.pyr1doKaUieabiQmodoindn.PHD,MBIV^TJX)oKDDT»Pl3 
446988; Y09763: HS.227BS; gamma^amnDbulyric acid (GABA) Afeoeptor,ep6gon; Naiirj4iBiUB^Neurjiiarun6mb;ThNY;SSFM; 7.36 
41 6178: Aieoa527: H3.192622: sBTOlogrcfllly defined breast cancer antigen ttY-ORBI; nonG;Tiyf=M;; 7.3t 
418506; AAD8424e; Hs.85339; Q protetn^nupled raceptr 39; noiia.none; 7.25 
441S63jAA2B1219;H8.121296: ESTs; nDne.F&GAP,lnleflr&LA; 7.25 
422311; AFa735l5: H3.1 14948; cytok^feoeplor-11kaf»:)Dr 1;fn3:TM-M^^ 

415617; U88967; Hs.78867: protein tyrosbie phosphatase, receptor-^, Z polypeptide 1; fn3.Y_pliosphalasG^arb^anhydr39e;TM^Y;S&=M; 7.20 
436746; AI885815: H6.184727: Humsn melsnoma-assoclated antigen p97 (metonobanslemn) fflRKAp 3*flanlc tran8fenlR.GUBriylat$Jdn.PDZ.SH3; 7.20 
412723; AA64a459; Hs.335g51; hypotheUcat protein AFSQI 222: nona:'niHMi:7.14 
41820% X54942; H&,63756; CDC28 protein Unse 2; CKS;; 7.14 
428S82; BE33Ge99i H&165055; BENE protein; iiGne:TM=^:89=M; 7.12 
416462; BEOI}1596i Hb.B5266: mtegrin, bela 4; 1h3,1ntegitiLB,C9b(4}eta.EGFiTM=M:SS=lyt; 7m 
420344; BE463721; Hs.97101: pulalhfe G protBlrHXXipled recapta; Miyltran5f_?rrM=Y;S5=M; 7.G2 
428450; NKjL014791; Hs.164338; KIAA0175 geneprodud; KA1,piunase:TM=^ 7.00 
. 449230; BE6I3348; H&21 1579: matanama call adhasion moleculei t0.lGodh.Rlbosijm^lJ6.F-ba)(;Ttt=Y:8S=M; 6.68 

43923^ AW406168: H8^1BB93; E8Ts. VlteaMy sfmilff to A47682B^I growth factor precursor pis^plons]: Furin-l[lstpkinBsa.!tece(LLjdoinaln,YLP^iie: 6.97 

42150B: NMJ0D4633; Hs.105115: abaanl In melanoma 2; PAADJ]APII4,HIN;TM=14;; 6.96 

41034% R31360; H5.743: Fc fragment of IgE. high affinity I reoeptorfor; gamma poVpeplide; lTAM:Tll/tFY:S&=Mi6.93 

428479; Y00Z72; Hs.334562; cdl diviaim cycle 2. G1 to S and G2to M; pMnase-IC^I 0JCE_p30;TM=M:S&=M; 6.93 

421532; AWI38207; Hs.146170; hypotheCcet protein FU22969C AimadilIq^g,>fEATJM=lUt: 8.91 

451035; AU076766; 115/430; plasDn 1 (I lB0fbnm):«fh»d.CHAIaplinj4:SS=l« 6.66 

432407; AA221036: : 9b3Ci93f1 2 j1 Stratagone NflZ nGunnd preouisor 937230 Homo laplaiB cUKA clone 9 dmiar to SMPO^JAEVM EM 0272 POL POLYPROIHN tnRNA 

seqiienDe; DEAD.helicase_C.rTm,Ndr.CysJ(notTlUvwav«0.v^ 

beta,OOF139,TPR,OSPctBp_1.RibosamaLS21,rvp;TMrM;: 6.84 
442599: AF07a097^ Hs.324051; RelA-aseodaled infilbltor; 8K3,arik;TM=M:: 6.77 
446243; AVV369771: H&52620; integiin. beta 8; lhtegrlruB.nDne; 6l76 

4Z7557: mjXBSS&i Ks.17g667: plasminogen acDvator. umlniBEe reeeptor; UPAtU.Y6.Er,PLAStJih;SS=M: &75 
418054; Nli4_0Q231« Hs.a3354; lysyl 0Bddaa»6ke 2; SlcaiwLaxIdaieiTiyNftSS^; €174 

42544QC BE36Z756; Hs.169902; sotutacamerMy 2{faBailBled gluxee tansportsi). menfterl: stigarJr;TlkiNY;S&^ &73 

566 



wo 03/042661 



PCTAJS02/36810 



430397; Af 924533; Hs. 105607; bicaibcmale transporter related protein 1; KC03^Dlransp:TM:=*Y; 6.71 
449523: MIwL(lQ0579: Hs.5+443; ciieinoWna (OC moH) receptor 5: 7lm J:TM=YiSS=M; 6.71 

43163t^ N(4_D02204: Ha.265829: iniegrin. alpha 3 (anr^an CD49C, slpha 3 subunltof VLA-3 leceplDr); F&GAP.Rfiabd_gIycopgbileffiaATM=Y;SS»M; 6.70 

410434; AF051152; Ks.63B58: toWlte receptor 2: LRR»LRRCTJIR;TM=M;SS=M; 6,69 

424925; NIUL002432: Ks.153837; inyelaad odl nuclear dlfferenAdtloii anSgen; PAAD_pAPIN,HIN;: 6.69 

431890; X17093; H5^19S6: Intsgrin, silpha Z (CD49Q. alpha 2^bmH of VLA-2 raoBptoi); vw3.lnlBgriTuA.F&GAP;TM=Y;S5=M; 6.65 
428157; AT7367i9; H5.19a427^ {lexoKInase 2; heKG)dn83e^exo1(uiBSG2.none; 6.64 
430770; AA7G5694; Hs.123296; ESTs; nono^ooe; 6.63 

412270; ACO0S262; ^£,73797; guan'nc nucleoiElde binding protetn <G piotein). dptis 15 (Gq class); &^pha^TM=IVI;; 6.59 

439750; AL359Q53: Hs.57664; Homo sapiens mRN A lull tengUi in$«t cimdone BJROIMAG£ 20Q5735; 1MPDKjC^llltf>DHJ4^CBaintegrin_B.Rictft^Jecbn; &S9 

4?77Q0; AA2e2294; KsJ903a3; dud specificity pihosph^e Rhadanese,OSPc;TM=M;; 6.58 

413048; M93221; Hs.75182: mannoaeraoeplor. Cfype 1:fii2.teciin_cRicVi^JecilrOair*:TM=Y^=iyt BuSa 

429345; Rni41; Hs.1996S5; hypolho&cal pfotdn; K_telrB»SAM; 6.SB 

416110; 242262; Hs.322a44: hypolhetical piDtelnDKFZp564Al76: BBnia,PS|.TlG»flrirLftTM=Y;SS=M;&58 
418883; BE387036; Hb.1211; add pTioBphatese 5. tartrate reaslaiit; MelaBophos;TM=fc^'SS=M: 6.57 

426746; J03626r HgJ20S7; uridine nvsnc^asphalesynihelaseCorotaie phosphoriboeyi Ir^nsferBsa and Gratidrn&^<decarbQxylase); Pdb(>5yllran.0MPdec3se!TMFM:; 6.57 
402260; ; ; NM_00143S*:Homo sapiens fibriHarin {FBl)» mRNA. transcTip^ {FBA), mRNA.; pMnase,F]brflladn,nonB: 6.56 

456373; BE2477D6: KS.B8751; msmbraiMpannlne 4*dain8iiiB. sufaMy A. member 2 (PDlragment of tgE, high affinity t. receptor for beta pnlypapbda); iicna:1^Y:: 6.53 
444006; BE38S085: Ffe.10066; type I transRiembranB piulBin Fn14; kS jecepLa,PlCD,MRCJ;TM=M;SS=Y; 653 

41 1027; AF072099; Hs.67846; leiikocyte smmunoglobulo-Vke leoeptor, eiAIanilly B (wKh TM and TTIM doiYioins), member 4; rnQsttoLP«^:TM=M;: 6.52 
43S523; T62849; Hs.1 1090; membrane^pannlng 4-dom9in5. subfamoly A, mamber 7; none;TM=Y:S^Mi 6.52 
432920; U37669; Ks.3;28; polymerase CRt4A} 11 (DMA directed) polypeptide H; none;TM=M;; &4a 
412773; HI 5765; H3.74573; aimiiflrbVBcdiiia vinffiHindlll K4L0RF;PU)c;TIill»M:i 6w4B 
• 409208; Y00093;>lsi;iO77;kilegrfn,a^aXCaiVg8n cm 1C0>15a 
424441; X14B5Q; H8.147097; H2A hiBtana (amiiy, member X; hb1one,CBFCLNnrBjHMF:; 643 
416916; Xar7871; KS.B947G; CD2 anf^en (pSQ), sheep fed blood cell recepbn iQ;'m=Y;SS=l^ 6.41 

413219; AA878200; H6.118727; Homo saplerrs cOMAFUl36B21t8.donePL^E20001D3; Hm4e9fIh,TNFRjD6A:yt-CaAJiydro; 6.41 

429170; NMJ01394; Kb.2358; dnal specificity p^osphdase 4; RhodaRese^SPc«Y_ph(»phaitBaB^VbosomBLS3j4:TM=M:; 6^ 

453914; NA/LOOOSDT; Hs.574; fnJclose-1,6-b1sphosphata9e t ; FBPsse;TM=M;; 6L37 

424273; W404G0; Hs.144442: pho^hoDpaee A2; group X: ptn3tlp;TM=liA;SS^Y; 6.37 

426385; AF112213: H$.164062; putative RabSjnletading protein; 8H2,SH3;5S=M; &36 

432636; AA340B64; H5.Z765G2; cieudki 7; PMP2^_aaudIn;TM=Y;SS=M; 634 

409430; R2194% Hs.346735: spHclng factor, aigtainefearins^ Ec DSPc,Rhodanese,iume; 6.34 

451734; NIVL{XI6176; H8.26944; neuregrgnTn (prabtnUnaseCsubstrate. RC3); ia7tm_1;TM^*: 6.34 

443907J AU0764B4; Hs.9963; TYRO proteih tyrosine kvnase binding proteto; iione;TM='M;SS=Y; 634 

401 027; ; ; Target Exon; oon&,nQne; 626 

41 8299; AA279530; H8.83968; Integrfn, beta 2 (antigen CDia<fi95). lymphocyte functjon^soctafed anUgen 1; macrophage anVgen 1 (mac-l) bafasubunH); 

mteoim_P^GFPSl:TM=Y;88=M; 8.22 
429732; U201S^ H3.24BS; tyrnptiocyto cytosorn: pmteln 2 (8H2 dom^hvoontslnlhg 1eti(«)cyte protein of 7EkD); SH2;8&=M; 6.21 
4081 13( T82427; Hs.ig4101; Homo s^m cDMA: FU208eg fcs; cbna ADKAQ2377: 7tm_3.nonB; 6.20 

406771; AW732573i Hs.47584; potssshim voUegB-gHled chamel, deloyed-iiecStfer, Gubfiamlly S, member % ethaii4.niUiaiis.KJelFa,nain; 6.19 
456534; X91195; Hs.100623; phosphDllpase C, belaa» neighbor pseudogene: LtM,Pi:]Z,(^a3e^M;6.lB 
408462; NMJ100576; Hs.45743c adenos&ie A2b receptof; 7tnu1;™«Y;SS=M; 8,17 
^27; Ma66g9; H6.169B40; TTK protein Idnsse; pMnaw; &17 
445019; AI205540; H6.261295: ESTs: none.none; 6l16 

43B552; AJ245B20; tis.6314; type I bensmembrane reo^)tor t&elzvrB-rebled protein}; none,nonB; 6l16 

414907; Xg072^ Hs.77S97; poto (OrosophlaHlkQldnase; Rlbo8om8LU7ae^na5BPOU)Jiox,lRNArSyiiL1b,dynam1n,i3y 6.14 

425322; UB3630; H8.155637; protebi Wnase. DN^adlratBd. caldytic polypeptide; P15_PI4Jdna5e.FAT,FATC;TM:sM;: 613 

417421; AU3S201; Ha.a2l2D; nudosr receptor subfemRy 4. group A, member 2; homione,jec;tf-04;SS=M; 6.13 

42577$; U2S128: Hs.l594dd; paralhyiQid homnon? leooptor 2; 7EmJ2,HRM;TM^Y;SS:^ 6.12 

422278; AF072873! Hs.11421d;fr1zzlad{OR>8ophl[8) homobg 6^ F2,rrizzIed.7tii^TM=Y;8^6.12 

427490; Z95152: ^5.178695; mHogen^drwated protein kinase 1% p{dDase;lM=Mn 6.12 

421445: AA9130S9; HS.1D4433; Homofiaptens, clone IMA6E}40548GB« mRNA: ioiUrens^K-feb^aep; 6.11 

444143; AW747096; Hs.1609e9c ESTs, Moderately similar to A66194 Ihmmboxane Ar2 leceptor. endothelial [Reapfens]; BtA-ZjmK 6.10 

423867; AIJD90207: K&.134SB5: DKFZP434G232 protein; ABC_tran;TM=Y;; &10 

409636; AA306729; Hs.16272; amino add iransponer ^Ism A1: A9_(r9iB;TM=:Y;; 6.09 

41 1020; NM-G06770; H8.67726; macrophage mceptor mlh oolagenous ^nrcbire; 8RC}^CDllagen;TM=Y;SS»M: 6.09 

425354; tJ62027: Ks.155935; complement component 3a receptor 1; 7tmLl;TM^;S$»M; 6.06 

439983; AW247529; Hs.&793( plateIet-{)c6vaUn9 factor acetythydrolaM, safbnn ib* semmasutnii^ {^MJjr, PARAHJb,Upa6eL<90Si;7M=M;; 6.07 
421753; BE3l4a2B: H6.107gi 1; ATFMiinding caasdHo, sii>^ly B (MDR/TAP). nvember 6; ABCJran^BqjiiBmbiBne:TK^Y;S&^ 6107 
40690^225437; ; gbiH^saineas protetn^^fioslie Unasegene, oompfetoCOS^ none.iion6: 6L07 
42S849; AJQ00512: Hs.295323: cenim/|3liixiGOTt3coklf^ula|ed ItinaaB; pKhia56,pUiiBS^QTM»M;8&«'M: 6.06 
452363: AI582743:Kr.94953: Homo sapiensLSurilarllii complement ODinpOQei^ 
6.05 

41488% AA92e960; ; COC28 prat^ Unase 1; CK% 6i)5 

41416K AW868Q41; H6.757B9: K-n^c dowjisInnmregUt^ DEAD,tifilleas6jE;miVNdr,C^_laiot.T1UvmpV^ 

beta.Dl3P139.TPR«[36Pc^p_1,RIbosomaLS21,rvp;'Tiy^Mn 6.03 
452888; AWg55454; Ks,30942; ephrln-B2; Epbifn.1h2;TM:^^S=M; 6.03 
446762; A1JD50295: HS.22D38; K1AA0758 protein: 7lmJMg.GPS.SEA:TM»Y» &03 
449im; AA2D5647; Hb.23018; G pmNn^pbdieceptanTln^liTU^ 
445462; AA37B77G: Hs.2BB64gc hypottteOcal protein M6C3077;ilon«;; &00 
424381; AA285249: Hs.146329; protein UnaGeChk2; pkln3S8jmDna};TM=M-fiuQ0 
420162; BE378432: HS.SS577; cycnn-depondsnt kinase 4; f]ldnase;TM=M;: &99 
439310; AF086120: Hs.102793; ESTa;caseinJcappa4)hinasQ,lg.tione; 5.97 
41497% BE26a7a2: H&7769S; MAAaODB gens prnduol; GKAP;TMFftfe 5.97 
425976; C7S094; H5.334S14; MG22 protein; VDnageLCLCmiff»Y:6S=M; 5194 

444946; AW139205; Hs.156457; hypotheb'cal pntem FU2240B; abhydida5epablmlro1as8j2;TM=M^5S»M: 5.93 
411263: BE^Di; H5.69360; Idnean-IIke 6 (mflotlc oenbcmece^assoc!ated Mne^]: ldhBern;TM=M;; 5.93 
421462; AF01649S; Hs.104624: aquaporln 9; MlPilM=Y;SS»M; &92 

426761; AWSTOa: H8.17200% Homo sapens nfiHA; cDNA DKFZp5B612D22 (&om done OKFZ0566I2O29: nonQ:TW'Y;SS^M; 5.92 

40779% AI077715; H5.393B4- pulalhie secrelBd Hgand homofogous to Ijxl; none;TM^SS-Y; 5.91 

426771; ABQ2a992; Hs.193143; KIAA1G69 protaic C2J>M)tJOYPI-PU>K;TM=M:: &9t 

436584; AA3B1553; Hs.108253: (najorMstDOlwipallb'By congile^ olms II, DQ alpha 1:tg.MHCJLWa.none; 5u91 
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44D0O6;AKOQ05l7;Hs.6S44i hypothetical protein i=LJ20510;AAM4B.ARaPAAD E»\P1N.NA:NA: 5.90 

449Q27; AJ271216; Hs.22680: cSpeptidylpeptitlase III; PepedsssjMg.EGF,^.Neuregunn;TM=M;; 5.9i> 

408790; AW58D227: H5.47aGa: fleurolroph'K; tyfostnd kinsse. fecsptor. ^pe 2; rg>pkihase,lRR.LKRNT,LARCT;TMNY:SS»M; 5.69 

4131G6; AU077141; H5.75231; solute caniar family )6 (monocfirboxyllcacld (ransportsis). memlKr 1; 6ugaLb;TM^;S&^5.89 

430696; AA53t276; Hr.99609; ESTs; pldnase.PP2Cinone; 5.68 

422609; Z4G023; Hb.11B721: sldidase 1 (.lyEosomsislalldase); BNaSH2.SH3.pkIiiase;TM»Y:SS^M; 5,aB 

42S367; GE271189; Hs.l55975: protein tyrosine phosphatase, iBceptor type, C-assactsfed pratoin; nons;TM=I^SS^Y; 5.Ba 

429519; AH 20751 ; Hs.21 1566; eulcaryotic translaloin inifi^'on taclor 4 gaonms^ 1: i»na.noafi; 5l66 

437429; H79S81; Hs.SGI 3; HamD sapiens mRNA; cONA DKFZpS64E2222 {fion clone DKFZpG64E222^: SH2.SH33TD; 5u66 

436576; AW58213: Ks.77542; ESTs; 7lm^t,Dn3J; 5^5 

42S663; M68B74; H&.211587; ptiospTidipaae A2. group IVA {cytosolk:. calclurxKiependent}; C2.PLA^_8;TliNh«:; 5.85 
419Qai; AAB97581; H3.128773: ESTs; pkinBsa.tSAGj'E-bmd.pWnase.COPR.none: SlB3 

428953; AA3Q6610; H3.3481B3: tumornecrosrs factor recepbr superfamlly. memtsr Gti. tfeooy; COsjitraeomat.RlbosoniaU.'lOJNFHJiB.DEAD;: 5.63 
414006; 014694; Hs.77329; ptiosphaOdylBertne synthase 1; PSS:TM=Y;SS=M: 5.B2 
451320; AW1 18072; ; dlacy!glycerot teiase. zeta (ItMkD); nor>B;TM=ftt; 5.82 
40Q891; ; ; Ta^el Exon; ArTnadillo_^eg ,lecQn_p»rione; 5.81 

45690S; AF117646{ Hs.l56637; Cas-Br-M (murine) edroirfc retroviral trensforminfl sequence c;2r-C3HC4»CbLN,Cl)(Jt2,CbiJN3:TW=M;: 5.81 
434263; N34895; Hs.4464^ ESTs; igjione; 5.81 

428293; BE250944; his. 153556; soluta csmer fenyty 1 {nsalKsi amino acid Irartspoitei). member 5; slF6lSDF-tM»l^ 5.7S 
421959; AW751497; H&.98370; cytochron^e P450. 6ut)fiamlly IIS. polypeptide 1; p4S0:TM=Y;SSsM; 5.78 
449639; W60353; Hs.58446; ESTs; plcinasB,Furin-lke,Recep_L.domain.nonB; 5.77 
409012; AL117435; H5,49725; DKi:2P434l21B protan; PH.raioGEF;TM=M;SS=M; S.77 

412Z76t BE2G2621; Hs.7379B: mecropbage mflgraflon Irihlbltoiy factor (gtycosylBtrQiHnlMfaHingfin^ MIF,sugarjr,none; 5.75 
409533: AWgG9543; Hs.21291; mKopen^valedprolsfri kfnawlclnaaBldnBSGia; PeplMaGe_C4B,none; 5.73 
457001; JQ32SB; H5.206% vftamin D [1,25- drhy&OKyvitamtn D3) receptor; lwfTnone^ec.zf-C4,Me1dlQthia^;TM=M;; 5.73 
416084; U6891; Hs.79006; deoxyfhymldylate kinase (tnymldyl^ k&iase); ncnB^one; 5.72 

4465G9; BE38a657; H8.21486; signal (ransducar end acbvator oC transcription 1. 91kD; SH2.STAT,STATJbind.STAT^pR]t;TM=M:; S.72 
452Z9S^ BE3799a6E 1^28866; firagrammed oel death 10; 5Grpln,none; 5.72 

448775; AB025237; HS.3B8; nixKx {nudeoslde diphoephale tlnlced nroM/X^-^pa motif 1; NUl3lXfnUNIM.-S5=M; 5.72 

448733; MM^005829: l^s.187958: eolute carrier famly 6 (nauiolrBnsniitter tr^poiter, cre^e}, member 8; SNF;Tltf=Y;; &7f 

417015: M83772; t1s.B087G; flavin coniainli^ inonooxygenase3; PM&llte,pyrjedoK:TM=Y;SS^ 5.69 

453323; AF0341O2; KS.32S51; solute carrier famBy 29 (nucleoside transporfsrs}, mamber 2; Ni2CleofildeJren;TM=Y;SS=M; 5.69 

410290; AA4Q2307i Hs.322844: tiypoUieGcel protein i:KFZp564A176; SBma.PSIJIG.Integri[\_B;7M=Y;SS=M: 5.69 

412182; AA20556B! He. 155160; Splicing factor, eigrnine^'ne-iich, 46kp; rm)»lvxTnonejeczf-C4,sugBrJr.;5.69 

418526; BE019020: Hs.a563S; sdule earner family 16 (monocafbog^llc add traneporteie), inainber3; none^TM='Y,-SS=ly^ 5.86 

4472S0; A187B909; H&.17883; protein ptiosptiatase 16 0bniieity 2Q. inagnealiRrKlependeRl, ganvna leofbim; PP2C;TM=M;; 5,65 

43811^ AM67908; HS.8B82; ESTs; 7tnul.none: 5^5 

421391; AW30435Q; Ha. 191 958; fmmtinqglobuiSii supeifemily receptor IranstocaHbn aeeoclated 2; tgjionBE a64 
4171 IS; AW952732; lts.334612; small nuclear rilnnucleQproteln polypeplIdB E; Sm.pldnBSfl:; 5.64 

406137; ; ; NhL€00179':Homo eaptens mutS (E. coli) homotcg 6 (MSI^), tnRMA. VERSION NhiL0Q0178.1 Gl; MulS_C.PWIIVP.MutS JI:TM=M:; 6.63 

421917; AB028943; H8.109445; KtAAlfl20 peoIbbi; BTB.zfrC2H2,PI3_R4Ji*i3se,PI3Ka;TM^Mf. 5.62 

445873; AA2S0970; Hs.251S46; poly{A)-bindIng protein. cytoptasnilG Um PABP.inn.ptdnBse.14^' 5.62 

44736% BE383576; Hs.334: Rho guanine nucleDtlde exchange factor (GEF) 5e 5H3.PH,RtioGEF:TbNMr> &61 

446572; X97058: H5.16362: pyrimUlneiglc receptor P2Y« G-protein coUfAed. 6; 7tiTi_1;T1^Y;SS=M; 5.58 

433662; W071 62: H5.150626; CAT)W prbtetn; rea>^BC_lran,aff:TM=M;SS=M; 5,50 

449029; N2a989; Hs.22691; solute carrier fatr^ 7 (caSonlc amino acM transporter, y eystam). niBfrber B; ae_pennease5;TM=Y;8^M; 5.58 
43123B; AV656840; Hs.2851t5; Inlsdeuldn 13 receptor, alpha 1; 1h3;TU=Y;SS=^; 5.57 
43050B; AI016435; H8.104e37; ESTs; SDF^TM=YS^M: 5.56 

428227; U67058; Hs.154299; Human proteinase active receplor-2 nrtRNA, JiJJR, 7tnu1:TM=Y;SS=H; 5.55 
421677; H84092; Hs.3B282; ESTs; AlKj/nraadWoLseg.lBB; 5.54 
429083; Y09397; Hs.227817; BCL2-re]ated prulein Al: BcI-^2;TM=M:; Sl54 

429563; BE619413; H8.2437: GUkaiyotic Iranslalion iiifSab'on tactor 2fi. subunlt 5 (epsllon, 82kD): haKapap,W2.hainu3na2,DUF29;Tl^M;; 5.52 
4128175 AL037159; Hs.74619; proteesome <prosorae. rracropaln) 265 sutwnR, non-ATPaae, 2; PCjep;TM=M;; &51 
452291; AFQ15592; H8.28653; CDG7 (cell divteton cycle 7, S. cflrevisrae, ttomotog^ke 1; p»nas^ThA=M;; 5.51 

437412; BE0592B% H3.34744; Homo sapiens mRNA; cD^^A DKFZp547C13& {fiom done □KFZp547C136); ABCjran,GTP_EFTU,A6QjnembFanB,none: 5.50 

423778; Y09267; Hs.132821; flav)n cont^nlng imnnRg^nsse 2: FMO-iKe4iyrj«dox;tM=Y;88=M: &4e 

422046; B£513^- Hs.lSBd; neutrophil cytoedlc factor 1 (47kD. chronic grenulorretouB disease^ euksoiral 1); $H3 J>X^TM=M- 6j4B 

434699; AAe436S7; Hs.149425; Homo sapiens cOHA FU119eO fls, dona HEMBB10D1304; Nudeo^dOa^none; &48 

426691; NI^DO6201; Hs. 171834; PGTAIF^ protetnURSse 1; pidn88a:TM^ 5.48 

453905; Nhl.0023U:Hs.36566;UM domain kinase 1; pf^ase.LIM,POZ.z»V\RP;TM=<M;: 5>48 

412939; AW411491: H&.75069; eukaryoQc banslatkxi ekngatlon factor 1 gamma; none^naia; 6.44 

4304B6i SE06210g; H&241551; chkxide channel, caidum acb'vated, bm1y mem1)er 2; none;'n^Y;SS^M; 5^ 

43DQ66; AI92965S; Hs.237825; £^nd recognition pttfide 72kO; TPRAlRCBAICAFUynt 5.40 

422241; Y00062; Hs.170121: protdn tyrosine phosphatase, receptor type, C; ldnesln,lh3.Y_pfiosphalase;TM=M;; 5.40 

41 1825; AKO0O334; H6.72289; hypoSiettcal piolelii FU20327: St^,Zip:TM=Y:; 6l36 

400205; ; ; NM-D06266':HQmo ssfHens RAD21 {$. ponta) faomolqg {RAD2U inRNA.(APai/CD95 (Fs)-a880ctobd pliosph^} (PTPK13). mRNA.; DUF173;SS=M; 5.35 
410667; U24389: T15.65436: lysyl oxMase^fte 1; LysyLoxida5e:88^M: &34 
407786; AA687538; Hs.38972; tetraspan 1; 1ran6inembrane4;TM^;SS=M: 5.34 

4251 18; AU076B1 1; Hs.154672; methylane tetr^drolblato detvdtagenase (NAD dapendenO. methenyltetiahydroblala oydoliydrolase; myb JX4A- 

bbding,tHfU3HGLCyaT«FJ)H(^(»'H-C.GAP^GLY.AA^^ 
400210; : : Eos Control; Adai>jcompj5ul),Clat^ptor.s:TM=M;;5J2 

414825; X0637C; Hs.77432; gnxni\h factor cec^r (avian etyVirobtastic leulcemia vt^l (v-eit>-b} oncogene homoloQ); Fu[in^.pHbia9e,Recep.lwdoni^:TftNUl;SS^; 

414035: Y00630; H6,7S716; serine (or cysteine) preternase Inhibitor* dade 8 {ovalbumin), member Z aarpn;SS^M: 5L30 

416000; RB2342; H8.7e65B; ESTs, Wealdy similar to 865667 alt}ha-1&adramiglc leceptDrspTce fbim 2 [H.saplens]; none^sugarJn 5.30 

414368; W70171; Hb.75899: inUinemonQphosptiate khaea; PRK.CoaE:; E.29 

424321; W74046; H5.1765; lymptiQcyte^pedflc protein tyrosme tdnese; 8K2,SH3.pMnas^Tfi/t=M;; 5.29 

45029^ AL041949; HS.2475B; hepatocyte growth factof-roguiaied tyrosine Itlnase substrdtsf ri3nB.noRe; Sl29 

450872; AK002016; Hs.114727; HomosapSens. dona MGC:163Z7. mRNA^oonipt^cds; none.PK.PK_<;my06lnJie9d.RhoGAP; 5.28 

410068; AI63388a; Ha.68435; FYrUindinff pioteh (RrB-12Qn30); SH3;m4^ S.2B 

456829; AW891965: Hs.Z797Bg; hislanedeecelyta9e3E HSP9aHATPds^.zK2H2PHD^e: 5.27 

417218; AA00S247; Hs.2BS754; met piotoHincogeive^epBloi;yte growth fMorieceptoO |Mrase.SemsiPSI,TI6.M£0liLB:TM=Y;S8«M: 5.26 
444051; N4B373: H8.10247; acUvated leucocyte cell edhesloR mateeulB; none.none; 5l26 
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404083; ; ; C80021S9*:gil628027|plf][A53593 proleJn-tyroslne^hosphalase (EC 3.1.3.48). nonreceptor tf, none;SS=M; 5-26 
422051 ; AW32754B: Hs.1 11024; salute carrier family 25 (mHochondriri caniBr: dlrat© transportat). mBmber V, mlto_carnTM=M;; 5.2S 
419034; NM.OOZ^IO; Hs.G9555; hemopolBtic cdl kinaso; SH2^K3.p)dnsse;TI^M:: 5^ 
427732; NM..0029aO; Hs.2199: socfflBn receptor; 7tm_2.HRM;TM=M;SS=M: 5-25 

425921 ; fJMJ0O7231: Hs.1B2211; sofule carrier isnnil/ 6 {neurolransmltter transporter}, member 14; SNF;7M=Y;S8=M; 5.25 

448030; N30714; Hs.3259eo; membrane-spanning i^oradns.suWamnj A, membcf 4A; no(io:TM=<Y:SS=M; S,24 

441G07; NMJD5010; Hs.7d12: neuronal cell adhesion motecide; WD40,fh3.l9;lM=^. 5,23 

446620; AA128Q08; Hs,17990% IfanapgrMIke piot^ iu]iie;TM=y;SS=M; 5.23 

4226)6; fiE300330; K5.11B725; sdenophosphale synthetase 2; AIRS^1RS_C;TM=M;; 5^ 

447131; NM-004585; Hs.17468; r^nolc add receptor responder {tazen^tene induoed) 3; none;TM=:Y:; &21 

446272: BE26891^ Hs.t4601: hematopolellc cell-spedfclyn substrate 1; SH3.HS1jrep:TM=M::a20 

450447; AF212223: H8,25010; hypathsijcal pnstein P1&2; NTF2;TM=M;: 5.19 

4250Qa;AFligD46:Hs.1S4l4S:«puiinctopyiim[dini'cenA}^ - 

44663^ AO002563; Hs.15767; dtron (fho4nteract}ng. seilneAhreonkie kbisa 21); CNH,0AG_PE-b(nd,PK,lnnro1acrin.M;7M=M;: 5l19 

434826: AFt65651; H5,22Z65; pywvate dehyidpogenaeophwplialase: PP2C.none; 6.19 

4470&1; Yl3fi96; H3.172B7; pataasiuin inwardly-fBclifying channel, subTamliy J» mernber 15; lRK;Th(=Yr; 5.19 

407&4S: W21874; Rs,247057; ESTs, Werfdy sltnlar to 210926nA B eel growth factor IKsaptensJ; fSit»som3LS14.ank,pWn8se,<l9alh.wjno; 5.18 
442200; AW590572; ^6.235768; EST&; non9.none; 5.1d 

446566; Ii95741; Hs. 17914; membran^^panning 4-dDniain3,sufaramlly A, inember 6At none;TM^Y;SS=M;5.ia 
45269D; A1536070; Hs.l5085; ESTs; pou.honieol}09^IIg_phan.ANFjec8pton 5.18 

419138; 1)48508; Hs.B9631; ryanodine receptor 1 (skelelal); biutrans.SPRY.RYDIUTPR,RyRpMIR;TM=Yn 5.17 

431441; UB1961: H8.2794: eodlum channel, norwdtage-gatati 1 dph^ A8G;TM=V;; 5.16 

418945^- BE246762; H5.&94gSl: tfachidonBte £^ipoxygenS9e(f;|»xygenasa.PlAT;TM^M;; 5.16 

407601; Aai023Q0: Hs.37l29; sodium channel. nonvcllaQd^afed 1. beta (Uddia syndrome); A8C;TM=Y:SS=M: 5w15 

429500; X7fi565: Hs.2Bgi14; texsbrachnn (tonmcih C cytotectin}; EGF,1n3,fibdiu>gen_C.tax1nJEj<ara0O2:TM=M;S8=Y; 5.15 

411984; NIUL005419; rts72988;s^3ndtraisducer and acBv^of trBn6criptloii2, l13kD; SH2.STAT,STATJ)1nd.STAT_|iroi!;TM=M.-; S.15 

433470; AW960564: : Iransmemlxane 4 superfemlly member 1; fwne:TM=Y;S8=M; 5.14 

452B17; AA322a59: Hs.2B4276; HomosapWn& PAK2 mRNA, complete cds; pMn3se,PBD;BA=M;; 5.14 

453102; NM_007igT; Hs^l 664; frizzled (Drosophila) homoiog 10; Fz.Frfzzled,7iin_?;TM=Y;SS=M; 5.14 

427792; M63928; Hs.180841; tumor necrosis (actor receptor supeifam^y. meraber 7; SRP14,TOFFU:6:SSaM; 6.14 

430563; AA4812B9; ; ATP-faindmg cassette, aub-faroly C (CFTR/MRP), member 5; ABC^^n.GTP_^FrU,ABCjnefnbran^OBe; 5.13 

4316B1; AK00037B; Hs.257566; f^polhcfca! protein FU20371; 6ugarJr;TM^Y;: 5.12 

431183; KM_006855; Hs.250S96; KDEL (L^s-Asp-GtU-leu) endoplasmic raUcutum pro^ rstentian reoeptorS: ERJumeiueQept;TM=M;S^M; 5.12 

417771; AA804698: }1s,82547; retfndc acfd receptor responder ttazarotene Inddoed) 1; none^iwne; 5.11 

41651 3; AA744529', Hs.5B575; nvtogoi-adrtf atod piotoin (anase Idnase Mnase kinase 1: pkmase^CNKlTM^^: 5.1 1 

409524; AW4Q2151; Hs.54er73; tumor necrosb fector {Bgand) superfanlly. marabflr 13;TNF!TM^;S&=M; 5.1 1 

436856( A)469355; H6.127310: EST^ pldnase^rimiTM^M;; 5.09 

411296; BE2079O7; Ms. 10114; grawth suppressor 1; 2OGrFG]UQi^JM=M;SS^M;5.09 

410082; AADB1594: Ms.lsasil; Musffibi {DrofiDph34 homotog 1; nm:TM=Mu 5.09 

404440; ; ; NMJD21D48:Homos^lefS melanoma anUgen, femly A. 10 {MAfiEAKQi. riRMA. VERSION NMJ0210Q.1 MAGE;TM=M;: 5.0B 

42407?. AA3^B9: H8.1O0O57; Honio^apSens cDNA: FU22g02 fis. done KA705581; noneLflone; 5.08 

42210QC Al095g88; Ks. 111554; ADP-^ibosytation 1iactar-rite7; a%ras;BA=M;; SXff 

isaai% AVra06287: Hs.21432; SEXfene; &enia,TlGi,P81,G0t: 5l07 

430300; U60eQ5: Hs.236648; oncoMn M receptot; irt3;TM»Y:SS^ 6.07 

406369; R3B43&: Hs.ia2575; Botota cantor family 16 {K?7? transporter), member 2; PTR2;TM=Y:; ^ 

422112; BE540240: Hs.111763: Uml protein; Sni.BA<3;88^ 5.06 

449061; AW265634; ^6.1331 00; ESTs; |)ldn8se,Furfn-l1k9iRfiGepLJL_domain,non&; 5^06 

430024; Ai8C8780; HR227730: Inteffln. alpha 6: lnteyliLAFGrGAP;TM=Y:SS^ 5.06 

412641; MIGSfiO; Hs.74335: heal shock SOkDprotain 1, beta; HSP90,HATPasflLc;T1M^ 5.05 

437B08; AA761606; HS.29230Q; ESTs, WeaUy simllarto AIDIJWMAN AUasUBFAAQLY J GEQlfENCE OONTAMMATION WATOJING ENTRY [H.sa|uins]; p1uiiaseJ^l01,noiK; 
5k05 

400298; AA305627; Hs.1 39336; ATP^indlng cassaSe, aub-Mly C {GRRA4RPX member 4: AfiCJtren/fitmieinbratienM^Y:; 5l04 
448232; AI281B48;Hs.194691:ie{inQlc add Induced 3; 7lm_3.tione;5i)4 
425262; DS7119: Hft.15541B;G83955piototo;p3A>a6e;SS"M;a04 

414703;^24387^Hs.7G941;A7Pase.Ntf?ban&porlhia.bela3|)o%fpep1He; rteLjCATP8se:TMFY;S^5.Q3 
434806;AF15510B:H6.2^1S0; Homo 8aplen&,€frnitortoRn^cONA 281^ 

42595% AK00iaO4: H3.159651; death receptor6.TNF9Upeifai]iily member 21; dealh.TNFR.c6;TM»Y:5S=k^ 6J)3 

449437^ AI702038; Hs.lQQ057; Hon» sapens cim FU22902 Ite, ctone KAT05581: none.nona; 5.03 

448913; AA194422; Hs.22se4; n^ln>^ rm^RanBP,p}dn3se,GST.C,Eto.SAMJ^,ABC^mbranB.myosU 

C2H2,PHD.GrrB.'rFiISATJiDok,SAM;TM=M:; Sl02 
413441: AI929374: Hs.75367; BiD-Tik^apten 8H2.BH3;TM=M;; 5.02 

427618; NMJ0OO76O; Yls.2175; cotoiv s^iatlnQ factors receptor {granuiocyto}: fn3:TM=h^GS=M; 5.02 

417666; Ai345001; Ka.B2380; menage a tniis 1 (OAK assembly factor); zf-C3HC4iTM=M;: &02 

429903; AL134197; Hs.93597i (^la-dependent kinase 3. regulatory subuiA 1 (p35): CDK5jactivalor,nDne: SLOI 

445333; 8E537641; H&.44278: hypothetical piotofo FU1253S8lnill9r toiaMelatod pml^ RAB17: ras,af JK*^M; 5.01 

426285? U20620C H8,343581; kaiyopbeitn alpSia 1 {toipmin ^ha ^; Amiadjlto_^.iBB;TM=Mn 5;0I 

421233; AA209534: Hs.2a4243: tefraspan NCT<6 proton: 1iai8nientrBne4;TM=Y;S&=M: 5.01 

424517^ AI539443; Hs.137447; Kloino sapcena cDNA FU12169 fis, clona MAMMA1000643; SH2.STAT,STATJAid^TAT_pnitnoae; &QQ 

425345; AIJ077297; 1^3.156094; pnAetn tyrosine phosphatasSp non-reoeptortyps 1 ; Y_pho5phsitase;DSipc;TM=HSS=&t 5.00 

446946; A1878992: Hs.3l7; topa)Gomecas6 (DNA) l;TopQ!BomecasO.TopoisomerJLN>RmaAD.Hanta^iic}doc^7M^; 4.99 

413800; AW409747; Hs.^12;fibe99-induced-phos(^oprote{n 1 (KspTO/HspgOHxgantzing pn3to!n);TPR.PDZ.WW.GuanyiatoJdn;TM=M;;4.96 

41211% AW4Q2166; 1^784; Epstoln-eanr vins Induced gone 2 (tymplKcyto-speciIio G protesn-ccupled teceptor); 7tm»1;TM=Y;S8aM; 4.98 

400792; AA635052; : Homo sapens mRNA; cDNA DKF^>434O0515 {from done DKFZp434O061 5); zf-C3HClCARD.BtR:TUNht; 4.9B 

417018; M16Q3B; H5.80867; v-yes-1 Yamaguch) sarcamaviial related onoogene tMHWlog; SH2rSH3.p1dnasQ;TM-M;: 4.98 

427247; AVV5Q4221:Hs.174103:totfigrin.dphaL{antlgenCD11A(pie0).!ymphD[9to1M^ 1;dph2 polypeptide); vwaJn1a0riiLA.F&GAI^niNY:SS=lk/|;4j9^ 

442080; AW444761: HM4565; EGTs; ante;; 4.97 

454042; H22570; ; hypothetical protofn FU20093; ig.pkinase.LRaini^.lRRGT,Rone; 4.97 

452598; WM_00l295i Hs.301921;che*nolui»(C^moH} receptor 1:7lm_1;TW=Y;SS=M: 4.96 

416276; U41060; Ks.79136; UV-I protein, estrogen regutoted; PeptklasB_C4,Osteoponfa'n.Zip;TM=Y;8S=M: 4.96 

408847; AW290997; Hs.30348; ESTs; ptonase.'Q^nons; 4.96 

41945% U33G35: Hs.90572: PTK7 protein ^lostoe IdnaseT; |g.pt(tna5e:TM=Y:S&=M; 4.95 
4S(]I73^,AW007152: Hs.2a333Qb ECTs;1iyp5-n^UUBoepLa,none:495 

443354; AW97Q672; Hs.g247; pralaln Idhase. AMB«HivalBd. alpha 1 catolytiBsiibunit;pldna8a.RI01:TM:4i«;4.94 
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414136: NM_0044ig: H3.2l2e; dual specKoty phosphalase 5; Rhodaiiese.DSPcYj}ho«phBtfl5e:TM=M:; 4.94 

424247; X14008: Hs.234734; lysozy me (renal arnyloWosia): ly6.\g.FAD_Synlli.ldh.ldh^C,pl«iase:SS=M; 4,94 

43420B; AW1 36973; Hs,1 80479; ESTb. WeaWy sinuTar ta SB9B90 mtogcn Induribte gene rvl%-l [H.sapfens]; PH;TM=M:: 4.93 

418870; AF147204,' HS.B9414: cliarnoli^e (0?<-C moffl), receptor 4 (fusin); 7tmJ.7(m_2;TM=Y;SS«M; 493 

405716; A1567839; Hs,1517l4; Homo sapiens nnRNA for KWA1769 proiain. parfial cdB; Uvrf>hellc8se,RNB.RunI;TM=M;; 4.93 

426437; BEC376537; HS-169&95; ublqiflEn-conjugatlng enzyme £2L 6; ArmarfiUo.pBQ.UCLpon.nQne- 4.92 

424241; AW9K348; Hs.182339c Homo saptens pyruvsledshydnigena&e kinase 4 mRTM. 3* uniraislalted region, partial Gaquencs; El5.SAMLPNT;TM=M:: 4.92 
414670; Y00265; Hs.76473; insulin-like growth factor 2 lecopton Jrt^aMR;TW=M;SS=M; 4.92 

407239; AA076350; H6.6784B; leukocyte InimunoglobullivJIIre receptor. siibfamJIy B (wllh TM and ITIM domains). meml3er4; IgiTW'YuSS^M: 4.92 
409512; AVtf9791B7; H8.293591; melanoma differen«aHon assocWsd prolein-6; DEAD.hellcB38_aCARD;TM=M;; 4.91 
41671 4; AF283770; Hs.79B30; CD79A antigen (fmnuinoalobdln-assodaled alpha): lg.lTAKUo_ctus;TM=Y:SS=M: 4.91 

4042B9; ; ; KM Q02944*:Ha(no sapiens v-ms avian UR2 sansoma vfnis oncogene horootog 1 (R0S1). mRNA.; 1h3,pkin8se,DUF13g;TM=Y;SS=M; 4.90 
42B141: 1)50402; Hs,182611; solute camerfamify 11 (pfOtorMODplBd dlvatentmetat ion transporters), mamberl; Nmmp;TM«Y;;4.90 
407B53; AA336797; 148.40499; dic)(koiiF()fenfipus kevfs} homgog 1; iiGnB:TM^;SS=Y; 4.89 
432179! X7520fi; Hs.2913: EphB3; EPHJlKJ,fh3,pWna8e,SA|\4;7M=Y;S8=M; 4.89 

40108^ ; : NNL016582*:Komo uaplens peptide transportBr 3 {IJ0C51296). mRNAu VERSION NMJH6579.1 Gl; FTR^;TM=Y;SS=M: 4.89 
402211; AA81173a; ; KIAA0430 gana product; lQrUrans,KjEira;TM=Y;; 4.8B 

421541; NM.0D3942; Hs.105SB4; n1»somat piotein S6 tdnase. 90ka polypeplld&4; pMiiS6iptdnsB^C;TMs|l4;; 4.87 

43tft10: XG715S! HS.270&4S; klnesliv-1ke5 {vtmc Mrwsln-likB proleln 1); klne8tn;TM=M;; 4.86 

425295; AA4313e6; H5,37251; ESTs: pkinase^nonB; 4.B5 

424439; AA57g635: Hs.mQ; Eg&ss I. DNA, ATP-dependenl; DNMgase;: 4.fl6 

41916B: A1336132; Hs.337lB; Homo ss^lens cDNA FU12641 fis. cbne NT2RM4001953; nDne,nona; 4.56 

442375; 6E62300% Hs.23G25: Homo eaplans done TCCGTA00142 mRNA sequencB; KJeIra, DUf 5l.non8: 4.86 

42545ft L189S4: H3.1904; protein ksi&se C. totac pWnase,OAGJ'E-tdnd.pWnase_C,OPR;TM=Ms 4.86 

410293; AK00DQ47; Hs,61960; hypottiattoa) protein; lUsir4^=M:: 4.86 

443823; AA345519; H8.5641; conipiameiit coniponeat 1, q 5Ut)Component alpha potypepUde; C1q,CollagBn;SS=M; 4.85 
445903; A13474B7; Hs.lSaTBI ; class 1 cyloWne receptor. fn3;TW=Y;; 485 

427809; M62505iH6.216t;axnplerT)ent component 5 receptor 1 (G5allgand);7tniJ;TM=Y:$S=M;4.8S 

428820; AA436167; Hs.17263l; Integnn, alpha M (oofixitefnent component receptor 3, alpha; also known as GDI lb [p170). maciopliage anUgen alpha potypepSde}; 

vwa.lntegrin_A.FG-GAP;TM-Y;SS=M: 4-B4 
445143; U29171; HS.7S852; casein Mnase 1. delta; zf-C3HCM.rilanritn,zf-BJox,Nia4>lnnB8B^-MIZ;TM^;; 4.B2 
4271S7: 1)51166: Hs.173B24;ttTyrrin6-DMAfllycosylffie;UDG?7M=M:;4.61 

427B57; AL133017; Hs.2210; hypothebcat protein FU22B65: niyo^nJiefldJQ,zf-htVND;TM=h^SS»M; 4.B1 

422293; X94453; Hs.1 14366; pyrrolhe-lkiarboxylato synlbe^ {glutamate gamme^mialdal^de synthetase); aMedh,a3kfn3se;TM==M;; 481 
4M280; BE410769: HB.75B73; zyxin; UM.tg.pldnasa:TM=Mj8S=M; 4.81 
424570; AA343306; H3.13351 1; ESTs; &H3.ank.iione; 4.80 

451144; AW956103: Hs.Gl7i2; pyruvate dehydrogenase kinase. Isoenzyme 1; HATPasejcnone: 4.80 

402705; AA2t4618: ; activator of S phase kinase; ATipC-T$A;T1^SS=M; 4.80 

410024; AW191024; H6.S6016; hyptrtheHcal protein FU21935; SH3;TM=M;; 480 

419972; AIj041465; HS.1B29S2; gdlfliivBTi none.nona; 4.80 

427127; AWd02282; Hs.22265; pyruvate dehydrogenase pho^hatase; PP2C,none; 480 

413476; U25849; Hg.75393; add phosphatase 1» aduUe; LM/VR(sTM=M;SS=M; 480 

415801; R24219; Hs.278443; Fc fragment of IgG, tow affinity lib. receptor for [CD32)', lg;TiyNY;:4.79 

402233; ; ; NM_Dao760^Homo saf^ endothelial dlffefentlatfon. sptimgolipld G^jroteln-oiupted receptor, 8 {EDG8), raim; 7tm_1 ;TM=Y:SS=M; 4.T9 
44815% Y10805; Hs.20521: HMT1 (hnRNP methyhranstorssB, S. oer^lslae^llke 2; NusG;SS^ei^ 479 
407722; BE252241; Hs.38041; pyridoxsl (pyridosdnBi wlamin B6) Wnase:-plkB:TM=M;; 479 

405370;; ; Kti4_005569':Hamo sapiens Uh/t domaTn kinase 2 (UMK2), l[snscnptvBt{ant2a, mRNA.; pkinase^UIAPDZ;S&=M;4.?9 

416498; LJ33632; Hs J9351; potassium channel, EUbtanlty K. mender 1 CTWIK-I}; lonJrens;TM=Y;S&=M; 478 

429921; AAS26911; Hfi.82772; coilagen, type XI, dpba 1: CDllBgen,C0LJH,T8PN.l8iri 

42441S: NMJD0ig75i Hs. 146581^ cndasa 2, bammq. neuronal); enol88ecTIUNU;;4.7& 

433133; AB0Zra49; Hs.104741; PDZ4)indln9Unase;T-Gdl originated prfkteiaMnasQ; (]ldnaE^TM^M;;478 

43182S; AU077025; Hs .266827; Interferon, a^lpha4ndiiclb1e protein (ctone in-B-ie); none;TM=M:SS=Y; 478 

417929; R27219; H874547; Human T^l rocaptor active eiphachalh mHNA tmmM cell tine, complBto cdG;lg,Bbhydra1aae; 476 

450334; AF035559: Hs.24879; phosphelkfo add ptiospdatase type 2C; PAP2:TM=Y:SS=M: 478 

447674; BE^4Q; Hs.19192; cydln^BpendbntkmaaeS; pkh»5e',&8=M; 477 

409744; AW6re25fl;Hs.G8265;HQn»B4iidll& iaRNA;cONADKFZp5e6P2321 (ftomctonB DKFZp€66P2321): iton^A;KA; 477 

446196; AI744868; HS.14947Q; E8T^ zf-€3HC4>au1!ataJtran8p,STAS; 4.77 

429305; AP095727; H5^B7832; myelin protein zetn-lto 1; ig,trensraemt)ran©4aM^;SS=M; 4.77 

426612; AF1053GS; Hs.172613; solute earner bmty 12 (polasslunikhtonde transporters}, member 7; nonB;TM=Y;; 4.77 

42S&11; ALD39104; H&159657; kaiyophedn alplia 2 (RAG cohEXt 1. Imporfti Ofha 1); Am)adilo_^,lBB,DEAO,hdte35e„aSec63LDOT,PHDMmDdamBin;Th^ 4.77 

444664; N26362; K8.11615: map Mnase p1iagphaSB5frJGkepitilelnMK^m;[m;TM=M 

4&22S6; AK0a0933: Hs.28fi61; Homo sapiens cONAFU10071 fls. GtonemMBAlQ01702; G(7l.7tiTi.1,none; 476 

447207; AA442233; Hs.17731: tiypothetlcal protein FUl2ag2: none:TM=M;; 476 

400846; ; ; sortiltn>relaled receptor, L{DIR dass) A repeats<»ntQlrtng (SORU); E6F,fii3Mire€epL3.kIUB09pU^gianiifn.BNR;TI^Y;SS^ 476 
462355; N54926: Hs.2g2Q2; G protaiixnupted reoeptor34; Ttnut.OATP.QTM^;; 475 

406009: AFQ00574; Hs.22405: leukocyte tmmunogtobulIivllkB receptor, subfarrfly E {Mth TM smt HIM domains), roenfter Z l9,GetrinLfn(w;TM4/fcSS»M; 475 
- 42737^ BES15037; Hs.177556; melanoma anSgsn^Mty D. 1; MAGE;TM=M;:4.75 
444042; NMJD04915; H8.10237; ATBI}lnding cassette^ sub-foiiily G {VVHrTEy, member 1; ABCjfan,PRK.GBP;TM>^:: 474 
410408; A1969703; Hs.1466: glycaral kviasa; PGGKfG&fS'JfJ^ 4.73 
411653; AFO70S7B; HS.7116B; Homo sapiens done 24674 mRhtA saqaence; none;NA;NA; 473 
437667: BE616412; Hs.286216; lincClon^adheeron molecule 1; none,HIJH; 473 
417781; BE2793fiO: }ts.B2S63: KKAA0t53 protein; TTMcyUransf; 473 
4S39G6; BE146734; HS.G332S; transmemtcane protease, serine^ trypsin,1dLpecepL3>none; 473 
412228; AW503785; Hs.73792; coniplGmentoomponenl(3d/EpstGin Bar vims) recsptor 2; 5UShi;TK^Y;83=M; 4.73 
41825^ AW1354Q5: Hs.37251; ESTs; pt«iaBe.ncxie; 4.73 

413472; BE242a70: >ts.75379; sduto carrier famBy 1 (gilal high afflnlly glutamete Iransporls^ member 3; SOF^M=^;SS=M; 473 
406906; Z25424; ; gb:H.sap1ens protetiveeftneAhreonine kinase gene, complete CDS.; iiDnB,nonB;4.73 
432065: AA401039; H8.2903: protein phosphatase 4 (Ibmiedy X), cotdyUcsutHinlt; Melaltophos;TM=Mn 4.72 
424909; S78187; Hs.153752; call division cycte 258; Rhodanese;S5=lkft 4.72 

42399; BE3B7202; Hs.118638: non-melaetelic cells 1, protein (I4M23A} expressed to: fJDK.fni.Q}(ysteroLBP;88=M: 4.71 
426136; AWg57239: : sb:EST36930g MAGE resequences. MAGD Homo sapiens cDNA, mRNA sequence; PP2&nonB: 471 
446203; Z475S3; H9.142Be; flavn conlalnlnQ monouvsenase 5c FMaiikB|,pyr_redi»;TM^Y;SS=M: 4.71 

451295; A15S7212: Hs.17132: ESTe, Moderately flM^ to 154374 gaas MF2 pioWn IKaaptens]; pkumDAG.pE-tlndjitdnase^aOPRnone; 471 
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424099: AFD71202; HbJ 39336; ATP-tinding cassette, sul>'fBniity C (CFTR/MRP), member 4: ABCJran^C_mfimbranB;TM=Y:; 470 
424959; NM 005781: (^153937; activated p21cdc42H3 Icinase; ]d[;.Vfii_C,SH3^pl^lnKi9,UBA;ThA=M;: 4.70 
4Z72QG; NhC0O45BEt H5.173S85; ribosomal piolBii S6 kinase. 90kD. pdypepfidd 3: none.none: 4 JO 

421662: NM_014141; Hs.106552: wll recogniOaii molecule Caspt2: E6F,F5J=8Jtype_C,temfeiliuG.Sulfete_fran5p,STAS J&ru3jiff»Jtr.pe^ 4.70 

413431; AW24$42B; HsJ5355: ubiquifii-conjugaHng enzyme E2N (homotagous fa yeast UBC13): UCLpon;'rW=M;; 4.70 

4064B4; ; ; C3002124':gi|12737280|reipCPJ06682.2| kera&i )B [Homo 9a|»"eiis]|l6633; non^&=M; 4.70 

401345; M8373B; : protein tyrosine piiosphalaae. non-teeeptortypa 9; non^TMFM;; 4.70 

41G6D2: NhlL0Q5lS9; Hs.79369: fiel (di'KlEfin)-lte 2i EGF,vwcTSPK;GS=Y; 4^ 

412507; 13664B; Hs73964: ^4; fn3,pktee.SAM.EPHJb*TM=Y:SS=M; 4.69 

437B97; AA770561: Hs.i46l70; hypottietfcal protein FU229B9; zHIHIianonfi: 4.fi9 

4328BG; BE1SgQ28; Hs,279704; ctinxnahn acc*ssibiily oompIeK 1; TiGnB;TM=Mn 4.69 

400843; ; : NMjOOSIOS^Hofnos^ienssoiiaiivrelated reoeptor, L(DLRclass) A iepeat5<2onlalnlDg {S0BL1}, mRNA.; 

EGF,1h3»tdUecepL%ldijQ{»i4.t^9ranu1in,BNR:TM^:SS»M; 4.68 
433409; AI27a802; ^9.25661; ESTs; pklnase.pknssa; 4.G8 
413889; NM_0Q0878; Hs755SB: intertetikin 2 TECeptof, bete fwne:TH=Y;SS=M: 468 
430259; B£5d0182: Ks.127B26: RdGEF-]%e proldn 3, mouse honiokig: fh^F^RdeGEFJft^Mf SB=M; 4.68 
425761: AW6642t4; Hs.1SB729; ESTs; SHS^RIboBOmaLSSAe; 4.68 

431941: AKOaol DGt Hs.272227; Homo sapiens cDNA RJ20099 fiB. ctorta CX3LD4544: pkinasB,Funn-lil(e,Recep_Ldom9liMiQnec 4w68 
419493!; AF001212; H&90744; piDtassome(jprosome, macnopatci) 26SsubunR, noivATPsn. 11; CDK5^V3lQr.Pa,iiQn^4.67 
425888; NM,001761; H3.1973; cyclin F; cyc!]ii.F'boKjCYcliv_C;TM=M;; 4.87 
409056; AA312329: Hs.42331; epMn-A4: ^rtn;TW=M;SS=M; 4.67 

453476; AI64050D; Hs.24633; SAM doniain, SH3 domain and nudaar loceJIsaUon signals. 1; SK3^M;&S=M: 4.67 

412926; Ald7g076; H&78061; macraphege myfTsloytaM alarane-nch CUnase substrate; MARaCS;58=M; 4.87 

424635; AA420Ba7; Hs.11S455; Homo sapiens cONA FLJ142S9 fls, dona PLACE1001076: pkInase.Fiirin4ik3.Recep_UjdonfislMQne; 4.66 

446051; BE04a081: 1^.37054; ephrin-Aa; Ephrin.Ajte9intn.dsnn.z-fi«phac 4.66 

436729: BE62iai]7; ; traismBmt)rane 46upeffaniJly mairbor 1; non^TM=Y;SS^; 4.66 

40B204; AA454501; Hs.43656; protein tyiDstno phosphalaee type IVA. member 3; Yjjho8phala8s;TM;*/i;; 4.65 

435542; AA687376: : ESTsi Sli3jo.pldnBse,PH6pecMfi.RHcGB^>none; 4.66 

426682: KMJWSaoe; Hs.211602; SMC1 (sUudural makiten^nce of chromosomes 1, yeast)-llke 1; ABqjtraiwSt^J4,SMC_C,KlO;TM^M;;4.G& 

417497; AW4!)2482; Hs.822t2; CD53 antigen; transmenrtbrane4;TM=Y;SS=M: 4.66 

41873ft T18979; Hs.87908: SnC^fsiatBd CBP acfivator protein; tiBrpcase_G,ATJiooK5NF2L.N;TNt=M;; 4.65 

4151 17; AF12M99; HaJBOl 6; polynudBofide Wnase Sr-phosphatase; VlraUielicaaet;TM=iyn; 4M 

418S29; BE24755Q; H5.a6B59: gmwtli factor receptor-bound protein 7; SH2.PH.RA;88=M; 4£S 

42610B; AA622037; Hs.166468; programmEd eel death 5; [XJF122;TM=M;; 4.64 

429263; AA019004; H».19e396f ATP-tinding casBstte. eu^family A (ABC1 ). member 4; ABCJfan.SRP54?n*'Y:55=4ill; 4.64 
431886; f.77964; Hs.27igBa; milDgen-acUvaled protein tunase 6; p]dnase;TM^M:; 4.63 
435049; AL122D67; Hs.4746; bypottieticsi pratevi F1J21324; none;TM^M;; 463 

43776% AA46936d; Hs.5831 ; tissue inhitilor cf meldloproteliiaae 1 (eiylhrDld potsnffaUng acKvily, cbHagenase InhlbTtoi); TlftAP.pURase.DAG.PE-lilnd.RBD; 4.63 

413436; AF2380B% He.6eQ61: ephingoslne Kinase 1: DAGKc;TM=M;; 4.63 

421846: AAD1770^ H5.1432: piolfiln Mnase C nMrate ^(K-n, elhandJ(ljeoepLa;SS=M; 4.62 

442S90; A10Q2686; N6.130313: ESTs; nona.Y_phosphafE3se.Batu}_4i .connexin; 4.62 

416224; NM.0Q29Q% Hs.79Q88. reGculocalbln 2, EF^and catdimi binding domain; afhand;SS=f^ 4.62 

423740: YO7701: Hs.293O07; amniopepfidaBQpuromydR sensitive; PeplldaBeLMl^adillojsog; 4.61 

429300; ABOIIIOS; Hs.19G891; 6erine/llveonBn»firateln kinase PRP4hDmQk)g: |}ianase;TM=>M;; 4.60 

44723% AW499834; Hs.327; taterieiAui 10 refieplor, alphac Rone:TM=M:8S=M; 4.60 

41284Z AU2a344; Ha.75074: nritogen-acDvated piotolii IdnsMiSfivated protein Idpasa 2; pUnasecTMpM:; 4.60 

419596: BE379320; Hs.91448; MKP-I Q)w pnoteln tyiasine phospb^e: I^SPc;; 4.59 

417680; BE241595; H6.82848: aeloctln L (tymphocyte adhesion mdecde 1); £GF,tec9iu:,8ushi;TM=M;88=M; 4.59 

411t25t AA151647; H8.€a677: {^todiRime 1^245, aliAapaVpeplide: nonerrM=Y:SS*M; 4^ 

434883; AlAfSnssa; H8.19a07; hypotheScal piolain M(SC12959; 8H3,PKpWW.Rha6AP:8S=M: 4.58 

447312; A143434^ Ha.38906; adhrainB tranacription iBCbor 1; rnn^RBnBP,p)dnB5e,GST^C;El8.SA1iUW^C^jnembranej[i^ 

C2H2.PHD.BTB,TFIIS,ATJhouKSAM;Ttt=W;; 458 
435254; AW1S46B9; K3.30776: ESTs; pMnase,B8ctanaLPQanone;4.5B 

426825; NM_001 m Hb.31 5689; Homo aapiena 6DMA: FLJ22373 fis. done HRCQ6741; EslBr339jenol8».Peptlda5«LS8rrM^M;: 458 

421685; AF189723; Ha.1C677B: ATPase, Ca traBsporting. ^a 20, msnfter t: Catlan^TPBse_C;Caltoci^TP«8j?^1.Ea^TPaseiHydro^ 4.58 ' 

447627: U73727J Hs.19718; protein tyrosine pt«aphatese.TeoBptortypa. U;1rt3,l9,Yj)hosphata».MWTH=^#a=M;4^ 

427640; AFQ58293; K8.18Q015: OiiopacTiiorne tautomeiasa: COXB.3HMT.MF«G8T^C^EF1GjdEimain,68TJ4,SI J^z,Fmzledjiali^ 457 
441085; AW136551; H3.1B1245; Homo sapiens cDMA FU12532fis. done r<n:2im0GO2O0; none^one; 4.57 
480581; UG6243; Hs.5503% nttogeivadlvatBd pratein tJnese 12: plAiase;SS=M: 4.57 
423184; NliL004428: H8,1624; aphrin-Al; E9hcki:TM=M;5S^ 4.S6 

443820; A1037764; HB.3S304: Hbmo saplere cDNA FU 13655 lis, clooa PLACE1011SD3; none,FM&tkB: 4.G5 

422627; BE336857; K5.11878;^ transfomiing growth factor, beta^nduced. 6BkD; rasdclhi,ABajkanbABqjneiiibran&,6TPJERlKTM»M;S8«M:4.58 

416689; AW5t6665; ;o1>3«i01d05jc1 8oa^«04HCeC_cervlc^L^Qr^temo sapiens cDNAdoaa 3* dridlartocontte element gcontaina elemeRtMERll repeUllvB 

demenl ;, mRNA sequence; nene,RasGAP,VWVJQ; 456 
430O1G; NMJD04736; Hs.227656; xenotfoplc and potytrapic nMbW receptor; SPX,EXS*ni^; 458 
437157; B£04eB6(H Ks.120655; ECTa; IRK^one:4.55 

422769: AA938905( Hs.120017; oifectory receptor, family 7, suMomlly E, member 36 peeudogena; none^one: 455 

457918; AU58590: H&.162664; tiypothelteal protein DKFZp762M186; PLDcjTM'ih/^'; 455 

434467; BEG523fi6: H&231853; Homoas|i1enscDNAFU134451ts,donePLACElOD2962;7liiu1j)ones4S5 

421140: AA298741; HS.1C2135: signd seqiiems receptor, della ttrmlEKorvassocblBd pnrtelndelt^ aone;TM:^^M: 4.55 

40^64; ; ; Tsigst Btpn; hexapep;TM=M;; 455 

43486^ AAB27165; Hs.191958: frnmunoglotii^Sn supeifainily receptor Iranstocalion associated Z Ig.nonec 454 

438939: H21012; Hs.287857; Homo s^ienBcONA: FU21291 €s. ctone 001^1933; F5J=flJypa_C,pkinas^1Simine: 4.54 

433435; BE545277; H8.3409S9; Ts ban^taOon dongafion mitociiondrtal: EFJTS,UBA;; 454 

41 1165; N).L0Q0169; Hs.68089; galactoshSasa, dpSia: MenbiBae:S8»M; 4.54 

408955: AKDQIBfiB; H&.4g344; hypollidicaY protein FU11006; lonJiansiTM^Y;; 4.54 

416647; 143B21; HS.B0261; enhancer of tilamentalkm 1 (cas-ilka doc^gi; Crk-assoclated aulistratB rdaled); SHSeTMs^IMs 453 

410Z26: A1B31955; Hs.61053; t^potheDcal protein; SH3,TPR:TM=M;;453 

422753; Ai92BS9S; H&.1675: small nudea- itionucleoproteii t)3 poMiepGde (18kp); 8(n;SS=M; 452 

418355; L42563; Hs.1165; ATPasc, H7 transporting, nongastrfc. alptopolypeptWec E1'€?>TPa9BtCalioiLATPase_C.CaBniLATPBB9j*,HydMtaB«TM-^^ 4.52 

400261; ; ; Eoe Contid; ig,MHCJLbela:TM=Y;SS=M: 4S2 

444633; AF111713; Hs.2fl6218: junctional adheaonmotecde 1; Is;TMf^;SS=M; 4.S2 

422940r BE0n458;;gb:RCl-BT0606^0S0»)tSli04BT0606ftoaio sapiens cDTM. mRNA sequence; 8ec7,PKAKF.jwBptorJ^jdian.WDW 

571 



wo 03/042661 



PCT/US02/36810 



^0303; AA242758; Hs.79136; UV-1 protein, eatrogen regulated;. none.nGns: 4^1 

412604; AWg?8324: Hs.1354; paA&n Wnase C. lote: pkfnase,DAG_PE^d.pWnaso^C.OPR;TM=M,': 4^1 

44863% AA311426; Rs.21635: tiiburm. Qanuna 1; Uibulm;TM=M-4.5f 

457908: AWBTSBSa: Hs.163290t Homo aapfens cDNA FIJ14318 lis. clone PlACEaO0(MO2; fions,pk1nase: 4.51 
456382; AW973003; Hs,t79909; hypotfiaticrf proifiln FU2299S; non^TW=M;: 4.51 
429690: AW956329; Hs.23721: ESTs; nonepSug»^_lr,RJbosomatJS25: 4-50 

424618; L29472: H6,1802: major histooompsUbnify complex, class V. DO bela; lg.MKCJLbeta;TM=Y;SS=M; 4.50 
444823; BE2B2989; HS.12Q45; puteHve protein; Mra1.MBaAT^M^,8S=Y; 4.50 

405490; ; ; NM-031414:HbfiiD sapiens serineAhreorahe kinase 31 (STK3iy, transofpt variant 1, mRNA.; p1unase.TUD0R;TM=M;; 4.S0 
424494: U76575: Hs,149255: pJiosphfllkiyllnosilDM-phosphate 5-WnasB, lype I, dpha; PIP5K;SS=M: 4.5D 
441031; AU106B4; Hs ,7645; fibnnogcn, 8 beta poVpepdds; fihrihogecuC,Mpha,arf:TH=M:SS=*ll;4.5l> 
443951; ri3272: H6.111334;fen«In, light polypepCde; PMP22_Clau(fln.iion9; 4w50 

410423;AW402432:Hs.63469:piolB}n^naphosphata5e.rnEi-(ec8plortrpa6: SH2,Y_ptiosphatasaDSPc;TM=M- 4£0 

429^6: AW139399; Hs.SQ9BB: ESTs; none:TM=M:; 4.S0 

456791: BE6154&3: K5.3465D9: dedicator of cylo-hlnesls 1; nQnB;TM=V:;4.49 

425209: AL049761: Hs.155140: casein Wnase 2, alpha 1 polypepBd^ pWnasepABC1;TM=M;; 4,49 

425695; Nt^Q05401; Hs.159238: protein tynssine phosphatase, noiweceptor ^ps 14; Y_phosphata8e,aandjit,DSPc;TM=l\A;; 4^ 

424943; AU07726l>,Vls.153924:d8a»i-a5SDC(Bt&d protein kinasQ 1; ank.p1unase,dealh.SPRr,SAP^b08omBlJ24e»8RP54|dDENN4)ENN,uDE^^ 

412970; ABD25436; H5.177534; dual spedfldty phosphatase 10; Rhodanese,DSPc:SS'>M: 448 

400755; AA635062; ; Homo sapiens inRNA;cDNA E}KFZp434005l5 (&omctone DKFZp434O05l5>; zKaHC4^CARD.B!R:TM=M;; 448 
425566; AW162943; Hs.250618: UL1B binding protein 2; 1dIjH»pLAPKD.MHCJ:TM=M;BS=Y; AM 

410151; X15723; Hs.59242; paired basic amino ackfcleavrng anzyme(rur1n, membrane assodatad receptor pioteln}; PepUdase^S8^P:TM:=Y:8S=M; 4.46 
423536; 122075; H5.I666; guanine nucleotkia binding protein {G proieb), alpha 13; UCRjtin9&.&flllph%aifaM«M;: 4,4B 
42471 1; NMJ»5795: Ha.162175i cafctenin receptor-lite; 7tfaAHRM:TM=^;SS=M: 4^ 
427878; C05766: Hs.181022; 06M>7 protein; none,zH:2H2: 448 

443991; NM_QD2250; Hg.100$2; potassium inlemiedialefemall conductance caldum-activated channel. siibfen% K membsr 4; CBMBO,SIO^ne1JonJrans;TM-Y;S5=M: 4,48 
422605: Hie64Q: Ks.116G6^ hypt^'cal protein PP591; PAPSLjedut^.MoCF^bbsynth:: 447 

41 0583; AW77D2dO: Hs^56; ESTs, Moderately similar to JC5238 gafactosylceiamMka pioftelh. GCP Sapiens]: SH3.PDZ^iianylatQjun.nonB; 447 
434419; ALJQ406C6; H6.296938: dual spedHd^ phosphatase 7; DSPc;TM^M;; 

410032; BE0659B^ ; gb:RC3-BTO3l9-12O20(M)14-a09 610319 Homo aapaens cTm, mRNAseqMenca; abhydid&s^jnone; 448 

423078; M35198: Hs.123125; fnte^, beta 6; lntegiin^E6F,p(>-Wnfing;TM=Y;SS«M; 446 

400263; ; ; Eos Control; GTPJEFTU.EFGLC.BrP_EFTU_D^serp1n;TM:=M= 446 

441406: Z45857; H3.7837; phosphoprotan regulated by mltogenSc pattnveys; pkinase;Th^;; 4^45 

434551; BE3B7t62; HS.2B0858; ESTs, High!/ similar to A35eEl DNAexdsloti repair cmss^oomplBinenting pralein ERCC3 [H^aplens]; none;TM=M:; 445 
413227; M790efc ; ESTs; non©,none; 4.45 

441321; H17182; H5.7771; B^jeH awoclalBd pKfletn; Band_7JM=M;;445 

457194: H20669; V1b,354D6; ESTs, Htghly similar to unnamed prol^ product IRsapIens]; none,pKInas9PBD; 4>1S 
414745; AA16051 1; Hs.5326; emlno add system N (Fansporto- 2; porcuptae; none.none: 445 

404276^ ; ; NM_0Q2944*:Homo sgplenB >mos avian UR2 saiooma VinJB oncogene homotog 1 (R081), mRKA.; fn3.pkInase.DUF139;TM»Y;SS=M; 4.45 
426966; AI493134; :«:lefXBOn; DAM:TM=M;SS=M; 446 

408873; AUMfiOlT; Hs.i B2278; calmodulin 2 {phosphoryiasa Wnase. delta); nonB,none; 444 

426486; BE178265: Hs.170056! Homosapfsns xnRMA; cOKA DKFZp686B0220 (liom dona Di<FZp5a6BQ220}; pMnasejnne: 4.44 
43279^ AA565309; Hs,1940t6: ESTs: )ntflgri(uBvSemaPSI,T]G,none; 444 

43966B: AI091277; Hs.3Q2fi34: fnzzled (DfOSophlla) homdoQ 8; F[izzlad,Fz,7lm-2.(fiKln^:TM=^YiSS=M; 4.44 
417886; AA2l45a4: ; ESTs; 8PRY»7tin^ANF^eplor.nan^443 

452096; A1B58163; ; gbwl46at2x1 NCL0GAP_Ut1 Homo sapiens cDNA clone 7 ^tr Id conldSns Ahi repeWve elemsnt;. mRMA sequancB; SKa^e;4^3 

426674; K67325; Hs^4a7; ESTs; SH3.TonBjioxC,none;4/l3 

422714; AB018335; Ks.1lg987; KlAAj07g2gene product; DUF221;TM:=Y;83=M; 442 

410741; Z1169% Hs^4473; mHogofFacttvaled protein Idnase 1; pUnase^none; 4^ 

432199; AA372264; Hs^319a; iOTOthetfcsA pnitenh FU10700; pMnaseslN^M^ 4.41 

409506; NM-QQ61B3; Hs,646B9; HCK adaptor pralsln 1;SH2^TM=ht 4>I1 

42S39Q; AB040942; H&2O15O0; KIAA1509 piolein; nonQ:TM=M:; 4.41 

421859; AA3S6620; Hs.10B047; KtAAOOSQ gana pitNluct; anKPIVWlG^$S»M: 4.41 

451527; AF022Bia: Hs^lS; transmembrene 4 supeifemay member?; nonaidone; 4.41 

421748; NML014718; Ks.107809; K1AA0726 gens product; cadherin;TM=Y::4.40 

410416; BE410072: H8.63304; proteiA phosphatase methylsstorase-); nona;Tftit^ 440 

450457; AA367701; K8.6538;K1AA1624 protein; none:TM=fitS9=lb^ 440 

433029; NM_014322; H&.279926; opsin 3 (encaphdopslh}: 7faTu1rMbnooacygenaG9;TM=Y;SS=M; 440 

406805; 1169912: Hb,48269: vaccnia related kSnase 1; pldna68;TM=M:; 440 

42I5B5E tJgSG2fi; H9^2043;cheaK)Mn6(<>C moHQiacaptoMlliQ 2;71fn_l;^^ 440 

44001^AUVg60782; He.BSS^ 38h2{^sentsmalLorhonnedlc Dro9opNla.homQlDgHike;8PRY,BA6iUPF00O1;440 

451154; AA015879; Hs,33S36: ESTa; TiMP.none; 440 

4338S5: A1287912; HS.3S28; mltogciv^vatfid protein Idnasd Unase Kinase Unase 4; pl(lna5ekZK».CNH»eUi^TM=M;; 4v40 
422034: AG00S488; Hb.333069; Bs2 repreesor fadHan Ets;TM=IA;: 4^ 
44400% AiaB0792: Hs.ia5104: ESTa; TNFiU:8.Tmnone; 439 
420020; QE29S866; Hs.94382: adenosine kinase; plkB;SSBM; 4.39 

416207; NMJD14745; H8.79077; Homo sapiens^ clone MGC:290B, mRNA. oomplBtecds; nonecTM=Y:SS=l^ 4.39 

417655( AA780791: Hs,t4Ql4; hypothetfcal pioteln FU14813; pMn3SB,pMnasa^C;ThA=M:; 4.39 

402915; : ; BlSP00Q002Q2S8r:QicarbonBte transporter-relalad pioteb BTRV; KC03jx>trBDsp;TM=Y;; 439 

4531 99; A1336268; Hs.32353; mltDgen-activated prailein Idnaaa lonase lunsse 4; pkIna5e;TM^ 438 

416033; NM.012201: Hs,78979: Golgl apparatus proteirt 1;cysjfclLF(3FR;TT*«YiSS=M; 438 

453672: U73531; Ms.34526; 6 protelnKxrapled recepton 7bnJ:T1^Y;SS=ri^ 4.3B 

437652; BE001836; K8.256a97; ESTs. We^y similar to d}36501 2.1 Hsaptens]; GPS»7&n^TM=Y;: 438 

42Q039; N^0046Q5: Hs,94581: siiUbtransferase family, cytosolic, 2B. member 1; Siifotran5fenSS=&% 438 

412834; R77123; H3.798B1: Homo sapiens cDNA: FU230D61is. clone LNG00414; Tlm-Lnona; 438 

452203: X57522: ; IfonsportEr 1. ATP-binding cassette; sub-fenUly B (MDRnAPy; ABC.b-an,ABCjnembrane,S(V'54Tlvin%^B^Jun:TM='Y;S^^ 437 
425317; AW2051ie: Hs.210546; interleulun 21 fBoepbv; nane;TM=y:SS=M; 4.37 
43294^ AL0436B3: Hb^173: hypothetical protein FU1080^, none:TM=M;8&=A^ 4.37 

424028; AF0SS084; Hs.153632: sapiens cDKA FU14354 fa, ctene Y79AA1Q013B4, h^hly slnrrilarto Homo sapnins very latge &ptatB*Bi coupted receptor-1 (VLGRI} mRNA; 
m>n8,none; 4.37 

434071; AF1166S3: ^.34192; Homo sapiens PRO0623 mRNA. complete cds: nonecTM^M;; 4^ 

412896: AA1612ig; Hs.7g9: diphtheria IndhfeceplDfCiBinriri^ndlagefidemrig 4.36 
440270; roil.019986: Hs.7120ccytDkme ieca(tor-1ihefnoiIeGde9:M^ 436 

572 



wo 03/042661 



PCT/US02/36810 



432987^ Ara64771; Hs.27954; C0B6 antigen tC028an«gBn Tgand 2, B7-2 antigen); none.-TM=Y;SS=M; 4^ 

43G943; AA773838; K&.5^;csEpase tO. apoplosls-felated cysteine protease; )C^10,ICE_p2D.DED;TM=M.';4^ 

4678S7; AI356125; Hs.345168; ESTfi. Weakly similar to HXA2_HUMAN H0MEC»OX PROTCIN H0X-A2 IH^apfens); homeob<K:NA;NA; 4.36 

406571; AA129547; Hs.285754; met praio-onoDgane (hepatacytc ^ovrth factor receptor); 6enifl.pk}na3e,TlG,PS!,m)n9: 4.36 

413989: X14034: Hs,7554a; phospholipsse 0, gamma 2 (phosphalMylinosltoI-specHkj};SH2.^3.C2.PH.PI-PU:-Y^I-PLC-X.PDG 

408101; AW9B8S04; Hs-123073; CDC2-related protein kinase 7; iione.none; 4.35 

414029; BE297731: Hs.75709: mannoso-S^hosphaie receptor (caliDn dependent); MBfh6-PjiecBp;TM=M;SS=M; 4^ 

425069; AA6874B5; Hs.2dd184; potasslun voltaga-gstecl channfil. shaker-falatfid siMBiWIy, beta membsr 2; akfoJceLred^lone; 435 

43B937; AW952654; Rs.244B24; ESTs; EPHJbd,pWnase.fh3,SAMjione; 4.35 

412584; X54e70: Hs.74085; DNA segment on chrofnosonne 12 (unkfue) 2489 etxpreEsed sequence; none^lecli'iuc; 4^ 
436540; BEa97032; Ks.14468; hypotbsticsl proteTn MGC14226; mn.7tm_1.SNF:TM=Hn 4.34 
435267; N23757; Hs.llOlU; ESTs; nonB^y]XN.E3eo_endo jhos; 4^ 
406616: ; : Target Exon; noRQ.SH3.BAR; 4.34 

432141; BE41 0964; H6.272736; nuclear receptor Unding prolefn: fMnaesiTM^M:; 433 
417927; R73095; Hs.24l 22; ESTs; none.pkbass: 433 

429849; U33053: Hs.2499; protein kinase C^iks 1; pkjfia5B.plunase^CHRl;TM=M;; 433 
42S743; BE3954fi6{ Hs.159428; BCU^assodaied Xprotebi; Bc^a;TM=Y;; 433 
453863; XD2544; Hb.572; orD8omucQ» 1; IpcnsllMMMUqulUn JRIQSS^ 4^ 

400847^ ; ; N^003l05*:Homo sapiens soifiliiHelBled ieceptor» MOLRfilaas] A lepeals-oonlalning (80RL1), ntRfVL; 

EGF4n3idLrBcepLaldLrecept>.9rBnuBh.BNI^TM=Y;SS=*l; 4.33 
414814; U49B44; Hs.77613; ataxia telangk»l3sla and Rari3 related; FAT,FATCPI3JPl4JcitiaBB;TM=M;:4.33 
413858; NM.001610; Hs.765B9; acid pfaoaphatase 2, (ysoaomd; BcnLphosphal:TM=Y;&&=M; 433 

442539s AL119506: H5.S8220; Homo sMenscDNA: FU23D05 li&^ctone 114600396, highly sliiillar1oAF05S023 Harm sapiens clone 24723 mRHA sequence; 

RasGAP,adeny1atek!na9e; 4.33 
419807; R52SS7: Hs^l 579; Homo sapiens cibns 23783 mRNA sequence; 1MP4;TM=M;; 432 
436703: AWa80614; 1^.146381; R^1A birulhg riutjf protein, Xchronueome; irm,^^ 
414899; AWB75433; Hs.3&28B; ESTs; pk{nase,SH2,SH3/ione; 432 

4448d5; A16743B3; H5it2&91; sfMs cemer femily 7 (cationic amino aa'd transporter, y syakern), member A; A8C,deatfi,TNFRjiS; 431 
415135; AWG735S9: Hs.78040; KDEL (ty^p^lu-leu) endoplasmic retfculum protein ralenSon receptor 1; ERJUmenLrecflptnonK 431 
44407tt NW_0t 53B7: H8.10267: MIL1 protein; BcI'2:TM=Y:: 431 

422611; AA15B177; Hs.1ia72% tiKosyHisnsferBse B{a!pha (1,6>tiK!osyltransrerase); 8H3.K4}Ox;Tli4=M;88-Y;43$ 
437162; AWD06505; Hs.5464: UiyroU lomaae receptor ooacttvaUt^ protein; bRimodonialn;TM=M:; 430 
440983; M20661: Hs.7594; eolule carrier tamlty 2 (faciilated glucose transpoiter)» menifaer 3; flUgBrJb;TM=Y;SS?M; 4.30 
4140BO; AA135257; Hs.477B3; B aggressivB Symphonia gene; A1pp;TM=l^; 430 

415072; BE2536B7; Hs.77876; Homo saptens, done mG£:m\m, mRNA, partial cds; Metdk)pho6.Amiadino_^eg;TM=M;;4^D 
442SM; AI026718; Ks.ied54; ESTe; ank,pKhiase,dealh,RI!n5omsi S14; 430 

432328; AI572739; He^l 95471; &p(t05pliofnicto*2-Mn8Se/inicto6e-2,6-Upho3|AatBSB3; 4.29 
439490; AW249197; Rs.lQ0043; ESTs. WeeMysiiTflBr to A463Q2f^B-esm'afed3plIdng factor,^ none;TM=M;: 4JZS 

422005; BE266558; Hs. 11 0702; Homo SE|]|ens mRNA; cDNADKFZp761E212 (froractone DKFZp761E212); none.NOLExchanger. 4.29 
415214; At445236; Hs.125ia4; EphB2; ih3.pklrase.SAM.EPHLJbd:-n*»Y:S&=M: 429 

430316; NM-0K)675: Hs.239176: insulii-likB gimvlh factor 1 recspton fh3LFurir>'ike.pMnase.RecepJ^dQmQln;TM=M;&&-Mt429 
42909% BE43S952; Hs.196l77; phosphoiytase kinase, ganune 2 (testis); p1dnase.BaU3NAJ]ind^;TM^iy|;; 429 
425843; BE313280: Hs.159627: death assodaled proteh 3; nfiylLDKArlMng.PAH3AH JmrnodomsH 4J2» 
437603; AWS782S9; Hs.299673; ESTs; death^none; 428 

439975; AW328061; Hs.6817: inasina trtphosphatass (njcleoeids Iripiiospliate pyrapKosphdtase]; Kam1pJligBiTM=M;; 428 
424512: X53002; H5.149646; Integral. iKta 5; iitegririJ,EGF;TliiNY:&S=M; 428 
4429B0: AAB57025I H8.8878; UneGlivJIke 1; klne6!n,lJlileo_ORF3,DUF164;TWNM;;42a 

420166; AW73227G: H8.95583; transmembrane 4 ei^riamfly member {lelraspan NEr-7]c bansineiiilKane4;TMpY:&8=M; 427 
40956^ R27430: Hs.271565; ESTs; nonB.rteurjAaiLlBaNeurjihfltuneirt): 4JZr 
439096; AAB30t85: ; ESTs; ras.iu)ne; 427 

41 4561; AI064B1% H3.19S155: Honrto sapiens amTno acfd tFaisport^stem N2 (SN2} mRNA, conplete cds; AqJran3:TM=Y:: 4Z7 

41 1635; U2934% KS.72SSD; hyrfuronan-medlated mdBity receptor (RHAMM]; h2lP;8S^M: 4.27 

428761; AF164799; H6.193384; putataSve 28 t(l}a protein; pkInase.DAQJ'E-blrMlpKlnase^C.OPR,-SS«M: 4.27 

430603; AAl4ai64; Hs.247280; HBVaBSOclstedfadio;;zf^HC4zf^E^BP.pkin98e;427 

415149; X12451: Hs J80SG; cathepein U Peptid8S^C1:&S=l«42fi 

444836; AV651680: H5JO6668; ESTs;lntegriiLA.FG«AP»iW)ne;42B 

40232^ ; ; Taget Exon; pkmserTM^^M.-; 4.26 

41 6094; AWd95512; Hs.225977: nuclear receplor ooactivatDr 3; none^none; 426 
420342; H03514; Ks.15689: ESTs; nons^pklnasB: 4.28 
453902; eE502341; Hs.3402: ESTs; nona.nDna: 4.26 

425505; AIJ83645B; ; gb:OKFZp5G4D206^J1 564 (synonym: hfbr2} Homo sapiens cOMA clone DKFZp664D2062 5^, mRKA eequenoe: arr.6dph^oa« 4^ 

427344 KM-OOOaeO; H3.2142: S^iydimyVyptamlne (serotonin) leoeptorSA; K8urjcti8iU*BD.Nairj:hBnjiiBa^aiyi=Y;S&4l;426 

43226% NMJH)2447; Hs.2942: mactDphage stimulating 1 rooeptor(o-]net-relate(ttyiQGlineMn3se^ pMna6eb8einBP&t»TIGbM_paRA:'TI/NM.-SS=M;4J6 

417007; AF224741; Hb.80766; cWoride channel 7; CBS.voIt^e_CljC:TM=Yn 42fi 

447960;AIAI954377tHs^i:&Aig(!RgerpralBln26;zl^H<M;TM»Y;SS:»M;4^ 

442300; At76S908; Hs.129186; ESTii; nQnB;SS=M: 425 

421656; N»L016447; HS.10B931: MAGUK pioteln p^: FiblBin Aasodalsd vritti 2; 8H3.POZ,GuaRylQMrn,L27:TM=M:; 425 
452110; T47667; H8.28005: Homo sapiens cONA FUt1309 fis, done PLACE1010076; pMnase^AdMnjecp^nons; 425 

422451; AA310753: Hs.42491; ESTe, Vfeakly similar to 866657 alptia-IC-adcenBrgto receptor spVcefbrai 2 ptssplens]; PDZ,SH2,STAT,STATJ)lnd.SrAT4Mnone: 425 
4S395S: AW5792D7; Hs.304686; £STs. VteaUy aindtar to 170885 8erine/ffireontn»3peciliB protein Unaaa [Hjapiaas]; ih3,'«.MAI^nonec42S 
457670: AF1 19666; HB.2344e; ^sulln receptor tyroslhe kinase subslrde; SH3;Tll^lyt; 4.25 

419133; U46116: Ka.B9527; protem tyrosBie phosphalase, receptor type. G; fn3.Yj)ho8phBt9se.C8ibjmh!ydi»a.DSR;;TM^SS^ 425 
419660: BE280337; Hs.1d4693; solute carrier farrely 7 ^ationk; amino add iran$pQrier» y eyatom], raarhber T, »LpennaB8GB;TM=Y;SS»M; 425 
415198; AW0D9460: H5.943; natural Mnercell baiaEnpt4: nonB;TM^;; 424 

4164«% AI823d12: H8.79335: »omo cspleiis, Similar to SWlffiNFfdated. matrix associated* aclln dependent i«gHiator of dimmaffausulribmllyd. mennber 1. doneM6C:15260, 

mRNA. complete cds: SW]B;TM4A;; 424 
4191 69: AW851S80! KS.26234G; ESTs. Weakly siirilo' to 572482 iiypotheScal piotein [Kaspiensl; nanB^eclili,8H3J^.CH; 424 
449444; AW61843^ H6.23590; sdule cantor family 16 {monocartxxxy^c acid transporters), member 4; none;TI^Y;S8^M; 4^ 
433848: AF0S5719; Hs.937B4; certxHcypep^dasa A4: ZnjcaribOpeptPropep J414;S8^Ift 424 
442213: N361 10; Hb.305971: solute canter family 2 (fadRiatcd glucose IraiBpartei). mamber ia siigar_b:;TiM=Y;8&>1ilit 4 jZ4 
412681; AW983655; Hs.172004; tjUn: fh3.la.SGXXSG;pklnase:TMNM:; 424 

424853; AW977534; Hs.1S146e! catoHimfedrnDdifin-itopendBnl serine pnMn idres»(^UK tamiTy): nonejione; 424 
42l06Gt AU076725; lto.10140B; farfindied Chain siriTnotiansfiBrase 2, initadiondriBi; aininDlrau4» 423 
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42B33B; AF14776S; Hs.2K093; ESTs; fn2.aMR^TM=M:SS=M: 4.23 

443329; BE262943; Hs.9234; hypothatfcal protain MGC1936; none:TM=Y:SS=M; 4.23 

432314; AA533447: Hs.312989: ESTs; Xlink.rone; 423 

434608; AAS05443; H8-179909: hypolhefical protein FU22995: iiOfie:TM=M:; 4.23 

454165; AW99335B:H3.285814; sprouly(Dfafophila) homalog 4; SH2»SH3;TM=H:SS=M; 4.23 

442596; A145T1 02; Hs.347970; Human glucose UansporterpseuiiogOTe; none.rone: 4.23 

442549: A1751601: Hs.8375: TNF recsptor-assiwlaled (aclor 4; MATH.zf-TRAF.Lf-C3HC4:SS=M; 4.22 

424134; AFO^OW; H8.141660; chbnde channel 2; voltage.ClACBS,EPOjrPO,POj<ep; 4.22 

433419; AI630342; Ks.211272; ESTs; tF3nsniefiibrane4,none; 4.22 

421921; H83363; Hs.6820; transkicssB of inner inlDchondnal mrnibrsm 10 (yeast) homolog; zf*TTm10J3DP^fh«nd.CH^peclrin^In;TM=M:; 4.22 

445633; AM53386: Hs. 17287; ESTs. Weakly similar to S28fl89 tiyjiottiBtical proiefa lU3l - mouse |M.musctJlusl IRK.iiDfiei 4.22 

4Z4ai2; AFQS9252; Hs.l5329g; DCM3 [C elegans} homolog Z; nana:lM=M:; 42Z 

410668; BE379794; H5.6S403; hypolheUcal ppoteln; deatti.TNFRjc6:TM=Y;SS=M; 4.22 

41G636; N325a6: >&42645; sotula carrier family 16 (monocaibCDEyllc add transpartefs). menfter 6; non»,fione; A32 

416969; W33191: H8.2B907: hypothetica) protein FLJ20258; SH3;TM«M;; 4.21 

44720Dt BE5«l4e; Ks.28l434; Homo saptens oDNA FU1402afis. done KEMBA10O383B; mna^one; 4.21 
40I120B: : ; Eos Conlrol; FCH>RlioGAP.SH3:7M=M;; 4.21 

Ame^\ ;; NrA-0055$9':Homo sapiens UM domsn'n kinssB 2 (UMK2). traroctipt vaiantSa, tnRKA,; |]|(lnse.UM.POZ^SsM: 4.21 
446350: AF0521UH&.12S40: lysophospholpasel; abhydrdase^'ny^M;: 4.21 

44l20B;Al3397D4;Hs.l5D401: ESTs,WealOy8lmIt5rtqALm_HU(^N ALU SUBFAMILY J SEQUENCE CQt^^ 

t«UranB,RyDlUTPR,MlR,none; 4.21 
427217^ AA399272;llB.144341; ESTs;AMP.GKMPJdnas8S/ioii9: 4J21 

4Q0B45; ; ; NM-DD3lOS*:Hoino sapiens sodlilnrBlsled receptor. UDLR dass) A lepratranta'n'ng (80RL1). mRNA.; 

EGF,fh3ildLj«8pLaJdljeccpU).gfanUlln.BNn;TM=Y;S&4W; 4^ 
422667: H25642; ; ESTs; FMCMike.FMailke; 4.21 

450DSG; BE047394; K5.8208; ESTs. Weakly 6l{n1arfoS7l5l2 hypothetk:al prolan T2- mouse [M.rai}scu1i}s]; 

ABCJiBn>\BC_rnembraneJg,MHCJLfa9ta.SRI^,prolBasoino^BCjnam 
448950; AF28aBB7; Hs.927S: CGI-152 protein; Et-E2^TPasB.HydrolBse;TM=Y;; 4.20 
40B634; AW4072S4; Hs.1d2278: calnrrodulln 2 [phospiioiylase kinase, delta); non9.nc]ne; 4.20 

422335; AA375957t H8.6682: solute caniar EaiiiRl/ 7, (cailonk; annino add transpoiier, y system) memlwr 11; none,nonaE 4.2D 

426754; NML0U264: Hs.172Q62; serineAhrcon^e Mnaae 18; pklnasaiTM^M;; 4.20 

435B1G; BE349B53; HS.27B5; keratin 17;zf-TIm10_DDP.SH?,SH3,pMnasB.PH,BrTK.RIbaaDmal_L44: 4.20 

446143; BE245342; H5.306079;sec61 homolog; NlJroCsecY£1^dehydrog.trariskeLpynTM=Y;SS^4.20 

426626; AI124572; H8.323879; hliibilDr of kappa f^hl polypeptkia gene anhanoer In &c8)te, kInsGO gamma; zf-C2H2;TM=M;; 4.2D 

4037 16; : ; Targel Exon; AdQp_conf^_8Ub,P02,DEP.DiX,DiahBvrile4heKapeftW2,ABCJI^ 4L19 

415749; BE26252g; Hs.7a?71; ph08pt)og)yc6rata kinase 1; PGK.rK}ne: 4.19 

434S99;ABG02313:H5.39B9; p)axinB2; PSt,Senia«TlG;N^lA:4.19 

412600; L28824: H9.741 01; spiean tyrosine kinsse; SH2,pidrusQ;;4,19 

41673B; N29218; Hs.40290; ESTs; ABC„iran/^CLjmembranB.ncDne: 4.19 

410639; BE269047; Ha.65234; hvpothetical pfolaih FLJ20596; DEAD,h^lca»_C.PRK^lP3:TM=f^; 4.19 
43 1385: BE176536; H3.11090; menibran&^ruilng 4-doni8lns. subfamly A. member 7; nons,nona; 419 

407306; AA715284: ; 9b:nv35103.r1 NCLCGAR_Br5 Homo aapians cDNA done similar to Gontaina Alii mpelitive element;, mRNA sequence; pMna9e,lntegifn^,SamB.PSI.TIG.none; 
4,18 

452880f AA029332; H6.B7549; ESTa: nonejrUegnO: 4.18 

428246: AF15104a; Hs.ia3160; aiaphase prxuDOIIng con^ax subuidt 11 (yeast APC11 tramdog); none;S5=M; AM 
421964: X73079: te.2aB579: polymefte Inmunofltobulln rwafdar; ^g.CobQlannIrU)lnd;TM«MiSS=l^ 4.1B 
409213; U81412; tte.51133; PTK6 pi^n tyniatna kinase 6; SH2.SH3.pkIn38a;TM=M;; 4.1B 

421790; AWe9620t; Hs,22654: sodkim channel, voltag&gatsd, type I, alpha polypeptide: 1on_tranB,IQ,PEPHitIIzafBjC;TM=¥;: 4.18 
429G6B;AA625l42;H5.i799d1; E&Ts,WeaUyslnillartoS28942piDleBiMnaseCIK&apl9nsl;iione^Dnfi; 4.18 
443060; AI18B710E I ESTs; Endoiiucl8a8e4ikfti868Acflviiuiecp.none; 418 
418BZ7; BE3Z731 1; Hs.47166: HT«2t; nom^TM^M;; 418 

447BB7: AA1 14050c Ha.ig949; caspase 8, flpoptoste-iotsted cyslaina protease; IC£j>1fl;tCE.4)20j;)ED:TM=M:; 41B 
429109; AL006637: H5.196352; neulraphll<^oIlcfeKaar4 (4GkD}: &H3,0PR.PXm^M:; 418 
422003; KKUX)1141; Nb.111256; arachldon^ l5-r|X)9<y9enase, second tvpec none.non&: 418 
438g74;AFDadai6(H&.6454;ctiremosoro& 10 open reading ffra^ PDZ;SS=M;418 
413407; AI356293; Kb.75338; fnoeltol po(ypn»ph&te ptiosplutasfr^ 

424954: NM-0Q054e; H3.ia4G: tumor pralelii p53<U-Fraumml syndrorne); PS3.WD40.IRK;TM=M,-;417 

421836; AF109219: Hs.108787; phosptiaAktylnosltol glycan. class N; none.none; 417 

431544; AKO0Q770; H6.29032g( NomoaaPWnscDNA FU20763fl6. cfcne OOUD9911: nDnatnofle;417 

413781; J05272; Hs JtSO; IMP pnoslm monotphosptiatB) dehydkvgenaae 1; CB5.IMPDH_(;iMP0HJK,NPD:TM=M;: 4 17 

4S2012; AA3O7703; Hs.279766: (Aiesfti Miy inerrber4A; kmesin.DNAJopolsolV.ICboscTM^M.'; 417 

425606; U52112; H8.158331; rwUn-tlndingpioto'n; none.*; 416 

416817: AA39BD45; H8.104679; ESTs; Ftt1n-ike,pkInase.RscepJ^man.fn3^none; 416 

402447; ; ; ClO002O1:9i|204416[gb|AAA02627.1| (L0519Q fiwtose transporter (RattUG noiyogtcw] giI44; nDne;TM=Y:88^M; 416 
452875^ BE2757eO; Hg.30928: DKA segment on chromoaome 19 (un&iua} t1?7 flKpmsed sequence; EulLPorin;TM=^SS=4A; 415 
426995; BE151985;Ha.5722: IvypoUietiBal prot0ii FU23316; ]>klnase.none: 415 

404140: : ; NM-006SlO:Homo sapiens relfinger protein (RFP), b^nsciipl vananldf^a, mRKA.: zM:3KC4.SPRY,zf-BJxix;SS=M; 415 

43226S; BE3l18fiG; Hs.27423(^ d'-ptiospiioadenoslne F-ptnaphosutbte synthase Z APSJdhese ATP^iitfiiivlase;T!gHri;; 4.15 
40S51Q; ;; ENSPD000O200457*:Tt^kSTBC«p(orlntafactino protein 6 (TRIPO) (OPA-Meradingpraletn 1)(^ retaled protefci 1) (ZRP-I}.; UM;TM=:M:; 415 
448390; AUmi4; H6.21D6B; hypolhei^al pmtai'n; FGGYjCiTftMflr*415 

435732; AF22gi78; Hs.123136; leudnerich repeat and deatli domain containing protein: nane,nonB: 415 
4141DS; A1287S92: Hs.75761: SFRS protein ktnasa 1: «nk,PH,0j(ystero1JBP.pklnai«;T1kHifc 4.15 

411566( AA102670: H6.7Q72S; gamma-atnmobutyric ackS (GABA) A reoeptor. pi; Neurj;1taiaB0J4eurji1faiuneiiib:TM»Y:SS»M: 414 
424339; BE2S7t48; Ha.145416; endogtycan; nQfle:TM=Y;S8=M: 414 

427274; NM_ao5211; Ks.174142;colbny stimulating factor 1 jecaptor, lomwtfy McDonDi«hftfn&S8nximaM'rd(ir4irnB|ono^ 4.14 
440524; R71264; Hs.167g8: ESTs; SH3.l9.pklnase.PH.9pBctnn,RhoGEF.none; 414 
436115; AW512033; Hs.102004: ESTs; pk]nflS8.none: 4.14 

447050; NM_D16314: Hs-172Dp; STAlWike protein containing SH3 and ITAM domains 2; SH3.VHS.UlM;55=fct 414 
418525; AW005695! Hs.25O8^;'mK-fu58[leBa0; BBn(L41,ERAA,pldn3se!,LKR.tPRCTJriAM»Nucleoplasn)^^ 
420727; H75701; H&.9e886: comptemscit component 4-Un(fln9 protein, tela; susht;SS=M; 414 
433075; I4I\4JQ02959; fsortain 1; E)nLendOLphosAboplTln>1.BKlR,Kfllch;TM=M;: 414 
422783: AA59B9S8: H8.120439: ethanolamine Mnase; Cli6BnOBna5e;Tli^Y;; 414 
41D72G; AI6238Sg; Ha.15^: ESTs; frtfti9BB.piDjsgRieiaBe»none; 414 
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417903; NM^002342; Hs.1116; Vfr^hotaxin beta receptor (TNFR superfamO^, member 3); TNFFLp6iTM=M;SS=M: 4.14 

42B307i W27ag3; Hs.183648; piteh tyrosTne phosphate, recaptortype, f polypeptide (PTPRF). Interacting piolein (Hprin). dpha t; SAM,SH3,HS1_rep; 4J4 
442434; AA9957B7; Hs. 129583; ESTs; IRK^one; 4.13 

438361; AAB05666: Hs. 146217; Homo sapiens cDNA: FU23077 fis, ctone LN(30684O: p)cln3».pWnaae_C;nDnBC 4.13 

446580: AF167572; Hs.12912; skbi (S. pombe) homolog; naoB;SS^ 4.13 

421425; AK0015M; Ks.104222: hypoClwlicg* proten mi07O2; 8ftiand,kazat,aff,r9S.7lm_1;TM=M:: 4.13 

400252; : ; NM JKMBSnHomo SBpfens uWquidn specific protease 11 <USP11). mRNA. subsUate 1 (PTPNS1). mRNA.; .UCK-2;TM=4yln 4.13 

446641; AL049229; Hs.15787? Homo sapiens mRNA; cim 0KFZp564O1016 (from done OKFZp564O1016); nonB.pldhase.PBD: 4.13 

4OO209: ; ; Nll4_001665:HonK) sapiens Rho GTPasa acllvating proyn 4 (ARHGAP4). idRWA. VERSION I^^UW60B3.2 61; FCH,RhoGAP,SH3:TM=M;;4.13 

459012; AWB2959S; Hb.194726; BCt2-assodaIed alhanogenB4; Sm.8A6;SS'=M; 4.13 

411826; AW94794B; Hs.26706: CGI-121 proton; TionQ,DSPc; 4.13 

423189; M59371; Hs.iriS96; EphA2: iil3.plldnase.SAM,EPHJbd;TMF=Y;SS=M; 4,12 

413934; U03056: H8.7£G19: hysIuranoghjcosflmliMase 1; integr^.GlyGO_hydro_.56:SS<=M; 4.12 

414874; 026351; Hs.77515; inosHol M.S-tiphosphats reoBptar> type 3;1onjF3n8.MiR.RyDRJTPR;TM=Yi; 4.12 

432047; NM^016247; HS.2723B0; InterpliotDreceptarinElriK prtrtoogHycan 200; E6F,SEA;TM=:Y;SS=M; 4.12 

451820; AW058367; Hs.19924B; ESTa; 7inu1:TM=Y;SS=Wfe4.12 

44S5T5; BE3aa665; Hs.l7S89% Hdrk) soplens, ctone (MAGE;3457003. mRNA; zf^2,BTBJUeiiB,WD40.SynlBnji; 4.12 

424539; U»2911: Hs.l50402: Acfivln Areceptor, frpe I IACVR1} ^OK^; pldna6Mkct[v'RijeqiETM=M;SS:=lri: 4.12 

405110; ;; C7000ig9:Ql|12643960{8p{Q9YCT7|KD6B_KUMAN DIACYLGLYCEROL KINASE. BETA (DK3LYCERIDE KINASE :: iwnB.nDne: 4.12 

441026; AW179Q5BC Hs.99B58; ribosom^ prc^n L7a: pWnaso,lRR.!JRRCT,rabosomaU.7A6,non8: 4.11 

443142; At696Sl3; Hs.10e7U5; protein phosphatase 2 {foRnsHy 2A), regutatorycubunH A(PR65}. bela isolani: HEAT,ViteBogenln„NpHEAT^PBS;SS»M: 4.11 
450505; mjQ4522i Hs,25051; plakQ|jhinit 2; AimBdIllo^eg;1V=M;; 4.11 

45S601; AU)44470; Hg^0604; ESTs. WbaVIy slmKar to ALU7J1UMAN ALU SUBFAMILY SQ SEQUENCE CONTAMINATKIN WARMING ENTRY IKsapiens); 
none.SH3.PGAM,UBA;4.10 

417300; AI765227; Hsl55610; solute canierfaniay 30 Otftic transportflc). member 1; Cation_^x;7M=Y;SS=M: 4.10 

42731 5: AA179349; Hs.1 75563; Homo sapiens nvFSNA; cONA DKfZp964N0763 (from dona DKF^4N07B3); nonB,specliin.SH3bPH.CH; 4.10 

416239; AL038450: KSu48948; ESTs; E1-E^TPKe.CaliDiLATPas^C,Ca?on^TPasB_N.Hy<Jrolase.nonc; 4.10 

429311; AF1080157: H5.1 98998; ooneenred helbc-loop-hellxubrqultousltlnasa; pkjnase,none; 4.1 Q 

412146: M92444; Bs.73722; APEX midease (muMfui»j6bnal DNA mpait enzyme); Exo^endQ_phos.Aiophin-1,BNR,K^bh;TM=Mn <10 

41B420; AWS04405; Hs^4874; hypotheflcrf pnsteln MGC3079; Pbosphodtesl;B**Y;; 4.10 

434396; AA832270; Hs.162851: Homo s^ens (^NA FU14317 lis, done PLACE3QO0401 ; pl(Inase,none; 4.10 

454438; AA224053: Hs.172405; cdl divtston cyde 27; SPRY,7trqJ3hANF_reo^Ux; 4.10 

439576: AW263124: Ks.aiM11; nu(^arrec8ptoroo^res9ttmDAC3compfeX8Ulninlt VUD4O;TM«M;:4.10 

451995; Ai827431; Hs.224645; EST^ Weakly ^imiarb IF16_HUMAN GAMMAr1NTERFER0N4NDUCIBLE PROTEIN lFl-16 [H^saptens]; iuMie,PAAa.DAPlN,HlN; 4.tO 

420340; N»t00a734; H&97037; CD3Z antigen, zela polypeptide (TTT? oonplut); ITAM;Ttt=ft^S8=A^ 4.10 

44294:^ AW1670B7; Hs.l3l562; EfiTs; ptdnase.none: 4.09 

428187; AI6a7303; Hs.285529; G protelrKWupled feceptor 49; TtaYLLnone; 4.09 

41B838; AW36522<^ H&3519B: ectonucbolkfa pyrophosptiatese/phosphocaBderesB 5 (pulathre ttindlon); Pho6phodle6t;TM-Y:SS»M; 4.09 
416445: AIJ043OO4; H5,79337; KIAAD135 protein; pWnaseJ'AS;TM«M:: 4,0B 

427DD1; NM-G0G482; HS.17313S; duaV^pedfldly tyrosui8-[Y)-[^0Gphory)atlon regulated kinase 2; pIcnaseiTM^M;; 4.08 

4O3608; ; ; C3001 199:sI|7494834|plr1|Tt53Q6 hypoltieticd pniteln e0266.2- Cwnorhabditis etegan^Kt; 7tnLl»7bn^GP8.WIF;^M=Y;S5=M; 4.06 

427177; AB006537; lls.173880: InterieDkli 1 teo^lor accessory protein; ^.TIR:TM=Y;88=M; 4.06 

401241; AB0289BS; ; mibgen-adiv^ protein kinase 8 Interacting protdn 3; (^_KnD(,TGF-4}ete.vwa.vwcvwd.T1UDUF139;&S=M; 4.07 

444805: AB007BS9: H&.12D17; homdtog of yeast ubtqulSn-p^'n Igase RspS; potentcA epitheBd sodium channel regdaten WW,HECT,RNA4)oLA.ni)n9; 4.07 

448880; AW196663; Hb.200242; caspase lecruilmBnt domain protein 6; CARD;TM=Mn 4.06 

4260Q6; R4g031: H8.22827; ESTs; pIdaase.TBC; 4X6 

434S21; NhLi)O2207; Hs.3886; kaiyopherfn ^pha 3 (Importfa dpfia 4); AnnacilkL.Geg,mB;TM-^^ 406 

408761; AA057264; KS.23B936; ESTg. We^ simlar to (delfDie not avdiafale 7496841) [Cetegans]; 7lm_1,noae; 4.05 

425269; AW139342; Hs.155530: Intfirfefon. gamma-lnduclble protein 16; PAAD_PAPIN,HIN;SS=M; 4.05 

413109; AVWa9845: Hs.110655; ESTs; PHO4.non9;4.05 

426457; AW894667: Hs. 189965; dilmsc&i (chlniaerin) 1; DAGj^lnd|RhDGAP,SH2;TM=M;: 4.05 
43S730;AB020635; Hs.4984; KlAA0628pro(an: AdoHcyaseJrkA^.2-HadeU)HJ:;TM=M;;4.04 

429747; MB75a7: H5.2490; caspase 1» apoptoslfi-rtifated cysteine pntteasa (jnterteuUn 1, beta^ convatsBe); CARD.KCGjv10.IC^j)2(%8S=h( 4.04 

444378; R41339; Hs.12S68; ESTs; lg,pItaie.LRR.lARNnr.LARCT^ne; 4.04 

449643; RBSS37; Hs.24D3Q: adula carrfier fianrily 31 (copper lisnsporteiv), meniber 2; none;TM='Y;S&^M; 4.04 

4Z73&9;AW02078% Hs.798&1;Homo6aplaiificDNA: FU23O0G1ia.clQaeLNG00414;7lRLl.none; 4.04 

413095; AA4943S9; ^5.30715; potesdum udlaOHiatedctnnBeL IdHielaiedfMI^^ non^^STARJ; 4.04 

418540: AI821997; Hs.SQe77; ESTs. VfeeMy sMlartoAmiJft)MAH ALU SUBFAMILY J SEOUBiCE OOKTAMINATION WARNING ENTRY |t.sq3lens]; ank.CAP^GLY.7tnu1; 
4.03 

442007; AA301t16; H6.142838inude6kEir phoBphopmldh NQpfl34; rRnJRK:SS^4J)2 

448659; AFISiaSB; Hs^1712; TANK^ilndingUnase 1; pl(lna5e:TM=M;; 4.02 

412935; BE267045; Hs.75084; lubullnpSpedRc di^perone nones 4.02 

41 4844; AA296B74; Hs.77494; daoxyguanocine tdnase; dNK;; 4.02 

445817; NbL003642; Hs.13340: hlslonB acdyttransterasel; iionKTM^M:;4.02 

426728; NM_00711^ H8.in957;«lplBiinuA»ialdacndn (PEPRFuitemBlfaig}: SH3Jg4iMn38ePH.BpectrinJ^hQGEf^TMhMt; 4.02 
420S76; AH3478Q; H6.4248; vav 2 oncooene; Rho6EFJ>H.CH8H?»8H3.1w;jPE-btnd.ncntt; 4.02 

405102; ; : C1E0D122D*:gl|4469558|gb)AAD2l3t1.1l{M^128D08) breari cancer nucls&rreoeplor-Undlrig ami; DAfiLP&faliid^H,RlwGEF.DCl;SS^.4.02 
439864; AI732902; Hs.124652: Honn sapteits cONAFU12376 fie. done MAMMA1002494; pklnasebnona; 4.01 
429680; A1035754; Hb.2474; 1olt-4ilffi receptor 1; LRR.LRRCT.mTMFA^;&8=M; 4.01 

4S3891; A80377&1; H8J363S3; Homo Gaptons mRNAfiill length insert cDNAcloneEUROIMAGE 1035904; noiie,none; 4J)1 

426535; AU077012; HS.28B582; ESTs. Vltefiddy sMar to ublqiitoUB T7R motif. Y fsofomn [ILsapIens^ Kun1tz^PTI.S&&i1fcLPPn.7liiL&HRM: 3.99 

42423% AB01S962: Hs.l43460; pioteln kSnaso Q. nu; pkln89a,DAG_PE4)bd,PH;TM=M;; 3.99 

40B309; ALD33377; Hs>M197: hypotheScd protein DKF2p664D0462; noT)s.nonB; 3.98 

449517; AW50010G; Hs.23643; serinafthreonoia piutein kinase MASK: pURa3Q:TM=M,'; 3198 

404185: : ;TapgelEKon: GugarJb;TM^:SS^ 3.93 

44122B; BES63042; Hs.1 18820; Homo S£;p)en5. Similar to RIKEN cDNA 0ei0012G03 gene^ ctona MGQ14132. mRNA, connate cds; none:TM=M;: 3.9S 

42963% AI916662: H9.211577; Mneclbi 1 (Idneain leceptoO: bZ1P,TropanfV06lnj6pectnn,LBP3PLCETP.B56,M;TM=Y;SS=M; 3.97 

417386: AU)37228: Hs.82043; D123 gene product; NUD1X.secY.E1_dehydrog.lranskeLpy'^TM=Y;SS=M; 3.97 

452721; AJ268529; H8.30t871; sdiste carrier&RilIy 37 (glyceitit^hasph&Ie transporter), mambsr 1 ; M0RN^tJdar.fffnyf=Y;S8=M; 196 

417183; R52aB9; Hs.172717: ESTs; pjdnasa.LRRCTJgXreiLRRNT^om: 3.96 

430176; A1448444; Hs.1903M; ESTs, Wealcly ^imllsrlo B2BD96lli»-1 prntem 0RF2 [H.s^tensl: nDnB;TMFM;; a94 

42449% AJ27e016; H6.5556% ait^rin lepeatdomdn 3; ani(,pUna9e:TlilNM;; 3S4 

422610; AF153B2q; Hs.1S47: potassium nwafdty-iacU^Rg diarm^ siA^lty J. membsr 2; iRKfTM^Y;; 3l94 
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450746: DQ2&73: ^5.276589; genersl transcoplion facbr U, I; nQ[ie,SH3.PX; 3.94 

418516: NfcH)06218: HS.B5701; phosphoinosfflde-^nase. calalyfic alpha polypeptide; PI3^PI4jOTiasB.PI3Ka.PI3K_C2,PI3iert3d.PI3Kj)S5B.nonK 3.94 

414217; AI 309298; Ks.279896; Hotno saptens cDMA: FlJ231B5tis, clone ING09B46; nonB;NA;NA; 3.93 

416537tT99086: Hs,1 44904; nudear tecBptorcd-repressor 1; mybJ)NA-binding.RN^i)ol_A,none; 3,93 

450747; A1G64d21: Hg.316535: ESTs, High 1/ sknilar b t8t8357A EWS gene tHjseptens]; nrn,zl^RanBP,GAS2t 193 

444825; AW167613; ; rnltogen-acUvaled protein kinase 1dns»!niBse 8; pV1nase:m=M;; 3.93 

408354; Al3B2BD3f>ls.1 59235; EST&: nons,nonB; 3LS3 

45394^ NrwL005l71; Hs.36908; adJratijig Irarscripdon factor 1; mn^-RanBP.pWna5e.GSr_C,Bs,SAMLPNT^C^jnerallf™.nvosm 

C2H2.PHaBTB,TFIIS.AT_hooV,SAM;TM=M;; 3^3 
428532; AFl5732e; HiS.1B478e: TBWnleracUng protein; Annadillo_seg,VHS,HEAT;TM=M;: 3.92 

413967; AW204431; H5.117653; ESTs^We^ysimilHr to 138022 hypolliefica] protein [H.sap1ens]; Ani^lBOLjeg,mPHD.DDT^one: 3.91 
415906; AI751357; Hs.28B74l: Homo Eapaens cDNA: FU22256 ffe, clone HRC02e60; Ephiin^Ofi^ 3.91 
4501 39; AK0OtB3B: Hb.296323; senim/glEicocorticold negidated kinase: nons^nons; 3.91 
440255; A1932265; Rs.160569; ESTs; none,pkln3se; 3.90 

421077; AK000061; KS.101S90: hypothelk:^ protein: ank,p)dnase.dealti,SPRY,SAP,nb060fna1j24e3lV54v^ENN.DENN,uDENN:TM^ 

433211; H11850; 1^12808; MARK; ptanBse,UBAM1;SS=M; 3.90 

433233; ABD40927: H3.3CHa04; KlAAt494 protein; SH3,zf-C3HC4;TM=M;; 3 JO 

419B09; U4641^Hs.270379; glxHSU46415Hbniaq panciBBffiBcwDercellinePdtu 898Bt Homo sapiens cDKA dona xs476l mRNAsequence; PWWP.none; 3.90 
433t98i AA992e41; H8.272S% K1AA1458 protein; nane.none; 3.69 

407721; Y1 2735; $^.38018; dual-specRia^ tyiioslne-(Y)-phQsphorylat{on ragL^aled Icviaso 3; pkinafie;TM=M;; 3.89 
427657; AV65224$: Hs.1801 07; polymerase |DNA directed), hela; none;TM=M:; 3.89 
453035; AW581943: H6.334: Rho guanine nucMide oxchai^efecbr (GEF) % none,none; 3.89 

446329; NbL013Z72: HB.l4a05; aololBCamerfaridly 21 (organic aidbn Iransporipi), inamber 11; Ieazal.OATP.N,QATP^C:TMpY:SS«M: a89 

429922; TsmK Hs.228117; HI Mslone family, nwmber 0: llnl<erJiistana;TM=K: 3.88 

432074; AA52S24B: Hi.149723; ESTs; Y^ptioaphalase.none; 3.88 

435143; R12375: ^$.194600; ESTs; SH3^,pldnase^PH,6pecbln,RhQCEF,nons: 3l67 

423198; M81d33s H6.1634: cell dMskm cycle 25A; Rh9daneBa,nQne; 3.87 

428474; ABCQ3f B2; Hb.1B452% K1AAD96S pntain; fddnase;TM=M;; 3.67 

419073^ AW372l7()r H&183918; Hono sapiens cDNA FLJiZTg? lis. done NT2RP20D20Sfih highly slmlar to Rattu» norveglns IranstiHinbraiis lecepior Unc5H2 mRNA; 
deatli^5;SSt^M:a86 

415457; AW081710: H8.7369; ESTs. Wb^ similar h> AUJ1J{UliVkN AID SUQFAMLY J SEQUENCE CONTAMIKATION WARNING ENTRY (H^aptofBl; 

M0RN,su9arJr;'ni/NY;S&^ 3.86 
447061; DB8964; Hs. 17211; detOcalororcykxklnesb 2; SH3;TM=M:: 186 
426490; NM.001621; Hs,1700B7; eiyHiydrocarhmfBceptor; PACPAS;TM=M;; 3.86 

451961; NM_003B0O; H3.27345: RNA guoiytytliansferase and ff-phmphstsae; niRNAj:q)_en;qrme.DSPc,DWyi9a9e,TnRNAj!ap.C;ThlNM;; 186 
417874; BE6161 60; Rs.82829; protein tyros^e phoBplialaee. nofKeceptor ^pe 2; Y_phosphalta5Q;T^;: 3.86 
446674; AW968304; lts.56156: ESTs; nonB,RGS; 3.65 

418630; At351311; Hff^1946; pd^-lnhdriig pnrfain. cyftoplasmtc 1-Vha; pMnase^none; 3.85 

416140; AI91B03S! H3,3D1196; loundabaut (axon guidance receptor, Drosopfiile) homobg 1; none.iU)nG; 3^85 

425474; Z48054; Hs.l5e084; peraxborae receptor 1; TPf^TMNW:; 3.85 

413073; AU038165: H&.75187: translocsse of outer mitochondria memtirane 20 (yeaEt} faonurtdg; MAS2QlzW0.VPS%7M=M:SS^M; 3.85 
411770: NhL014278; Ha.71992;bBBt shock proNn (hspllO famRy); HSP70;TM^M;; 3.84 
4287B2; X12630: H&.193400; IrYtcHaiikin 6 reoeptoi; fn3,t9;TM:^Y;SS"M; 3.84 
450684; AAB726D5; H!l25333; kiterteuWn 1 receptor, type II; lg;tM=Y:SS=M; 3.84 

433376; A124996t; H8.74122; csepase 4. appptosis-r^ated cystfiine protease; CARD.ICEji10^IC^j»2D;SSsM; 3.83 
440332; AI21B517; HB.ieB051; ESTs; fn3,pkllBSe.SAM,EPHJbd,llon9; 3.83 
445803; AV6652S4; Hs.4283: ESTs; pHiase.RGS.PH,nv<»&iJie»l,My«irutBil: 3.83 
435905; AW9974M; Hs.5003; KIAA0456 protein; SH3»RhoGAP,FCH:TM=Mr. 3-83 

414S91; C1 7698; ; gb:C1788B Human placanta cDNA [TFu]hirara) Homo sapiens cDNA done GEN-554E10 , mRNA sequence; Z]p,none; 3.83 

423067; AA321355s K^285401; colony sUnnulofing factor 2 receptor, betar towsEfinHy (grawlocytfrmBiitDphage); fh3;Tlil±Y;SSsMt; 3,82 

419088; AI53B323; H5.S2B20; integrln, 8;lntegrin3.none; 3,82 

411704; At499220; HsJ1S73; hypothetic^ pratein FU10074; pkinase;TM=Mr, 3.82 

459346; AW510557; HB.25a016: EST; nQnG;TM=Ms 3^ 

445330; R5285G^H&21Bgi; ESTs; TImJ .none; 3.82 

4S14S2; BE&60065: {■(3.26433; doTtchyVphosphate (UDP-H-ace^lgluoosaiilne) N-aoeWraendiiephospholFaiisferase 1 (GtcNAo-l^lransferase]: QyQ08jiansL4^Y^&sM; 
3w61 

405546; :;TaigQlExai;ABC^tein,SRP54iABCjmBmlitanB;TM=Y;SS=M;3.81 y 

448165; NI^0Q69gi; Hs.20555; meloticffiCDn^natlon [S^cere/lslae} 11 homolcg B; Met^l9pha3.R!bofion)aLU5e;SS=lUt 3.81 
41630^ AU07662B; Hs.79167; oaxsackle vfrus and adenovhis receptor, ig;TliA=^;S^M;3.&0 
415444; 8E247295; Kb.76452: «olul9 carrier foinly 20 (phosphate Iranspotter). menfter 1; PK04.L1M:TM=M;; 3.80 
421684; BE2B1G91; Hs.lOBTBS; hypdlheb'ea] pnleln FU10511; Afniadnioj5eg;S8^M: 3.80 

438581; AW977766; H&.292133; E8Ts» Moderat^y sbnlar b> T788B5 aerinamKeonine^pectfic protein Idnase [H.6ap1ens]; pldna8eJV01.nom; 3,79 
430199; R40373i ^8.26299; ESTs; lonJlran3,nDnB: 3,78 

450931; N25I5G^ H&2564fi; lumar neciOBifi factor leceptor superfamlly. meinber 5; TNFRj:6:TM=Y;SS=M; 3.76 
417891: AU076610:HsJ239g: lowd^^l^piotebireoeptor delsdCc^ none:88=M: a.78 

43D365: NhU)082ig; HsJi39018: phoBpholnosHfde^ase. caWc, iKfapolniBplide: PI3J^4Jdnai»,PI3i^,F^C2.PI30KiPI3Kj)a5B:TM=li«; 3.76 
4481 19; H3B587; H8.346509: dedtoalor of cyto-ldnas^ 1; nane;TM=Y;; 3.76 

44201% AA5064ffi: Hb,1Q600; Human DMAsequence from done RPt l^dSSCIS on chroinosoma 20 OontairB ESTs. STSs, GSSs and CpG Islands. Conlam the NIF8 gene for 

i^stelne desulbirase, two genes for novel pioleins end the gene for the splicing factor CC1.3 wHh a secoiKi Isofbnn {CCI.; nanejnone; 3.77 
425481; AW97d162; Hs.1857l; EST6;iione,OKyslmLBP; 3.77 

41141 1: AA345Z41; H8.56950: ESTa. Wa^ sMIarto KIAA1330 protein p^-sap^ens]; RNA^LAJg.MKCK.aF2Jdiiase;8a«M; 3.77 

426866; U0233Q; Hs.l728l6; neuregiiEn 1; Peplldase_M49«EGRIg,Neutegulin:TM=M:; 3.77 

430396; 04974% H5^41363; hyaluronan-tindlng protein 2; eiikjdaBth.ZU5,£GF,krii^le,liyp^Nebilln.UM:S8=M: 3.77 

434398; AA121098; H&3638; sefunvlnductbla Mnase; pldhBsepOLOJ}ox:TM=M;: 3v77 

415485: AW272S90; Hs.ia571; ESTs; none.OxysterelJBP: 3.76 

453226; AA64192% Ks.6t7l2; pyfi»ate dehydrogenase Mnase, leoenzyma 1; HATFase^Rnone; 3.78 
418758; AW95B311: Hs.t72012; hypothetical protein DKFZp434J()37; p&inBse.Rl01;TiyNM;; 3.76 

424842; AA034127; Hs.153487; elgnat transducing ad^ molecule (SH3 domain and ITAM rmfiQ 1; SH3.>fftS.UlM;TM=M;; a75 

426500; NM_01463B; Hs. 170156; KIAM}450 gene product; C^Ft.PLO-V;TM^:; 3L75 

41da52; AK00O9S^ IU3872: KIAA1682 pRrtsIrr. ncine;TM=«A: 3.75 

425424: NMJBD4964; H&ISZmELKLmolrf kinase pUnase,UBAM1:TM=M;: 3w75 

431696: AA28g068: H8.2fi7819; prdeliiphDSpbataBB 1. icgirialoiy Cmlnliltor) sBbuntt2; noiier.88=M; 3.75 
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444184; T87B41; Ms.282990; Humon DMA Bequenca from cbne RP1'-28K2I) on chromosome 20(i13.t Contans part of a gmo fbrs nov^ pniteinstmllarto msmbrans tianspoft 

proteins, lha ? end of a novel gene. E&Ts. STSs, GSSs and Ihrea QiG elsnds; pMnase.RIOl.APHXOWt'Th^M,'; 3l75 
40541 1; ; ; ENSP00000252213:SODIUM BICARBONATE COTRAWSPORTER.; norwTMFY^ S=M: 3.75 
_ 405602; ; ; Ttfgei Excn; pWnaseiSS^M; 3.75 

5 429355! AW973253; H6.292B89: ESTb; pWnasB^P^BdWo_59g.nor\e: 375 
430153; AW96S128: Hb.336679; £STs: pWnBse.mone; 3.74 

4141B0;A)B633O4: Hs.120905: Homo sapiens cDNA FLJ1144afis.ck)neHEMBAl001391:Pl3J'WJdnase»Pl3Ka.Pl3ICC2.PiaOW^^^ 
43223B:MS31132: ;gb:r^47h06.s1 NCLCGAPJ^HoawaapifenscDNAdone. mRNA8equBiuse:pMnase»non8;3.74 

433390: AA5Be95D: H3.26O180; Homo sappens mRNA; cDNA DKFZp761G1812t (ftomdonc DKF2^761G18121); oomirfete cds; nonB.spiiclrin.SHiPH,CHj 3.74 
1 0 426485; NM>0DB2D7; Hs.170040; pJatelal-dBrived grouirih factor receplor-Wce: tg;S5=M; 3.74 

403414: Al1146a8: Hs.17998; ESTs. WeaWy similar to 2109260A B cell growth fador [H.saplen8l;1n3,i9frM=Y;88=M; 3.73 
409793: AI825463; H8.t47996; protein kkiase^ X^kod; ptunase,pktn3se_C;TM=M:; 3.73 
412456; T326B9; He.7fl99; ESTs; BAGpHone; 3.73 

407B84: AJ27B313; Hs.41143; phospliJAKiailid&spedficplUMphtjUpaso C*et3 1; C2.PI-PLC-Y,PI-PLC'X;Ttf=»fc 3.73 
1 5 442223; A1885776; Hs.B164; MuHbtey nanism; MATH,DENN.GRAM.zl-e_bo)WIDEN«,l!OEMK;SS«=IW; 3L73 
450151; At08B196: Hg.229GB; Homo SBptens cTona 1MAGE:451939, mRMA sequence; lg.|ikftiass,iione; 3.72 
40B331 ; KM J»7240; Hs.44229: dual epecffidty phosphatase 1 2: DSPOjTM^Mr, 3.72 
417821: BE24S149;HS.82643; pratgln^nsmeUnase9;cofflMDF^S»M;3.72 

403391; ; ; C30O1164*:ofI173O196^p|P50573|GAR3JRAT GAMMAnAMINOBOTYRlC-ACID RECEPTOR ElHCW SUBUKIT PRE; nono:TM=Y5 ^72 
20 417527; AA203524; ; gtrz)t56e10jf1 Sosre5jfetelJiver^pleea_1NFlS_S1 Homo sapiens cDNA done 5', mRNA saqiwncB; SH3;SS=M; 3.71 

42642a; Alfl37544; H&.184298;cycI!rvdopBndenlWnas©7 (homolog ofXenopiPsMOIScdk-acGvatlng fcinasa): pkinaaeiTK^;;3.7l 

426130; Af129767; Hs. 182674; guanine cuideollds blndir^ protein (GproMn) dtpha 12; &aIpha.ari:TAft=M:;3.7l 

422t2n AW504286! Ha.1 12049; SET btiuling feeler 1; dDENM,DENN.GRAMPH;SS=ftft 3,70 
^ ^ 430570; AI417BB1; Hs.292484: ES7s:7frn_2.Fz.Fiizzled,nonec 170 
25 452561; Aie92181: H5.49t69; WAAIBS* protein: TPR.PDZ,WW,Guaiiylal3jdn:TM=M;; 3j69 

432336; NM-Q0275g; Hs.274382; protafn Mnae, inlerferorv^nducibte double stranded RNA dependant; dsmKpldnBBBprM^M;; a69 

419945; AVy29D975: Hs^llSOTS; ESTs; SH3.P0Z,GuanylBteJch.l!Bnsfenln; 3.89 

426539; Ae011t55; rt8.1702a0; discs, targe (Drosophila) homolog 5; 5H4PDZ,GiianylatauWn;Tft#=M-H 

436534: AA721 B2B; Hs.191958; {rmnunoglobiilin supeifamlly re(»plDr translocatton asaodatad Z l9;TM^S»M; aGB 
30 40720^ NSBl72;Hs.109370;ESTa;F5J=8_lype_CpWnaBa,EJs.none! 3.67 , _ 

420297; AI62B272; H8.8B323: ESTs. VfeaMy slmRarb Ali)1J1UMAN AUJ SUBFAMILY J SEQUENCE CONTAMIKATIOM WARNING ENTRY |H.Bsprene|: pMnasB,TUD0R,i10ne; 
3.67 

417B63: A500O45D; Hs.82771: vacdda related Isfnase 2; p1dn3se;TT^M;: 3.67 

425304; AA463844: }ls^1339: fiamblflsl growth factor 11; FGF,NeuLPharuI£O.Nei]lLChan_ni8n*.nQrfl53.67 
35 41 8318; U47732; HB.B4072; trartsmerrtbrana 4 superfairtly membor 3; transTneii*rare4;Tk*^;SS=fct 167 
419511; AA4297S0; Hs.751 13; general Iraracnplion factor ?IIA: eiypc8n.none; 3.66 
424315; AW614850: Hs.1933e4; put^talive 28 kOa protein; nona.none: 3.66 
41 3076; U10584; Hs.751S8; weal [S. pomba) homotog; pkjnBse;TM=M;; 3.66 

425838; NIULQ14071; ^3.159613; nudear receptor coao{jvatorRAP250c p»o)(isQme prolKeFator-flclivfiAed mceptorlnleivctinB prolein; thyroid honnonerBceptor binding protdn; 
40 none;TM=WI;;3.65 

446983; AA1574d4; Hs.97199; complement component Clq recepton EGFJe(:linj];TfiSUBjte,XllfdCriL;TM=Y;88=«t 3.65 
434350; AU042940; Hs.93872; KIAA1682 protein; iiane.noiie: 3^5 

46731 7; AA683016; Hs.12210; hypothetical protein FU1 3732 similar to lensln; SH^TM=M:; 3.65 

434416; AAB05903; Hs.59498: celU division cycle 2-10(6 5 (cholinesteras&ielated oalldvision oonMllai); pkinase,noiie; 3.65 
45 410174; AA30E007: Hfi^461: DKF2P434C245 protein; none.DSPc; 3.65 

423596; GEa4760O; Hs.l5553a: ESTs; 7tm^1;T1U4=Y;SS=ft/^ 3.65 

440B61; BE244115; Hs.7432; KlAA0682gBnd product; nm,6uanylal£Lldn:TM=M;; ^64 

454954; AW99a013: Hs.491 69; KtAAlB34 protein; TPR.PDZ.VWtf.QtianylateJun;Tiyi^; 3.64 
_ _ 430250; NML016929: HsiB3821; dA)rtdetatracdlifarcliannE!5; none;TW=M;:3.fi4 
50 4S05B7; A162B854: Hs.25e538; sblaUi). cslniodu!in.blndlng protein: pkinfise,VUD4Q;TM^Y;; 3.^ 

424893; AW295112; H6.153648; Konw sapiens cDNA FU133D3 lis. done OVARC10D1372; Nghl/ similar to Homo sapiens llpTinpaIpha4 rriRNA; 8AM;S8=M; 3.64 

42564S; AA36t027; ; gb:EST70242T-cell lymphoma Homo sapiens cDNA and, mtVlAfioquencec HM(i>«.0NMilOBpair,HATPasejD,iwne; 3.64 

417426; NMJ)D2291; Hs.82124;1amhln, beta 1; !ani1n]rL^F.l3mhiln-Nlemi.InleorirLB;SS=ift3.6a 

451292; AB03771B; HS.2B204; KIAA1295 protein; SH3;TM=M:: 3l63 
55 412314; AAB2G247:Ha.2S0B99: hertehoclc factor binding protein 1; 7trTul:'nui=Y;88=M; 3.63 

41830% AA215701; Hs.186641; ESTs. Wasitdy sirnllar b 138022 hypolheQcal piotetn [K,6aptaDs]; elF5Le1F2B^W^ptcha8ebUBA,KA1; 3^3 

452718; AI914925; H8.222240;EST«;SH2,STAT»STATJ)hd.8TATj3rol,flonBc3J3 

403869; ; ; NM_004520':Homo sapiens klnesln heavy dialn member 2 {K1F2J, mRMA. raemiber 3 (KCNQ3J, jiiWlA.; lanesin;TM=Mi; 3.63 

450377; AB033091; H6.74313; WAA1265 protdn; Zlp;TM«*M;5S=M; a63 
60 4^17793: AW405434; H9.B2575; smaR nudear dbonudeoprotein polypep^de fl"; rnflcTM^; a63 
404842; U30B2S^ ; spthSing lector, aiglnTnateaiina^bh 9; C038;B^Y;SS^ 3.63 
429554: NMJ)12275; Hs,20722^ Intarleulun 1, delta: IL1;TM=I^ 3.63 
417871; AA521368; H8.242S2; ESTs; IBBAniiad1Iou5Bg.none; 3.62 

437672; AW748265; Hs.5741; flawohsmopinieh bST; b8ni9j,NADJblnd|Rfl,npos<yfl8nae8.FADJ]indlngJ;TM^; 3,52 
65 438690; AW2978S5; HS.12S81S; ESTs. WaaMy similar to 130022 Kypothetlcdt piOlaIn (H^ssplen^ apoKygen8S9PLAT.iKine; 3.62 
447217; SE465;^; Hb.1777B; iwufopirn 2; GUB,MAM.F5j=B.lyp^C;TM=^.SS=:M: 3.61 

407961; AW67293% H5.41694: origin reoognllkin complex, fiobunit 2 (yeast KomeddsiHIto; fiQne^ltinaBa,pitJsomeise: aoi 
428B40; M15990: Hs.194148; v-yes-1 Yamagwhi earooma viral oncogane homotog 1; SH^SH3.pWnase;SS=MS 3.61 
455608; BE011437; :gbcCM4-BN02aO^»0SWH70-1D3 BN022D Homosaptens cDNA. mTOlA sequence; none.CDK5_pclii«tor; aei 
70 407748; AU)79409; Hs.38176; KIAA0606 piutdn; 8CM QioadlaftOsdlalbiy PrateiniSCOP); PP2CkLRaPH:TfiiNMt: 3.00 
421474: U76362; Hsu104637; sotirta canter ^idly 1 (glutaniato transportei}* member 7; SDRTMsY;S8««^ 3.60 

449987; AWI)7g749; Hs.184719; ESTs. Weddjr similar to ALUlJUIMAN AlU SUBFAMILY J SEQUENCE CONTAMINATION WARNING ENTRY lHaapiensI; 
ABCJran.ABCjnembrgnB^iUrans; 3,60 

40314% ; ; NML0Q2706*;Komo sheens piotdn phosptialsse IB (fomisiV 2(^. magnesluni-dBpendenl, beta Isofomi (PPMIB), mRNA.; PP2C;TM=M:; 3.60 
75 400B44; ; ; NMJKiaiOS*:HQnio sapiens sorttlin-related teceptor, l^DLRdas^ A repaelrantBining {80RL1), mRNA^ 

EGF.fn3,ldUeospL^I(^JK»l0.gram^iin,BNR;TM=Y;8S=4^ 3.S9 

450152; AI13B635: Hs.22968; Homo sapiens done IMAGH:451939. mRNA sequence; lg,pKlna88;Rane: 3.69 

429782: NhjL005754; H3.2206B9; Ras^GTPase^va&ig protein SHS^taraaki-blndlng piotfii: nin.NTF2;TMHWs 3.S9 
„^ 436469c AK001455; H&S198; Down ayndroinocriticalt ieaiDnfieno2; non6:SS=l^ 3.59 
80 43740D: Ae011542; Hs.5699: EGFtito^maln. mul^e 9:TNFRj:6Jaiiiliin_EGFtTMFY;;3L58 

425797: AW936258: HS.342B49; AOP-ribosylafion factar4lkB 5; ari;,Cau:1ianneLB,SHaE SLSB 

431170; AW971248C Hs.291D22; ESTs; lKR,CARD,noAe; 3.58 

434542; AA7e&310E Hs.612eGt hypothetical pmNn FU13164; PHOxyalaroLBPaM^MSSsMj 3.68 
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420181; W3fl0089; Hs^lSSBSl; ESTs; none.ig.pldn8se.l.RR,LRRCT: 3.57 

450672; AI700B63: Ks.2a2494: Womo sapiens cDNA FU13245 fis. ctons OVARC100068t; N9L8U]ph_8ymp.non8; ZJST 
433618: AAe(32539: Hs.345494; ESTs: G-dphaA-ttearainase; 3.57 

462695; AW7e0199; H3.30327; mitosen-aclivated prote^ k'mase-actfvalGd protein Mnase K p1nnase>norie; 3.57 

418512: AW49B974: ; diacylglyceral Wnase, zeta (104l«D); ras.nora; 3.57 

451752; AB032997; Hs.25966: KIAA1 171 protein: ATP-5ynLaTBC:TM=Y;SS=M: ZJS7 

417129; AI3B1800; H3.30D6B4; calcMn gen&fclatad pBplid&f«:e|}torcoinpofiBn\piDteln: none.none: 3.57 

449474; AAQ19344; Hs.2055; ublquitin-activ^ng en2yni& El {A1S5T snd BN75 tsmperaUire sensHivily complementing); Th]F,UBACT,pfa'nBse,UCH-2,UCH-1.mii,zf.C2H2,2e- 
RanBP^&^yateli; 3.57 

412124; H4337B; H5.28a55ar Homo sapiens cDNA: aJ23156fe, done LMG09609; none.non^ 3.56 
435021; AA922192; Hs.54709: ESTs; EPajbd,pldraaa.fti3,SAM.TOne; 3.55 

431341; AA30721 1; Hs.251531: piotsasoma (prOGonifi. macropaln) subunit ^pha type, 4; pTotea5oma;TM=^ 3^ 
437387; AI106874: HSJ2BB47; ADQ26 piDleih: none,7&rLl.WD40c3^6 
4225B3: AA41050e: Hs.27973; (QAA0&74 protefn; anK&alp1u:lU=M;; 3.56 

452102: IJ04343; Hs.27954; COBS aniigen (CD28 snt^en ligand 2, B7<2 anVgan); none:TM=^Y:SS=M; 3.56 
420112: NIULQ0S10^»Hs.95220:Qxida1{VG~8tiBss responsive 1; pklnasa:TM=M:; 3.55 
43763% AA827712; Hs.291fl80: ESTs: SH3.none;3.55 

457500; (JhU]02759: HSu274382; pfotelR UnaGO, literfaron-'mducible double stranded RMA dependent; dBRn,pkina8B;TM=l^ 155 
41S660; A19O90O7; H57B663; ublqu]1InK;bi^ugaling enzyme E26 1 {hoinolosoiis to a elegans UBC7): UCLpann'M-M:;3<55 
423393; R37772: H3J21420: p21-s:tivaied pcd\sk\ kkiase 6; p)anaBe.PBD;TM=M;; 3.55 

428727; AF07aa47; Hs.l9l356; genfira! iranscilpffon factor IH polypepWe 2 (44kD suhimit); PH04,LIM;TR^M;; 3.55 
4l1l9O;AA306342;K&.68171;prote(n kinase Olite2; pldna5e,pVln38e_QHR1;T7^;3.55 
408683; RSB€65; Hg.46847^ TRAF aid TNF Teceptor-assoclalad profahi: Exo_endo_phos;TM^M;; 155 

412350; A1659306i Hs.73a2B; pnolehi ^rosfno phosphataae. non-teceptor lype 4 (megakaiyocyte}: Yjihosphala80.BBjKL*l.PDZ;*TM=M:: 3.55 
446742; AA2321 19; H&.160a5; putalivB Opratein coupled receptor: nonB>:TI^Y;SS=M; 3.55 

427263; AL1 19796: H8.I74165; ectonucle£}Gdd pyrophospnatase/^hoGphocBesteraeQ 2 {aototaxin); StABjlesebSomaloniadlnLJ.PIiosphadie5tEndonudeGse;TM=M;SS=Y; 3.55 
4148BB; AL039185; Hs J7558; itiyrold hormona racaptar interactor 7; HMG14_17.nmB; 3.55 
424848; A1263231; Hs.327O90: EST; SH3.PDZ,QuanyfalQ JKtwne; 3.54 

402704; ; ; C1001099':gtl6a}5B9Blr^NPJ091Ot.1| iBslTs-epacilK: piotrfn Wnase 2 [Hwno aapians] gH rtone^none; 3.54 

44409ft DB7432: Hs.10315: solute carrier femHy 7 (caBonc amino acW transporter^ y system), nrember 6; aa4>eniiaB8Bs;TH=V;SS=M: 3.54 

429687; A!67ff749; Hs.211608; nudaoponn l53kD;2t-RanBPJn1egr1ruB:TM=M- 3.53 

413879; AA132961; H6.212533: Homo sapiens cDNA: FU22572 fe. done Ha023t3; none.none; 3.53 

431045; AVU9BB560; Hs.301957: nudk (nocteosfaa iMiQsphals rmXed moiety X>^typB nnlif 5; rAIDIX,GecY,E1„dehvdrag.ti«BMj)y(;TM^:S8=M; 3.^ 

423855; AA331761; Hs.254869: ESTs: none,p»dnBse.UQ_con,vwa.FG^P.integrir\>; 3J3 

440682; AW362152;H5.27181; nudesr receptor binding fadoT'^cycrEn.bZlPiTM^M;; 3^ 

410686; A1733735; Hs.114905: 1RE1. & cerevlslaa, bamdlag of; pdd!iasc.BactertaLPQQ:TM=M;SS=M: 3.52 

449610; AB0OB681: H5.23994; aclfvin A receptor, type IIB; pkhiase;^livlnjrecp;TM^;SS^ 3.52 

418755; V14443; Hs.88219; zinc Jingw pioteBi 200; 2M:2H2.2f-BED:TM=M;; 3.52 

448804; AW512213: H8.342849: AOP-fiboaylatlon fiactor-llks 5: artCaj:hannGLB.&H3; 3.52 

436507; AAfi09052; Hs.18201B; EGTs; nene.none: 3.62 

4565S!g; A1338273: Hs.102548; ^ucooorUcoti] receptor DN A binding factor 1; none,PA&: 3.51 

410054; AL120050; ti6.58220: Hotna sapeens cDMA: FU23005 lis, dona LM600396^ highly slmOar to AFD55D23 Hixnosapfens done 24723 snRNA^eqiience; 

RasGAPiadenylatek&iase; 3.51 
422321; AA506427; Hs.181035; hypothetical protein MGC11295; none;TM=M:; 3.51 
445701; AFD55561; Hs.13131;lyn¥hocyla adaptor proteofi; SH2,PK;TW»M- 3.50 

407393; AB038237; ;gbcHaiin8apien5nirodA for G proleliHSoupiad receptor C5L^ oorrplete cds,; 7trru1^Y:SS^M; 3,50 

443303; 1167319; H3>9216;ca£pese7, apopfosts-cetated cystaVn protease; p1dnaea,IC^1OjC^jf»20;TM=M;SS=M; aSO 

420673: A800B1 12; Hs.99847; peroxisome btogsr)asls factor 1; AAA.APSLIdnas^TM=M;S&=M; 3.49 

424663; t4MJX)2351; H5.151544: SH2donian protein 1A. Duncan*^ dlaaasa ClymphopniHiiefatlve^ndroma); SH2;TM:=M;: 3.49 

429327; AA203961; 1^.199248: pRttlqglandln E reoeptor4 (8uMyps EP4y; 7lnfL.1;'n^Y;SS»M: 3L49 

400178; ; ; Eos Contiol; nDne,Soinalom9d{n_B; 3.49 

439549: AW9378a5; H8.137314; ESTs; SH2jiDne; 3.49 

436345; AA873008: H3.121&72; ESTA;CARD,BIR,zU:3HC4.CARD,BIR.zfC3HC4; 3^ 
427658; H613S7: Ks.30868; nogofecepbn; LRaU^RNr.Lf«U:T;&S^ 3.48 

402833; ; ; C1002SI]ftgl|669iga7[anib|CAB65797.1| (AL00877(9 hA15aA6L2 (oovd 7 transmembrane recepton non^oneE 3^ 

44Z363; AI337304: H8.23120; PI8T;1h34)l<faiasQ»PQ2:.I)UF13%TM=Y;8&=M; 3.48 

409132; AJ224538; HB.5a732; protabi Nnase. AMFactivated, beta 2 noivcalalytic siibunit; nonefTM^M;; 3^47 

417971; Y08991: H5.B305% ptiospholiosifid&^Qse. regolstny aubural 4, pl50: pk]Rase.WO40.KEA'nss=M; 147 

432169: YQOB?!; Its.2gi0; phosphoribosy) pyrophosphate eynlbelase Z Pribosyttran:: 147 

44742S; AI963747i Hb.18573; acylphosphatea 1,eiylhrDGyte(ooinmon) Acy1phos(diala5e;6S=M; 147 

427231: AW6519BgE H3.2BS814; spi«i^ (Drasophlla) homoIoB « SH2,SH3rrM=«l;8S^ 146 

401851; ; ; NlOQZ40l*:HDmo salens nAogeiY^icttvated protan kinase Mnase kinase 3 (MAP3K3), mRMA.: pkinaBa:SS^ 146 

407B77; AM16611; Hs534478; Homo sapiens tXX\fc FU22648fis, done HS10732^ pVaiase^pMnasfluCnona; 3.45 
432279; N95104; H8.Z7426Q: ATP^bfnding cassette, £ub4am1ty C (QFTnMRP), member 6; ABCLIian^jinembraiie.none; 145 
4371(^ AVVia940fik Hs.15294Ct ESTs; ChoUneJ(lh3Ge.nDnBcl45 

420338; AAB2559SC Hs.B826g; Homo s^ens, dona MGC:17339, mRNA, GompMBCds; 7lnLl£TM=Y:8S=M; 144 

42220% AF00S21D; Ks.113222; chemoMne {OC motif) receptor 8; 7tnut,7tnL%TM=Y;89=M; 144 

410781; AI376672; HB.16502B: ESTw piaaaeeJanJrJnJ«emi.lamlntn_EGF,cydUn,F^K»y^ 144 

4372S6; AA35D994: Hs*20281; K1AA170Q: Rhodane6e.DSPc;TM=M:; 3.43 

419655? AI9351B2: Hs.144139: ESTs;zf-C3HC4.UBA.CbLN.CtU42,CbLN3.zl-C3KC4.ll^ 

433336; AFDi79e6; Ks^lSaO; secrated Inzzled-ielated proteh Z F2,NTR;;85=M; 143 

428483; AI9QB53S: 1)9.184582; KIAA0344 gene product nonage: 143 

4451 19; AF035121: Hs.12337; kinase insert domain receptor (a type tll receptor tyrosine Unese); ig.pklnasB;TM=Y:SS''M; 3.42 
454468; AlS903i9; Hg.10122; eulcaiyoQc traiElstion iniOalion factor 4B4lk8 3; rone»Neur_dianJ^.Neur_qhanjnembJF4^ 142 
410386; W26187: Hs.33Z7: Homo haptens cONAtFU2221 9 fl5,ck)naHRC01637: pldn39Q,GnBnylBtaLjkin,PDZ.SK3yl27,nDne;142 
422907; AI879263; Hs.77273; Himen glucoGe liansportsr pseudogene; nonobiione; 142 
449816; Al70t457; Vfe.38B94; ESTs; SET.aAH.PK.Pi^C; 142 

440074; AAe63045: Hs.10659: ESTs, W^sAtly ^Ear to T00050 hypo8«tical pioleln KIAA04Q0 fH^aplans]; 5HlBnk,1iiburRKbihdla9M3ap,PK;TM=M:SS=M; 3.42 
425475c W56338; Hs.1070S7; ESTs; pkinase.none: 142 

401242; AB028989c : niilogenracllv^ protein Knasa 8 interscfing protein 3; CysJ(not,TGF-beta,vwa,vwG.vwd.T1l^DUF13a:S&>M; 141 
429276: AF0560B5: H8.196612: G proteliHxnipled receptor 51; 7tnL.3^F.jeoeptor,bZIP:TM^Y;; 141 
44SB0D; AA126419: HaL32944; inosilDl polypha6ptia|e^li)hosphatase. ^pel. lOTIdS; nDne.iionB;141 
410906; AA1218BftMs.10S92; ESTs; 6TP^U.GTP„EFmj3aLGTP,.EFTU_02flone:141 
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45296Q; AK001335; Hs.31l37; protein tyrosine phoaphalBse. receptor lype, E;Yj)hosphaiase^l»; 3.40 

447S93; AWgG963a; Hs.11231d; 6^ protein; nona.none; 3.40 

450402; Be218027,- HS.899B9; ESTs; SH3,rane: 3.40 

441456: AW6730B1; Hb-54B2B; EST«: planase,zK:2H2,KRAB,none: 3.40 

40B546: Vtf49512; HS.4634B; bradylcinm receptor B1; 7tm J:'TM=Y;SS=M; 3.40 

410927; T77635; ; gb:yc91h06.r1 Scares Infant brain 1 NIB Homo sapiens cE3NA done 5', mRNA sequanco; nonB.non9: 3.40 
409646; AW161391; Hs.709; deoKycyttdina kinasGf dNK.-SS=M; 3^ 

4171«9; Rfi0137; Hs.302738: Homo sapiens cDNA: FU21425 fis, dons COIJ04162; SuKaleJrarcsp^AaHMGJiiK: 3.39 
449343; Al15l4t6; ; protein phraphalase 3 ({(vmerly 2B). cataVtk; subunH. dpha isofcmi {calclneurin A afpliaQ: nona,none: 3.39 
45051 1; Rfl7423; Hs^092: IhyroW hormone receptor interactor 11; Myosln^taH.EGF: 3.39 
414271 J AK000275; Hs,75B7l: proteh Wnase C bbdbg protein 1; bromadomanpro.PVWVP,zfWND:™=J^; 3.3B 
418428: Y12490: Hs.d5092: thyiwd hoimone receptor tnteractor 11; bZlF.kme5in,GrPj;ydohydn3lMTM=Mr» 3.37 
422369: AFOOSZIS; Hs.11554l; Janus kinase 2 (apiotein^ina kinase); 8H2jikfhase:TM«M;: 3^7 
49E451: Al7611B0:Hs.94211:nxn (requMforce1dlffateflliBlionpS,ponib9) homobg 1; noneJM=M.'; 3^7 
438543: AA81014t; Hs.192182: ESTk SK2.pklnase,none: 3.37 

401943: KMUD12434: ; sdiila caniar family 17 tan^onfeUQar liBHsparter), member 5; ini»;TM-M:; 3L3S 
415276w U88686: Hs.78353: SFIf^S protein Mnaso 2i pklnase:!!^!^;; 3.36 

447BB1: BE620BB3; Hs.753S^ GCI41 (general oaniroi tifainintvadd synthesis 1» yaflsO-IIke 1; pklnasBipMnaso; 3.35 
434533; AA639257; H6.29254% ESTs; SH3,PDZ,OuanylsteJdn.nona: 3.35 

432639; AVUW378$: ; gb:EST3a5885 MAGE nesoquencw. MAGM Homo sapiens cDNA. rrtRMA ssqiienoe; nflnfi,IRK; a35 
410B78; BE540516; Hs.293732: hypothetical protein MGC3195: AmTadiIlo_8Qg;TH=*tSS=Y; 3.35 
402B07; ; ; ENSP00OOa235223:SEMB.; lnlEgrin_B.Sefna.PSI;TM=^Y;; 3.35 
420189; AW2963aO: Hs.95821; osteodaststlnujIaUngfector 1; SH3.an]c; 3.34 

437389; AL3535B7; Hs.27J5e6; hypoiheMcd proten t3KFZp762M11ft McY.EU^rog.trflnsteLpyr^nons; 3.34 
453423; NtO02B47; H8^971; phospholnosMd&^Wnase. cteBsS; Pl5_PI4J^ase,Pi3Ka,PI3ieC2:TM=M;; 3^4 
414270c L20B52: H3.347527; sdute canrterfanilly 20 (phosphate iransporter). nwaiber 2; EnterotoxiaJ^PH04;TM=Y:SS=M; 3.33 
417479: AI057052; ; ESTs, WeaWy slmiiar to 2195_HUMAN ZiNC RMGER PROTBN 195 {H.5apfen5]; LRR,CARD.nDna; 3l33 
42494B; M64572; Hs. 153932^ pnstein tyrosine pIxiBphaitase. non-receptor t^pe 3; Band^41.PDZ,Y_4)i»sphalase,iione; 3.33 
452681 i AF15333D: H&.30246; solute carrier fainily 19 (li^amhie Iransporter}, nwmbor 2; FDlak^arrtof;TM=^;SS=A^ 133 . 
426477; AA379464: ; gb;EST92386 SIcto tunKx t Homo sapiens cDNA 5* end, mRNA se(|uence; DUF6bMA7H.BTB: 3.33 
4382B3; A14Sd931; 1^.37282; ESTs; none,lren&inembTBne4; 3^33 
421327: AAa37295; Hs.ia8B02; ESTs; non8,IMP4^Yj}ho5phatase; 133 

432481; AW451645; Hs.151504; Homo safxens cDNA FU11973 fl8, done HEMBB1D01221; ian)InInJG,Oolagen.OOLFI,CorA,TSPN,nDnB; 333 

452682; AA456ig3: Hs.9071; progestofone membrane binding protoin; h(]mBobox,none; 3.32 

428997; AF055391; H5.19471 8; aincfinger protein 265; zf-RanBP:TM=M:; 132 

432211; BE274530; Hs.273333; hypolheflcal protein FUl 0986: F6GYjC;TM==M:; 131 

443601: At07e554: >ls.l56S2: ESTe; anl(.p]dnme.death,RIbos(imaLS14: 131 

430597; AFD52006; H».285529: G prote1i«oiipled receptor 49; 7tm_1.li?R.LRRMr;TM=Y;SS=M; 3.31 

41891 2; AF249745; H3,6D66: Rho guwine nudeoUda exchsnga factor (GEF) 4; SK3.PH.RhoGEF;Tli/t=M;; 131 

4D03BO; NiyL01848S: Hs.263079: G proteln-coupted receptor 0515; 7im.l;WY;S9=M: 3-31 

415983: Al436798;tls.11707B; Homo sapiens cIDNA: FU23026 fi8.ctonBLNG0t852;lilgtAyalraltartoHSU0BQ23 Human celliler proton mTOlA; 

fh3.!g,pk}nase;TM=Y;SSt*M; 131 
441054; AAgia59l: Hs.12648D: ESTe; none^TtnU: 131 
418342; BE00272^ ; lepfln receptor; iCEji2O.DED.1Cej)1O,lCEjJ20,DEl^ 131 
44612B: AW836779; H3.113029; nlwaamal pnoldn 825; none.Ttoful; 131 

425086: AVV957571; Hs.12319; Homo sapiens cDNA FLJ12774' fis, clone KT2RP2001863, rrwderBtoty snrilor to ENOLASE (EC 4.Z1.11}: none,GjBny!atBjunPCS^SH3; 131 
425725; «M.012243; Hs,l59322; soHito canfer fanlly 35 tUDW^-acetyl^osamina (UE)P-Gk:NAc} transporter), menftsr 3i DUF6;TM=Y;SS==M: 130 
422608; AW166644; Hs.1 18695; potasshimvottQg&^aled ctianitel.avhlBniny G, memibGr 1; toiiJrar\8,KJtotra;TM^;; 130 
429061; Y14Q3% H8,195l7£c CA^Band FADDIhBSSMptoeis jagulator, IC^_p2aDED;TM^M;;130 

4336S6; AUV974941; Hs.292385; ESTs, Wea^slnMarto 178885 seilnefthreonln&^pecltic prolain kinase iH.6ap1sn8]; pkinaBe,ABC1«fiQn9: 3l30 
413132; NhiL006823s H&75209: pratelh k3nss9(GAMR<lependen^ caWc) inhbrior alph^ PKI;8S=M; 130 
402503; ; ; ENSP00QQ025l20S*^KIAAO778 PRiC>rEIK(FRAlGMErfT].; none;TM=Y;; 3.30 
418801; AA22B3fiG; H&11S122; ESTs; lntegi!rLA,F&GAP.none: 3^ 

40027S: NiyL006613':Komo6apiens6ery|.tRNAsyn1he1asd{8ARS^ mRNA. (&AM6^. mRNA.; tRNA^ynL2b.ServURNM;TM=l^ 129 

440ZB6; U296B8; HB.713a; diolinetgto racaplor, ini8cai1nlB%7tni_1:TA^Yn 129 

409101: NhU}04297;H&50612; guanine nw^IeolidB binding pioteln (G protein}. d1p1ia14; &alpHw)ae;129 

432716; AA786890; Ks.17990% Ir^sporter-tke pnyfetn; none;TMnY;SS«M: 129 

4CQ73B; Nli^0U785; Hs.47313; K1AAD258 gene product nons;TM=M:; 129 

44319S; BE148235; Hs.193G63: Romosaplans dE]NAFU14201 fis^ctone m2RP30Q29S5; AaJrans,none; 129 

408328! ;;NhL0Q5301:HonwBBpen9|yyruvatedehydrogsna8eHnB8ek mRNA.; HATPaaa_c;SS"M; 128 

410764; rtSDSSl; Ksu422l5; protein phosphatase 1, regdlatny aubwA 6; none,non9( 3.2B 

408756; AAS24743; Hs.44883; EST«; AnnadilojngjBB,DEAaiidto3seuaSec61DDT,PHD,bromQdemal^ 128 

415474; NhiU014252; Hs.76457; salute canter famly 25 (mHochondrisI carriei; ornithine transportei) manibar 15; maQj»ir;TU=h^ 128 

417805; U3BS45; Hs.a2587; phosphd^ D1, pho|]hafklylchDln»^peclito: PH.PLDc.P;QTM=M:: 128 

410254^ BE(]04131; HG.3ie5lO: Homo WfUm cDNA FLi136B2 lis, dom PLACE200Q01S, mMf similar to EPIDERMAL GROWTH FACTOR RECEPTOR SUBSlKATE 

SUBSTFVkTE 15; cftiafKl,itone; 3.28 
443966; AA287702: Hs.lOOSI; K1AA0955 protoli^ CARD;TMfM;SS=M; 128 
438899; AF0a5833; Ha.l35624; ESTs; non6,Pi3JMJdnsBeiPI3Ka.Pi3K_C2.PI3iOM,PI3Kj«5B:3.27 
415663; AW296841; H&313332; ESTs; UCLPOJi.Neirj;hBiaBD,Neurjchafunarnb; 127 
414061^ V\n9712; ;gbzb36d03.r1 SoaresjiacBllgraKLNnuv^ 

442833; AA32815%H9.Ba201; ESTs, Weakly sIrAst to A ChdnA. Ciyslal eirar^reOrTheHiimanAi^lPtoteinThtoeslerosel Atl^AResoliifc^ 

abhydrolas^J2;TIWI»M;:3.27 
444754; TB3911; Hs.118B1; ban8inenibTan34 supsffamiiy member 4; nono:TM=Y;SS=M; 3.^ 
43257% AF04324^> H6.27a439; nucleolar protein 3 (apoptosis repressor wilh CARD domain); CARD:T1^; 126 

458943: AW249181; Hs.19954; ESTs, Vfe^y similar to T1 9873 hypblhetTcal protefn C41C4.2- Caenariiabditis elegaasJCeiegans]; nDii«,pHna5e,RGSi 3^ 
41 1974; AW880414; Hs.84254; ackilc protein rtch In Ibucwbs; E1-E^^TPase,Ca^tarUKTPas^C,CBlkJn^TPase^N.Hydrote^ 126 
437145; AFCI07216: Hs.5462; soMe cafrierlamjly 4, sodium Mcarbooata cotransporier, member 4; HG03jcoban^THA=:Y;; 3.26 
423387; AJ012074: ; vasoacQve Inlesiinai paplUs receptor 1; 7tnu2.HRMCSD;TM=Y;S5»M: 125 
442643( U82756; Hs.3991; PRP«STK/WD apldng fsctor; WD40;SB=M; 3.25 

417525; R933^ H6.192091; ESTs. W^yslmiterloAlJUBJiUMAN ALU CLASB B WARNIKG EMTRY II! tH-sapEsns]; SH3^.planB9e^PH,Specli1iiJ^GS^SS=4ft 125 
412283; BE068084; ; gb:QV3-BT0379-1401(XM)5B^12 BT0379 Homo sapiens cONA, mRNA sequenoa; Eon-lTBRs,RYDK.lTPR.MIR,lione; 125 
411213; AA675m Hs^9285; neuropflln 1; MAM,F5J'B^pe.CCUB.Cl».MAM.F5_F8Jyp^C; 125 
4DD3S2: AF22713% ; teste vecaptar. ^pe 2. member 7; nQne:TMFY:SS=M; 125 
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402974; ; : TeigeX Exon; Y_j>hosphalasB»GnFlH,hDrmorw5aiomionB4; 3^ 

407644; 016815; Hs.3728S; nudaar receptor subfanily 1. group D. member 2; homuinejec.zf-C4;TM=M;S&=fc^ 3.25 
421654: AW163267; >is.l06469: supfvessor of varl (&.oerevtsIae) m& V, 1iericas&_C;SS=M: 3.2S 
43B022: AW517S4; Hs.135201; N0D2 pioleln; U^R.CARD,G7P_.C0C;Viral!jKllcase1;TM=M:; 3L24 
443964; AW001741: hte,24243; hypotheiica! protein FU10706; pkinase;7M=M;; 3,24 

428616; AAD049aG; R3w193aS2; ATP^ilndlnB cassetie, sub-family C (CRR/MRP). member 2; EGF^usW,lrypsln,COB.ABCJran^CjTiemlirane;SS=M; 354 
427319; AW631495; HsJ27135; rec8ptar-«sodated protein BAP29;filamBni;tM=Y;S8=M; 3.24 
421970; AF2271 56; Hs.1 10103; RNA palymerase ! Irariscrip^on factor RRN3; 

aaj>ernieases.pyndox3ljd9C,bn3ira[tbnia3n,PHO.MBDAU 
411887; AWie2924; Hs.128790: ESTs: pWna3BrTM=Wt: 3^ 
43ai8a AA331406: Ks,754£6: A kfnasa (PRKA) anctwr protein 10; RGS:SS=M; 3.24 
410267; AW57aQ05;H5. 12600: N-ethybnddmUe^ei^'fhe factor at^ beta; none.f(TF2; 3^3 

410240; AL157424: Hs.612BS; synaptojanln 2; ExDjsnd043tu5s,Svja_N.rmi,GrafTVVO_|)orinB;TM=M;; 3.23 
434510; AF143B85: Hs.18190: EBT; SH3J=CH.nons: 122 

422592; BE081857; Hs.9421t; lodl {raquired forcondiRererrtlaton, S.poiTt9) homotag 1; none,P^PU>■X,PKPI•Pl.O.Y,C2i 3.22 
439803; AA001Q21: Hs.66B5; thyicid hormone receptor Itileractor 6; noaB,nane\ 3.22 
448S20; AB0a2367; Hs.21355: doubleoortin and CaM kin9s»4ik» 1; ptfnase,DCX:TU^M.-: 3.22 

46B94G:AA009716^ Hs!42311; ESTs; nDnsvDSPcYjJhosphalasa: 3.22 
409048; K5939D; Hs.37G99; CSTs; AmttdlIlo^eg,IBB,nona; 322 

42D357; U94333; Hs.97199; comp<eir»nt oomponent Clq receptor; EGF,1ectifUG»T1s3UQjac,Xrnlc.7^UTM=Y;S&=AA; 322 
426230: AA367019; 1^^1395; proiasss, serine, 1 {trypsin 1); tryp6ln.ta](bu4;SS=Mi 3.21 

411352; NMJ)02IS0:Hs.758; RASp21 piDleIn aBBv^(G1PaBeaclivfiBng pratetn) t; SH2^H3yC2.PH.RasGAP;TM«^M;8S^3^1 

436333; R39382; HS.2S283; cydlrHlependeiit Mnase B; pkinase,none; 3.20 

414202: BE27S653; Hsu270379: tiansmembrane 6 euperfamfiy member 1; Tlnt^none; 320 

429651; D79246: Hs.279e7D; ESTs» WesM/ slmllsrtg A46010 X-frnked rednap^y {trdteXn fHsspianis}; MgtE.none; 3.20 

400987; ; ; C11000939;oI}11464993lrQqNPjD652G0.1| gene for odoranl receptor M0RB3 [Mus musculus] gI|6; non9:TM»Y;S&sM: 320 

413760; Z251D1: H3.25127: Kvn) sspens mRI^Afbr KIAA1725 pmlBiii. paM ods; ao]ie,ank,AifGapi a20 

4QB468; A190S712; Hs.93637; plio&pliaUdyllnositol transfer pratelR, meoftFano-aseoclateif: PX.PH.PLDcPH,PLDePX; 3^ 

409463; AI45819&, Hs.17296; tiypoUielicril pnrteh M6C2376; K-Wra;TM«M:; 3.20 

425gia AA83a797t H3.ia4760: CCAAT4}0X'bIndln9 tr^BCi^on lactoi; nQnsf;TM=M;; 3.19 

423796; AFD47033; Hs. 1 32904; solule carrier family 4. Eodiu m bicacbonate cotranspoisr. mamber 7; HC03j:olransp;TM=Y;SS=M: 3.19 
407753; AIJ045916; H8.293419: ESTs: Ephrin.nona; 3.19 

419355; AA428S20: Hs.90DG1; progBs^efonc binding protein; hemeL.1:TM^Y;SS^ 119 
454t2«: AUI31259: H&>lt633; pfOflramiTttd cell death 2; 2f-MYND;TM=M:; 3.19 

421202; AF1 93339; Hs.1 02506; euKaryotbtransla^n in^aDon factor 2-alpha kinase S: pkIna»;TM=Y;S3=M; 3.19 

446360; N425S3; H8.267914; homokig of mause transient receptor potBntlal"pfiospholipsse CMnteracOng kinase CHaK; hypothellcal protean FIJ201 17; 

biutransMHCK_EFZJdna5e;TM=>|y9:; 3.18 
458BB2; R34993; Hsl2286&G; ESTs. KAodecately ^larlo 154374 gane NF2 proldn [H.saplens]: CRAU.TroO.PKI; 3.18 
424124; AA335609; H8.7589; ESTs. Vfeakly similar 1o A46Q10 X-lnked reilnopalhy protein LKsopceas]; pk]nase,TBC; aiO 
444745; AF1 17754{ H&.1 1861; ItryiQidhonrxxie receptor-ascocbted protein, 240 tcDasubunll; none;TM=Mn 318 
426399: AAG525aB: >ls.3Dl34B: Homo s^tens cONA FU13271 c\am OVARC1O01O00; SH3,)1S1_rep.nQna: 3.1B 
425836; AW955696; Hs.90900; EST« CblJ^,CblJI2.Cbl_N3.UBA^-C3HC4,none; ai8 

403335; ; ; NMJ02181 SiHomo aspens eohita coriar fen^ly 5 (choUne traneporlgr), member 7 ^CSAT), mRNA^ SSFJM^Y:SSe|^ 3.17 
426788; AF0822a3: Hs.l935lG; &«a1 CUJIymphoma 10; CAR[XTM«M;; 117 

42S558; A1391454; Hs.2072St; nudedar auboanfigen (5S<D) slmilBrloiatsynaplDnemaloonairiexprotBin: nonetSS^M; 3.17 
440243; AAB76138; >1s.153138; ESTs; SH^nona; 3.17 

423706; U95218; K$.131924; Gprotelrvcmipled receptor 6^ 7lnnLl;TM=»Y:S^M; 3.17 
429752; H5234e^ Ks.36836; ESTs; pldnase,pUnBse; 3.17 

44616^ AA026880; Hs.2S252; Homo sapiens cDNA FU 13603 fis. clofle PLACE1010270; none;NA;NA; 3.1 7 

456773; A1038192: Ks.129764; EGF^ repeats and dlscddln i-IIko domslne 3; rTTiuSH3.nityoslrUiead,IQ,I^TH4,EGFJFSJ=9J^aBandj^ 3.17 
43439% AW9B3709; Hs^B24; Homo sapiens cDNA: FLJ234351i8, clonBHRC12G31: pMnasQinone; 3.16 
435972; W^8; H&.114198: ESTs; pMnase,OPR,nDn^ 3.16 
441401; AI824338; Hs.126a91; KTe; ■n5saeLfcc:TM=M;SS=M; 3.18 

410497; AL157E48; Hs.l570?^ Homo saptens cDNA RJ12793 lis. done NT2RP2002033E none,iian^ 3.16 
4011 13c K2S530; ; Golute carrier fsml^ Zt (ocgan'K? cation fransporter), membsrl-IBoes non9;S&44 3.18 
424833; NI^Q03&94; Hs.153405: period {DnisophltsO homdog 2; PASv^M; 3.16 

453880; Aiao3166: Hs.2B462; ESTs. VfeaMy similar lo 136022 hypottie&al pralein IHjsap^enB]; HSP70.nonK 115 

435391; AA704688; HB.5S934; ESTs; RPSKnona; 3.15 

42B065; A1634046i Kb.157313: ESTa; iC^jpfiO^DaMC^IOJCEji^aDED: 3.15 

4526BB; AA721140; Ks.49930: ESTs. WeaMy dnnllarto pulativa pISO [Usapiens]; 8H3|Sione: 115 

42683% M74782; Hs.17266% Inteitoukln 3 receptor, alpha (low affinity; noiW(TM»lhA^M; 115 

421247; BE391727; H5.102910; genBiBl bransciiplcon factor liH, polypep&lQ 4 (52kD suTntniQ; nQneJM=M;; 114 

440249: AI2465gO: H&249175; ESTs; T^_pNase4Mnaro,dealh,none; 3.14 

409619: AIOIOIOISE H&56220C BCL2-a5Soelalod dhanogene 2; BAG;TINris 3.13 

446136^ AW1302B6; HB,17Q3ie: hypothoOc^ piDtetA FU10147i TiaiTron8jrBD^-C4^S==M: 113 

400440; XS3957: Hs33870; nebiitin; SHlNebuIrn;; 112 

409099; AKQ0a725; Hs.50570: iiypofhetkal protein FLJ2071B; AnnadlicL$eg;TM=M;: 112 
434237; Af 119908; H5.235516; hypoQietlcd protebi PR02955; noiie;8^M: 112 

428179r, AI127772: Hs;r7969B|; ESTs. Weakly similar to 138022 hypolhetkralpra^ pUnaBe^PXp1ftias&.03S=M; 3.12 

422B24: NhiLai2l06; Hs.121128: BCR downstream ^nafing 1; SH2,PH:TM=M:;111 

409745; AA077391; ; gb:7B 14E12 ChromoGome 7 Fetal Braoi cDNA Ubraty Homo sapiens cOKA ckm 7B14E12. inRNAsequenoe; 7lm_1iZl^C3HC4,fh3.SPRY,KRAB.zf- 

CZH2.nre.zfSJxw:TM=Y:SS=M; 111 
43541 1; AW44461% Ha.138211: ESTs; ntme^pMnase; 111 
424052; AI222779: Hs.144846; ESTs; Bdenylede1dii8SS^SH2,plknaaB,iiofn; 3.11 
441970; AW959918; Hs.1S5l60: ESTs; mn^-C2H2: 111 

463370; AI470S23: Hs.13g336: ATPJilnding cassette, sub*faml|y C {CFTFVMRP}. mambar 4; ABCJnan,ABCjiieihbian^TM=Y;; 11 1 
413285; BE078405: ; gt):C3[V2-BT0617.O80300-071'g03 BT0517 Hnra sapiens cD^lA, mRNA sequence: 6CVjr;$^M; 110 
42945B; BE16ia32; KS.29268Q: ESTs; pklnasB.bZ(P,Amiadilk>j5e9,iione: 3.10 

4011 85: : ; NMJl2l62S;Homo sapiens vsnillold lecaptor-fslatBd gemoMy adhratsd channel; 0TRPC4 prolein (0TRPC4}. mRNA: sift JorUrans;TM=Y;; 110 

404537; Z25B84; ; chkxids channel 1 » skeletal mtixle (Thomsen dEsease. ttifosomd domtoanl): nonecThNY;; 110 
417069; H522a0; H8.18612: Homo sapleas cDNA: FU21909 fte. otona HEP03834: vonaoe_CLCCBS.nGne; 109 
450792; AA400323: Hs.1B3041; ESTs; none,ABQJran; 3.09 
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420361; N92054; Hs. 19471 B;zJncfinBer proleiri 2B5: 2f^nBP.7lni_1: 3.09 

444040; AF204231; He.! 82382; golgln-e?; SH3.C2,PH,RhoGEF,eftian{i;TM=M:: 3.09 

416990: AF124145; Hs.B0731: aukCTr»n»l9ity factor reoepton zf'C3HC4.CUaTM=Y:: 3.09 

442215; Al703172;Hs.129005; EST5,We^ys1m?artoZtO9260ABcengfO«Utfecfc3r|H.saplenB^ ni3ne.nonB; 3L09 

424187^ AA336561; Ms.1?287: EST&. Weakly Ghnilar b S26689 hypottielicat prcAan hcl - mouse {M.mU5CLiliis]; tRK,none; 3.09 

426623; AA3a2026; H5.13Z793; ESTs; ii008:TM==M:; 3,08 

419577; L3fi531; Hs.912a6;integrin. alpha e;mtegrtlJV<FG-GAf^TM=Y;; 3.0B 

426618; /UJD364a6; H&171374: smg GDS-ASSOC!ATEO PROTSM; Annadillo^5eg;TM=M;; aOB 

445133; AW157646; Hs.1S3506; ESTs; emand.6peclrin.GAS2.SH3,PIecbFi.RA^ybseJsom,FMD.^ 3.08 
4236B1; AB023215: Hs.i31525; Homo eaplens mRNA;cDNADKFZp434E1S9 (from clone DKF^»34E199); parBal cds; TTL;TM=M;; 3.08 
42B73D; AAfi25947; Hs^50; ESTs; HECT^ne; 3.08 

427976; AWS7780B; Hb.80545; mllogen-BCtiv^ protein klnssa 8 interacting pratelh 2; Rlba5arnaLL37e.pMn3SQ; 3^ 
41244& L12964! Hs73895;1iiniir necrosis feKto receptor aupeiteraEy, mem 3.08 
416814; AWlg2307; Hs.80D42; ddWiyt-P-GteMangQcNAcZ^^oBchylglu^^ AIgeLAlg8,7tm_t:TW=Y;SS=M; a06 

427395; AW29e741; Hs.97861; ESTe. Maderetely similar to 138022 hypolhellcal protein (H^^tensI; none.aTdedh^aalckisse: 3,08 
436267; AWASOOSft Hs.1B0115; ESTs; noi«.PFK; 3.07 

422309; U79745: H3.1 14924; sotute carrier family 16 [monocarthwylto ackl Iranaporteis). member 6; sug8rJi;TM=Y;SS=M: 3.07 
430238; N4730S£ Hs^^ ESTs; 7tliL.1:TM^Y;8d=M: a07 

45B760; A149GS31; Hs J 11334: fanftin. light polypeptide: cy6trtm.fariHin,htetone,HC03jcolrffi8ftSH3,RlK)^ 3.07 

424236; AW058114: Ha.7B37; piiosphopfoldh rogulated by mitogenlc pathways; pMn8se;TM=M;; 3.06 

427286; AW732a02; Hs^132; epMermal growth factor receptor pettiway substrate 8; SR3JonB^boxC;TW=M;; 3.06 

423878; A19O7090; H5.52891: bypotheUc^piotein PR01853;cystslbn,f^n1tin,h{sloTie,HC03j»trarispL8K3.RhoGAP,x^^ 3.06 
419270; NMJ0O5232; Ha J9839; EphA1;1inSpkfnase.SAHEPHJhri;TM=hA;SS«M; 3.06 

46M07: N(4_0D0flt0i Hs.249e9; garama-OTtlnobulyric atdd (GABA) A receptor, dplia S; Weur^(*3iUBD.NBar jstiaiunarl>;TM=Tfe 3.06 
456249; AI208144; HS.S2S0B; HRIHFB2206 protein; nor»:SS=M; 3.08 

441550: F133fl6; H3.7888: Homo saplerffi clone 23735 mRNA eequem* pWnasB.Recep_l^doinah.Fiirln-lifee;YlP/ione; 3^5 
446488; AB037782; HsJ5119; KIAA1361 pnsteirv; ptc1nase;SSsM; 3.05 

447495: AW401864; H&1B720; ptogranned cell death 6 (apopt^^nducbg factor); pyr_rGdax;TM=M;; a05 
425390: AI092634: Hs.l56114; prat^ tyroelne plwMphatase, noiHeceptor type aubsbrate 1; !g;TM=Y;SS=M; 3.04 
409705; M377G2; Hs.56Q23; braln-deifved neurobophb factor; NGF^S5=M; 3.04 
413962; AA331563; HB.24B7B: 3phingosine-1-pli08pliatase; P^TM^Y;; 104 

426578; R23027; ; 8b7li27sD7.rl So^e placenta Nb2HP Homo sapiens cOKA ckxeff, mRNAseqtieflce: pidn&Ee.nonB; 3.04 
438005; DE151746{ ; gb:PM1-Kr03054)6129^03^6 KT0305 Kamo sapiens cONA, mRNA sequence; ph^ese^UBAMl .none; 3.04 
438316; AA789249; Hs.e0042: gfa:aj27gD8^1 SoaresJee^sJKHT Homo sapiens cONA done 1391582 3*. mRHA Gequence; nQna,mne; 3.04 
4528S0; K23230; H5.22481; ESTs, Moderately similar to A46010X-lnlwd reiinopathy proten (H^aptens]; CBS«vollage_cmnoi;a; 3.03 
405266; : ; Tsigst Eicon; arf,&alpha,-SS=M; 3.03 

402616c ; ; ClC03B44*:gI|6912550lr^r4PJ36483.l|dfactory receptor, family 10,fiublamHy J. nwnAar 1; none;TM=Y:SS=M; 3.03 
422B03;W28B69; H8.13B04t: ESTs;tTBnsmembrane4,nonB: 102 

43932S: AF0B6139; H8.1B0423: cydro-rJependent kinase 9 (CDC2-felated kfeiase); pkinasQ.MurJ9ase,IWurJlQaw^C: 3^02 

416389; AA180072; Hs. 149846; Integrin, beta S; inlegilrL&.Qone; 3.02 

418B36; AI665499; Hs.t61712; ESTs; pkinase.Acflv»UBcp,PDZ.2U5.dealh; 3i)2 

438996; AW746336: Hs.11D613; KIAAD421 protein; none;TM=M;; 3.02 

422676; D2B481: Hs.lSTO; tiistan^ne receptor HI; 7fm_1rTMr:Y;SS=M: 102 

450267; AV^05538; Ks.243620: ESTe; phinsse.none; 3.01 

4005661; ; ; Target Exon; none;TMr^;; aoi 

407Btt; AW500B57; Hs>40137; aiaphase-promotlng comptex 1; inelDllocheclipoInt regiilalton PI-PLC'X,C2,SH2.PH.SH3.PI-PLC-V,PAN,none; 3.01 

429673; AAB84407: Hs.2tl5S5: protein tyrosine phosphatase, non^ecoptor type 13 {AP0-1;CID95 (Fes)nassix:i^ phosphaltase); Yj}ho8phM8sa.BBn(L41»PDZ:8&=li^ 3X11 

417067; /UDQ1417: H8.81 086; sotutecorier family 22 {eKbraneuronal monoamine transporter}, number 3; sugarJj;TM=Y;SS»M; 3,00 

403212 : : NMJ)195SS;Honio sapiens inlersecHh 2 (ITSI^< mRNA. (CKRNA^. mRNA.; SH3,erhaDd,C2.PH.RhoGEFiiTM=M; SlDO 

4imi: R07775; Ite.aa7e5rr Hoin06ap)S(l5CONA:HJ21291 t&,c1or»OOtJ>1963; F5_Faj|ypeL<XpMnaeQ%nane: 3.00 

421059; A1654133i H6.30212; ttiynld receptor interadlhg protein 15; nDne,«)ne; 3.00 

462335; AW188944; H8.61272: ESTs; none,IRK; Z99 

437544; AA74a57Sc Hs.13674S; ledki-llte NK cell recepter; tect]nj;TM^Y;SS=M: 2.99 

435876; AWai2586; Hs.ieQ271;Gprotelns»upled receptor 44 7lnu1.LRR.LRRNTrrM=Y;BS«M: Z99 

429177; AA4475Z7; Hb^429: e8Ts;7lRLl.nor»; 2.99 

449289; BE46e067; HS.22566G; ^6;3B0tsLHSD.pMna6e; 229 

454701; AWB549aO; ; gb(PMO<n02G^2OlOO9-OO3^fO6 CT0263 Homo Sflptens cOMA, mRNA sequence; SH%STAT^AT_bind^AT_pnil.none( 2.99 
409995; AVy960597^ H3w12920&; ESTs; pSdnas6.none; 2.98 
446860; AV660685:Hs.2B2gs3; ESTs; none.PPdC; 2.96 

436684; AAfiSOIOS; HS.1S4976; SH2 donnAiH»idarntng phoapfaalase anchor pntaln 1; lg:TM=Y:S9»hfc 298 
434164; AVntvroiSc Ks. 148135; serInaAhr9ontas kinase 33; pMnaEe;TM»M:: Z9B 

403290; ; ; C1000101 1*:gI|4758212M'^P-ClM411.11duat specificity phosph^e 8 [Homo sapiens] gqeOI; none;TM=M;: 297 
433658; W5e321; Hs.1 S146Q; catcumfeaimodulin-ijependmt proteiA itfnase [C^Mnase) II deKe; pUnase^ione; 297 
421990;T31911;Hs.ll04eO;DC12prt>teln;GKAP.DUF159;TM=ft^;297 
42Q315t AABB&I^ HS.9BS0S: ESTs: plQnBSQ,none; 2;97 

411140; AW819463; ;8b:RC5-STQ29»]61299«91.0D7 810293 Homo sfipigns (sONA, mRNA sequence; CholtneJdnase^CanLKyllransfpSulfteakCarri^lr^^ 2J7 
453998: H478Q2: Hs.7C57: FRSOS-Unding protdn 5: iiQna.n«ia; 297 
401342; : ; Target Exon; none,nona; 297 

453020; AL162039: Ms.31422; Homo wvlsaa mRNA; cDNA DKF2p434M229 {fam. done OKFZp434M229}: dNK^ne; 2.96 
410976; R36207; Hs.2»93^ hypothetnal protdki MGC10744; rKme:TlM;S3=M}296 

431074; BE072772; Hs.153279: ESTs, Moderately siriilar to A46010 X-lfaitod letinopalhy protein (H.8aptenG]: nonQ.8Br|mi: 296 

443829; AI0B7954; HsJZ3348: S-phase khiBs&^soclQted protein 2 (p45): F4ax.none; 296 

400356; AF227137; ; taste receptor, type 2, member 13; jione;TM=Y;SS=M; 2.9S 

422559; AW247696; Hs.1S5Q3g; kypothotlcd protein MGC12934; fldtLZtoc4'GKSeiiiiaidiiydejlh;SS=M; 295 

423482; BE29Q172; lHa.129228; galacMlnase 2; GHUPJdnases;TM"M;; 2.95 

438330; AW4S057% Ha.257316; ESTs; pkinase.z^C4.£RM>CMH,none; 29i5 

414561: AA2562t3; Hs.72aiO; ESTs; nDAo,Camj3cyftransf,Qio1ihBjuDa5e,8C01'SenQ6lycoBjUao3t^,GI^ 295 
453056; AW612293: H6.288684; HoiTtO saptens cDNA FU1175D ite, done KEMBA1005SG8C SH%SH3,C2PH.Ra9GAP,none: 295 
430558; AW957807: H9.13797; ESTs; HECT.none; 294 
400471; : ; Target Exon; none:Tftm; 294 

41S4S9; AW29112B; Hs.27a422; DKFZP5B6G1122 proton; MetallofAios.Ttnul; 2S4 
407013; U35G37; ; gb:Hum» nebuiln nfiNA. partial cds: SHSJ^ebUBri;: 294 
421476: AW963805: Hs.21887; ESTs; PhiKl.PAZflw"i; 2.94 
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426B06: Tt9228; Hs.1 72572: hypothetic^ pnrtaln FLJ2D093: anlqjldn3se.UPF0073;SS=ft^ 2.94 

4055BB; ; ; NSL0Q029y :Homo sapiens plakophirtn 1 (ectodermal dysptesiafekin fragility syndrome) (PKP1). mHNA.; AiTnadllICL^:TM=M;; 2J4 

443614; AVG553B6: Hs.7645; fibrinogen, B bala polypeptMa; i»ne,nDne; 2.94 

416737; AF154335; HsJ9B91; UWdgrnan protein: LlM.P0Z;7M=fct; 2.93 ^ 
426522; R10184; Hs. 191987: ESTs, Weakly filmna- to AUJl.HUMAII AUi SUBFAMILY J SEQUENCE COMrAMlNATlON WARNING ENTRY IH-Bapiens]: 

nCHie,ArfGap.PH.tNFRj56; £93 
44781D; W7S84D: H8.2igD6; Homo sapiens done 24670 mRNA eequsnce; none.pklnase; Z93 
432925; M878324; ; ESTs; none,non8; 2.93 

443570; AWITBSSS: Hs.2387fl7: ESTs; RmaAO,DENN.dDENN.uDeNN;TU=ftfc 2.93 

447555: A)391G62: Hs.1G0S53; Homo Gapten3.dane MGC:12318, mRNA. complete ods; noneiTM^M;; 2.93 

435092; AL137310; Hs.4749; Homosapiens mRNA; cDNADKF2p76lEl3121 (fromctor»DKFZp761E13121); partial cds; none;TM^: Z93 

417670; R07765; ; gb;yf15cQ6.r1 Saares fetd liver fipleen INFLS Homo sapiens cDN A done 5* similar to contains Alir repetitive elemenl;coatalns MSRI repetitive efemenl;, mRNA 

sequenoe; )0f PPX,ABCJTiembratie,ABCLJra« 2^ 
424148; BE242274;Hs.l741;lntegrin. bsla7tmtegnn_P.EGF.mel8lWo.P5l;Ti*^;88=ftft Z82 

439090, H65724; Hs.34716a: flb:yr76a1 l.rl Soarcs felal Ivar sptean 1NFLS Homo sapiens cDNAckxie S*. mRNA sequence; pWnB5B.nQnB: 252 
408048; Nli;t007203; Hs.42322; Aldnase (PRKA) anchor protein 2; ParalemralnjTMaMr. i92 

426796; AU07B734; Hs.l93665; sotute caoferfanly 2B {aodi(xiKX}upled nudsoaUe Inansporlei). member 2: Nuctea9idOa2.BPDJran5p_2:TM=Y;; 292 

415272; AA164216; Ks.203186; ESTs; nonQ.Exqjendoj]fios.BNR,Ati9ph1n-1,B56^klna5^,TPR; Zd2 

424775; AB01454I^ H8.153026: SWAP-70 protein; efli3nd,PH.Neuiegulin:TM=M;; 2.92 

43956^ AWB02166: Hs.222399; CEePl protein; EGF jNFFLc6.gratidln,CUB.KerBan^2.TIUTM=M;8&=M; 2.92 

441680; AW444598; Hs.7340; RAPt, GTP-GDPdisaoctflfionstkndalorl; Annadilo_seg;TM=M;; Z91 

444784; D12485; Hs.1 1951: ectonucleotida pyropho^h^tassfphosphodiesierQse 1; 8oina1omedii_3.ErKtDnuc!esse^DSp)iO{IlQ&1;TM=Y;$5=M; Z91 
400398: AF13739e: Hs.283er79; ubtquifn 3; 7tna^1,Abl;TM^:S9^ 2.91 
436692; AlB3a490: Hs.1466; glycerol Wnase: FeC3Y»FG6Y_C;TM=W;: Z90 
400639; ; : Target Exon; none:TM=M;; 2.90 

403743; ; ; O10D26Oi:gi)B393668[iienNP^06B989.1[>:naseiateractInQ wKh leukerrifrassodated gene (st; noDe;TM=M;; 2.90 

418913; BE046745; H5.91579; Kornosapoens done 23763 mRt4A sequence; Yjiho6phabi5e.1MP4.ncvi6: Z90 

428169; A]9289e4; Hs. 1 82793; gdgl phosphoprotofn^ pbDtDRC,lJPP0118fTM=Y- 2J0 

403812; ; : CS0D0394-:gi|l27372dDlre11XP^0Q66B2,2| ker^n 18 [Komo &ap}efis}||e633; iione;1M=M;; 2.89 

431868; BE246400; Hs.265176; acelyVCOBTizyme A transportsn nonB;TM=Y;; 2.89 

421558; AB01t125; Hs.106749; KIAA0553 protein; none(TM=M;; 2.89 

444100; AA3d3343; Ha.221 1 6; CDC14 {odl division cyde 14, 8. cerevlslas} honuing B; Yj}hDGpliatase.DSPc;TmA;: ZB9 

447437; UD7225; Hs.339: purlnergfc receptor P2Y. G-proteJn ccupted, 2; 71rn_1 ,SH2;TM=Y;SSi=W; ^89 

431512; Be270734: Hs.2795; lactate dehydrogenase Wiiidh_C,SH3,pWnase,UBA;TM=W; ZB9 

446801; At312783; Hs. 155772; Homo sapiens thymic stromal oo-transporter n^. comptele ods; siigarJnTM=Y^; 2^9 

420747; BE234407^ Hs.999ia phospMuctotdnase^ ptatdel; PFK;T1M:3M^, Z86 

449459; BE546646: HS.195Q48; ESTs; ankras,PH.ArfGap.H003jx)^p; 2:86 

405099; ; ; Target Eiron; C2,PI-PlC-Y.PI-PLC-XiTM=M:; Z8B 

445890; Af 055019; Hs,21906: Homo sapiens clone 24670 mRNA seqMenos; pidnass^pldnase; 2.86 

401445; ;;NM_02116r:Homo sapiens pc^sium channel, sidtfaraRyK, member 10 (|<CNK1Q^ n^.; ■□a.lnn5;TM=Y;S^M: ZBT 

405480; ; ; Target Exon; none.none; 2,87 

400189; ; ; Eos Control; LRR.PPTA;TM=M;; Z87 

450125; AA0Q5418; Hs.l5B186; ESTs; CIDE-N.7liTL.1.nmie; 287 

432058; AD040973; Hs.272385; Gprotei^coupted receptor 72 7lm_1;TM=Y;SS=M; 2.86 

423619; T4869t; H6.249169: adreB^rgBC, dpiia-2A-, recapton 7!n\.1r7lmJ?;TM=Y;5S=M; 7JB6 

417361; AFt64l42i H3.B2042; solute carrierfamlV 23 (nudeobase fransportMsJ, menher 1; xfln_flrj>ermease.RA; 2.86 

420035; F26725: H&1 &79DB; ESTs, Weakly similar Id A47582 &«ell growth facldr precursor |H.Eaplsns]: H ATPas^ W2L8A8,£f-C2H2; 286 

425460; AB023198; Hs.158135; KIAAQ981 protein; PIP5K;SS!'M: 2.B6 

446700; AW206257; K8.156326; Human ONA sequence tai done BPi 1-145122 on chromosome 6p21 .32-222 Contains liis gene for myelinMligodendrocyte glyooproteh MOG. 

{partd} Ihe geiw fbr a luwel KRAB boxcontaMng C2H2 ^ofiriger protein, ESTs. STSs, GSSs and a putatfw CpQ none;TM»M;; 2.06 
444695; AL121094: Hs.83572; h^Kifhelli^ protein M6C14433; Y_p1iosphatase.6H2»Y_phosphalaseiSK2; 2.85 
41 1331; AW837t78; ; 9b:avi-LT00374>7QaDD-10&d11 Lnn37 Homo sapiens cDKA, mRNAflequenoe; 8H2,nones 285 
410763; AF279145; KaJBSG; hypothetical pioteb FU21776; tionajwnec 285 
440617; AA&948B0S Hs.161 181; ESTs; none.none; 285 
454071; A1041793; H8.42502; ESTa; 7lnu1.lionB: 2.65 

411040^ AF0D7393; Hb.177574; pioleln-ttnm NeiferMhlndiJclbte doobHesMed RNAdependenllnUbilor, lapieasor oT {PSBiepressoi); HLH;TM=M: 285 
402183; ;; NlyL0D449r:Honio sapiens glucooorflcoldfeoeptof DNAIiindlng faClorl {GRIPI). mRNA; nones&S^; 285 
428753; AW93825% Hs.192927: hypolhetlcail ptotelD FU202S1; aQne;TM=M;; 284 
417071): 219877; Ha.1 720D4; titln; lh3,Ie.SGXXSG,pklnB96;TM=M; 284 
458456; At122709; H6.15360g; ESTs; fa2IP>taiiadaiQjB8g4nnJ«fTF2.nanei 284 

421226; AU]9674S: Hs.1QZ7I»; DKF2!P434A043 pnitein; Am)adno^,lnte8{lhLB.PSI,T1G:TM=M;&9=M;264 

436733; BE327477; Hs.16e941; ESTs; TtnvAoxidoretLqS.N.Pressntllni^l: 284 

427161; AIQ24595; HB.975QB: a disintogrin and metalllopfolslnase domajA ^ 1g;TM=Y;S6t'ri« 264 

419462; AFQ71076; H&1I22S5; nudeoporin 98103: DEAaharpc&s^C;NucleoporiruFGJumiGabax;&&=A^ 283 

413658; AA055369: H5.r5456; AtdnaGB(PRKA] anchor protein 10; none.none; 2.83 

400749; : ; miU)03105':HoniD ssplens sortHhi-nteted lecep^, l(DLHdass) A repeate-conlaln'fig ^RLIX mRNA: 

EGF.fh3JdLrBcepLai1dLreoeptJti4iraAuiiiv6NI%TM=Y;SS»M: 283 
44736BS AWG30634; Hs.76277; Homo sapiens, done MGC:93B1. mRN\ oomplste pds; TB^1JWA2^;TiyNY;;B8=M; 283 
413243; AA769266; Hs.ig36S7; ESTs; p3dnas9^'C4.ERIUlCNaiiODe; 283 

423680: AA329646; H8.23604; ESTs. Weakly simttar to PraiQ99 «on3 pnjiain piseplens}; lonJran8,tQ,noneE 2 J2 

447933; AVtf139525; H£170362; ESTs; none^none; 282 

4230fi1; AI290473; HsA4e07: ESTs; intBgi1n_B.Sema.PS[.*nG.nc»ie; 2.82 

440619; AW4065B6c H8.910S2: ESTs. Moder^y simlar to AUKJIUMAH ALU SUBFAMILY SC SEQUENCE CONTAMUNATION WAIUIING ENTRY [H^pites]; 

^hydrolBse_2.none: 282 
423497; U9264% Hs. 129701; GprDldrH»up)ed receptor 46; 7tiTL.1;TM=^;SS«M; 2£1 
446126; AVtf085909; Hs.10177; plecksldn homotogy doman interectlno protein; noneitione; 281 
452468; N74921; Hs.18436% ESTs; non9:TU=M:; 280 
449515; A165337B; Hb.302012; ESTs; loiiJlrans;TM=Y;SS=M; 2.79 
443881; RS45t2; Hs.237l4e: hypottieticai pnrteTn FU1275Z; none.nonc; 279 

44g636(A1666608:Hs.261328; ESTs, Weddy similar to TQD376KIAAG641 protein |H.sapteiis]:ptdnase.bonnnie%TMFY;8S«M: 2.7B 

424348; AB02O523; HS.2662S8; endonucleaee &lllce 1; EndDflUdease;TMrM;SS^- 278 

41BB44; M6298% HsLl20ac aiafihldonatB 12-1^]oxygeiiasG;8paxy9enasePLAT;TM=Ms 278 

442233; AW967149; Hs.2843a; ESTs, Vteaidy slnnllartD 136022 hypdMcsl ppoteln iH^sapTen^ MIF.siigar.fr,RonB: 278 
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450010; AW293801; H5.255052; ESTs; ARID,7tm_1: 2.78 
452813; U54727; Hs. 191445; ESTs; pkinase,Activin_recp,nofi8: 2,78 
418177; N44967; ; ESTs; pWnase.non8; 2JB 

406014; AA723782: Hs.41749; protein Wnase. cGMP-dapendenl, type H; cNMPJbindiiig,pWnase:5S=M; Z77 

448362; AA&J1767; Hs.2iaiS; hypottietkai proldn DKFZpS64!JM64 s&nllar to HIAT1: su0arJf;1W=Y;SS=M; 2.77 

423994; X01O57;HsJ724;lnterieuWn2receptof, alpha: 6Ush!;7M=V;SS=M: 2.77 _ ™ . » 

427342; AU10160; H5,1766K); Homo 5apfens mFlNA; cONA DKFZp5B6DD724 (&om ctone DKFZp58BD0724): noae;NA;NA; 2.76 

447574: AF16266fi; Hs.1B895; tousted-flke kinase 1i plunaae;TM=Mn 2.76 

442681; AJa09182; Hs.130907; ESTs; 1ran5kelolase,E1 JehydiDg4iflnskeU»yr*™stetolaB6LG,pldnBs^ 2.75 
433537; AW02421 4; H&.102307; ESTa; N^lph_5yflnp.a^_penneaseB;TW=Y-^S^M; Z75 
458997: AW937420J Hs^fiZ; ESTs; SH3,RnoGAP.FCH;TM=M^- 2,75 
432284; AAS32B07; HS.10582X ESTa; pWn3se,nHia; Z74 

406139;:; Target Exon;lgJub;TM=Y;SS=^:Z74 - 
439518; W76325: : slKzd60d04.r1 SoaresJetaUiBarUlbHKl9WHofno wptsns cDNA done siirita-to oorbftis Alu repebbve element. mRMA seqMenoe; Annadilto_?eg.none; 
2.74 

42853^ Al 1 43139; Hs.2288: vtebin-IikB 1; efhand;SS=M; 2.73 ^ ^ 

40021 1; ; ; NJA_003899';Homo sapiens PAl^iitBrecflng exchange fector beta P86SPR)> mRNA. VERSION Nhl.0038974 Gl; SH3J=«,RhoGEFJ«pBne_syii«i;nfrM:: 2.73 
402129: ; ; Taisel Exon; SH2,F»epHd35B_C9;TM=M:; 2.73 
424238: AA337401; Hs.137635: ESTa; none:TMaM;SS^ 2.73 

433B34;AA620742;Hs.1307B6; ESTs; SPKEXS;TM=Y^ 2.73 ^ _ ^ ^. „^ 

409339- AB02Q686: HaS4037; ectoructecrtide pyrophosphalase/^iliosphocnesterasB 4 (pubMveruncBon); 8iriraftase.PhQaphodiesl:TNHff:8S=M; 2.73 

408163; AW779842; Hs.258217; ESTs; 7tnL.t,2f-aJ>t>x^f-C3HC4,7tm_1,zf-BJxw,zf-C3HC4; 2.73 

422358: ALt3303O; Hs.1 16429; Hoiti& sapiens cnRNA for KIAAIMB prole'n» partlaJ ods; SH^TM=M:; Z73 

426403; AA584207: : ob:nii23eOl4ii NC^CGAPjGasI Homosgj^enB cONAdone 3*, mRNA sequence; plklnas9,Fibrillanh.none; 2.72 

400646? J ;TwgBlE]wn:Hgj*an.SBPj>ac_3^F_pBceptor,non« 2.72 ^ . ' 

443561; AA336609: Hs. 10862; Homo sapiens cDKA. FU23313 fis. done HEP11 919; edenylalBldraaB.iione; 2.71 

442572; A1D01922; Hs.135121; hypotbe&al protein FU22415; o(mB.HSP70; 2.71 ^ , . , „ . „ n ^ 

409317; 020165; Ks.53250: bone morphogeneBcprateiftlMflptor.lypslI PMPR2J; pWlias6^llviiU©Cp;TM=M:SS«M; 2J1 

403201; ;:TBraet Exon; nore;; 2.71 , ^ , 

459357; AW648421; ; gb:IL3-CTO214-150200-ar5*11 Cr0214 Homo sapiens cDMA, mRl^saqiicnee; ABCjraii.ABCjiwrabiane,l^ Z70 

439935: 87510% Hs.8358; glutam^ lecepter, fonolraptc, kalnato % ANFjeceptor,llgj:hanjnone; 2.70 

414924; C062B7; Hs.44247; ESTs; none.nono; ZfiO 

421008; BE259378: Ha.103147; hypolhefical pfotdn FLJ21347; DUF255:: 2.69 

449951: AA0049B2: Hs.12fl904; ESTs; DeOiCalsequeslrin; 2.68 

411225: AWa33022; ; gl>:RC3-TTQ005-191 099-012^04 Tr00a5Hwaosapl6re<d3NA pkfiase,none; 2.BB 

417B25: U59305; H5w4470B; Ser-Thr proteh Mnase rdaled to fiie myotonic dystrophy protein Uiiase: planflae.liZIP,e-g8iwnaJC.bQK.pMnase_C;S8R*fc 2.68 

408051 ; AI623351; Hs.172143; ESTs; PH.RhoeAP.noor. 2.68 

412521 ; AW753481: Hs.294022: hypottieiicrf piolevn FUt4950; BH2;TM=M« 2.68 

413922; A1535896; Hs.22l(l24; ESTs; toiUran8/iYDf<JTPR.MIR.UDPGT; 2.6B 

432188; AI362952; Hs.2928: Bdute canter ferrily 7 Qcalionic amtm add bvispoiter, y systen^, mamlier 1 ; aa4»rm©wesnT*=Y:S8=M; 2.67 
41551€; F11411; ; gb:HBC2WF0B1 namttllzed Wanlbraln oDNA Homo sapiens bE)NActonB mRNAsBquantse; loaJrane.none; 2.B7 

419749; XTSeOB; Hs.93D29: spatctasteonecOn, CTffitf and kasaWito demons proteoglycaEi (tesBMui}; kBEal.UiyTcgtabulln_1;SS=M; 2.65 
416095; AW0t4327i H5.221951; ESTs. Weridy simllarto 138022 JiypotfietlcsJ protein (H.sapTensl; lg;zf-C3HC4,CbLN.GblJN24;MJ13,none; Z€6 
403809; ; ; C3001193jg]I7494e34!p(rllirifi308 hypolheircal protein B028R2- CaenorhabdlttB e!egana||41;7linJ,7liiiJ2.GPS,WF;TM=Y;SS=M; 2.66 
458213: AlJD47521;H5.12210;hypo0letica^l protein ai13732slirfl8rtolOT^^ . „ , ^ ^ 

426158; MML001982; H5,199067: NMfb-b2 avlati ejylhfoblasfcliiufcEnilavftal oncogene homolog 35 FiJrin4iiie^aa^R8cepJvJ»nB*iFn«^ 

nk»4)klna3e.ReoepJ^docna'ii,Pepttda50 J«24; 2.66 
435410; AU35067; Hs.1 17182; ESTs: iione.pWn3se.F!BD,DAG_PE-bir)d; 2.66 

437838; A1307229; Hs.154304; ESTs; CAROJC^_p20.ICEj>10^IT>vdlage_aQCBS.HOCAJsoinerase; 2.66 
430293; AI41698B: H5.238272; loosltol W^tri[ft05phate reopirtor, ^pe 2; lonJrTORyDIUTeR.MiaTione; 2.65 
433090; A172D050: ; JmmoriaWzallfoo-upregiiated proteinr. noi>e^Ss4A; Z65 

432103; T15803; Hb.272458; protein pliosphateee 3 (fiamieriy 2B), caWyfc subimlt, alfdia laofenn (eaidnearin A alpha): MateItoplH)8;TM=M;; 2.65 

43SB52; H72303; He.seoi 1; ESTs; pWnase^rKwe; Z84 
433327; AI674779: Hs.126744; ESTs: noii^7lin_1 ; 2.64 

43B459; T49300; Hb.35304: Homo salens cDMA FU13655 fo. clone rtACE1011503; nflne.FMOflk6:2.64 
432251; AW972993; Hs.232165; pdycythamia fubra v«a 1; cell surface receptor; none;TM=M;SS=*fl; 2^3 
446963; A)86266a: Hs.176333; ESTs; OMPdecsse.PnbosyHran,pkbiaBB.RiioGEFJ>H; 2,63 
444821; AA(»3564; VI5.12040; STE2(Mlto Xf nasa; pK]nase:TM=At: 2.63 
436206; AK001451; ; CD2-QSSOcl3ted pniteHu none^none; Z63 

434370; AFl309a8; Hs.58346; ectedysplasin 1. enhidroBc tocepbi;dBalh,Kurill?3Fn;T*W;SS=H^ 2.63 

439039; AI658707; H8>«713: E8T« pWnaaa.none; 2.63 

449658; AA002008; HS.18B633: ESTs; PIPSMone: Z63 

429341; X73a74; H&.2393; phosphoiylase KDiasa, aljpha 1 (musds}; none;TM=M;; 2.62 

445174; AV652860; Ha.172004; Bfin; fb3,?g,SGXXSG,?ione; 2.62 

424950; AAe02917; Hs.lS6974: ESTs; none,CDPX)HFJransf; Z62 _ ^ ^ . 

438141: AW946B71; ; dl>:RC2CTO022-O8OS0 WW2^ HT0022 Honw sopiefts cOKA, mRWA aetiuencB; SH2.STAT,STATJimd,STATjjrot.nonB: 251 
434938; AIArS00718; HsJIIIS; Homo sapiens, done MGai6m mRNA» ooRiptete cds; phni8se.TBC>RhQdane£e;TM^M;: 2.61 

409264; NIA-m49af^Hs.52463;KtAA09B6pirtein;SyIaJI;Tfc^^^ _ ^ _ ^ 

458438; AI141520: Hb.151464; ESTa. Weridy s&nllarfoAlUCJIUfylAN Oil AUi CLASS C WARNINGEHTRY lU jJUaptenst pfanase^one; ZeO 
400719; ; ; NtyLC04055*:HDnu> sapiens cdpdin 5 (CAPNS), mRNA. VERSION NhL0043362 <% CZiPe|yBda8eLC2iCdpaiaJK;TM=Mn 2^ 
427318; AF1B5QB1; Hs-ITOBS; zinc Iransportar. Z|p:TM=Y:SS=M; 

426066; T94907; H8.188572; ESTa; PaH!i,CH.spectrin,(XjAanneLB.nDiiB; 2.S9 ..... ^ 

430105: X7(I297; Ks2S40c diollnerglB leoeptof. r&oDnlc; dpha polypeptide 7; rteuTjchaiL.lJD^r_chanjTwni^pkmBfie;Tl*=Y;BS=M; Z58 

411495; AP000693; Hs.70359; KlAADISeproteli^ HATPase_cbZiP;TM=M:; 2.58 

438167; R283B3; HB.2428e: ESTs; none:TI*:Y;SS=M; Z58 

41S749; N75147: H8.22488: ESTs: nan8^zM:2H2,KRAB,pkjQa5e; 2.58 

454288: ALia7554: Hs.49g2r; protein Idnaae NY[>SP15; dCMPjqrtjlaam:TM^M;; 2^ 

443605t H06865^ Hb.134131: EST5;«than(|,iQiUrans,nons; 2.S7 

429429; AAfl29725; H8.334437; hypottialical pnteh MGC4248; none.UensmBmbrai\c4; 2.57 

403088: : ; NM_003319»i1omD sapisns ttdn CTTM). mRNA mWlA^ fn3.lg3GXXSG;TM=Ms 257 

409190^ AU076536: Hs.50984: smRiaaiUpUtted seqitence; lrananembian©45TM=Y:SS=M: 2.57 

426698; AW363332; H8.171644; HocnosapleiBcDNA: FLJ22286fl6,clone KRCQ446B;1g;TM^Y;SS»M:2.56 

403328: ; : Target Ekon; GlycoJiydrQ„35:TM=Mn 2.S6 
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42S167; AF039023; Hs.1674SC; RAN btnding prolein 6; AiTnadiBo_seg,HEATJ^;: 2^ 
42B635: A»35SM7; Hs,1Q9999; purmer^lc leoeptor (femBy A group sy; 7{in_1;TM=Y;SSe=M; Z54 
4192B5: 031687^ Hs.89aBB; WAA00B2 protein: Zip:TM=Y:S8=M; Z54 

41574(^ N804B6: Hs.399l1; Homo sapiens tnRNA forFUOOOBQ protein, paiBaJ cds; CBM-21:TM=M;;3L53 

40330S: NW„(X)6S25: transmanVbrane protein (63kD). endoplssmfc reHculum/Gd^ inleiTH9dlato oompartment pWnasG:TM=Y;SS=M: 2.63 

4438M: AL135352; Ha.255afl3; ESTs, Weakly Blmtlarfei I3B022 hypothefical protein [H.sapiens]; PepikJa5e_Mta,P&plidase_M18pY^ph08phalBse: 2.53 

49D425- H06fiO7: Hs.6099: ESTs: ei-EJU>kTPase,CaBDnJ^TPas9^C.C»KU\TPa9B Jl.Hydralase.rMoa; ZS1 

401702; ; ; NiyLOOJITViHomo sapisns ATP-tjlnding cassette, sub-family C (CFTR/MRP). meirtw 6(ABOC6), fliRNA.; ABG^tran,ABCjnenbfan©;TM=*Y;SSnM; Z50 
439463: WGg304: i gb:zcf46fQl.r1 SoaresJet^heartJNbKH19W Homo sapisns cDNAdone 9. niRMAsequent»:1h3.Yj)tiosplialase,nonB; 2.50 
425975; ABOnoa2: Hs.165559: organfccddofilclransportef-lke4; sii9arJj;TH=Y:; 2,50 
4432S9r AW090601; Hb.69171: pfoteln teiase Wife 2; pkjnase,pklnasB_CHRt,nocie; Z5D 

400777; ; ; N^007325'i4oniD sapiens glutamab receptor, tonoltoph'tc, AMPA 3 (GRI A3). transcript vananl fflp. niRNA.: rcg_phBn,SBPJ>ac„3^NF_receplDf;TM-M;S8=Y; 
2.49 

426044; AA5D24gO: Hs.1702gG: ESTs; none.none; 2^8 

454564; AW807573; ; gbiMRI-STDOBB^iaSB^J-gOl ST008S Homo sapiens cONA. mRNA sequence; pWn3Bfi.nc)ne: 2.48 
41 5938; BE383507; H8.7B321; A Mnase tPRKi«^ anchor pfotaln 1; KH-domalti,7UD0R;TM=M;S8=M; 2.47 

42164&1: AW963941: ; gbiEST376014 MAGE resequences, MAGH Homo sapiens cDNA, mRNA sequence; Yj)liosphal38e.Ban(L4l.DSPc^one; 2^6 
426005^ AA377490; \ gb:EST90941 Synovial saicomaHomasapIene cDMAB' end. nnRNA sequence; 1ubuBn,FKBPvCOX6BL7lni_1»liAyulliv.C;S5FM( 2.46 
424S7S: AA348013; H6.273365; ^Sj arf,G-alp1i^inDne: 246 
415156; X8490B; Ha.7a0G0; phosphorylasa Kinase^ beta; nona;TM:=M;; Z4d 

416608; RaSTGS; ; ESTs. Moderately snilo^ to ALUB^HUMAN AI-U SUBFAMILY SX 8EQUEMCE CONTAMINATION VVARNING ENrTRY IKsaplensI; 

SH3,PQZ,GoaiiyiatBjin^S.nDne: 246 
408087; AW150S45; ; gbn(gS4(D7j(1 MaUCGAPJA4>tomo sapiens eDNA done 3*. mR^lAsequelU»[XVPPX^CJnembrarokAfiQJra^;246 
433434: AASaB429: ; 9b;no22b03.s1 NCLOGAP^Pi22 Homo sapiens cONAdone Z\ mRNA sequsncB; pHnaseiONAJia8LiBpBir,HATPasejc; 245 
446768; AVBW305: Hs.11D2B6; ESTs; ICej>20.DE[yCE^p10,ICEjj20,DED; 245 
437168; AW09019B: ; KiAA1l50 prolein; none;NA;NA; 2.45 
430177: AW969233; Ks.302746; M5rP02d protein: lUefa-^none; 245 

42227QI; AF114494; Hs.l 14062; prolein (yroetne phasphatase4llw (piathe tnslesd of caUytic arglnlna), meinhara: none;TM=»Y;: 2.46 

430680; AW1 38724; Hs.168974; ESTs. Hi^y slmlar to ALtJ7_HUMAN ALU SUBFAMILY 8Q SEQUENCE CONTAMINATION WARNING ENTRY [H-sapiens]; 

Yjjhosphfllase^AdapljnJi.YjADsphailaBe; 244 
446569; AW248031; ^^.155839; hypothetical protein MGGt2934; adh^ncPGKpSenilEkiTiyde_dh;SS=M; 244 
411502; AWa75344; ; gb:RC1-PT0009-2203aO-01 3-1D6 PT0Q09 Komo eaplene cDNA» niRNA sequence; none,pklnase,anh; 243 
430057: AW45O303; Hs.2634; bone morphogenellc prolan receptor, type lA {BMPRI A) (AUW); Adi«iuecw)Wna6e;TM=Y;SS=M; 243 
446338; AJ2figi21; Hb.205978; ESTs; none,SH^ 242 
426221; AB007B61; Hs.1l0Gt3; KIAA0421 preteui; none,RlboaomaL8B; 242 
446796; M652497; H^l 10103; RNA potymerasel (ransOTptiDn factor RRN3: none^one; 241 
428350; H1D291; Hs^74; ESTs; plun^,PBD^om: 240 

42B379; X0B026; Hs.2259! CD36 antigen, ganinta polypep&to [mrSoompleM): ITAM;TM=Y;SS^ 2.40 
432488; AASSIOtO: Ha.216640; ESTs; N3UBu|pMymp,iiooe; 2.40 

407235: D20569; Hs,169407; SAC2 {suppressor of acfn inMk»as2. yeast, homologj-lllce; none.Ribou)m^813,G@lack»vLT,^adlL^l)0ft4-C3HC4; 240 
44B595; AB014544; H5.21572; KIAA0644 gene product; LRR,LRRCT;rrM=Y;SS=#i/fe 2M 

428283; At43909G; Hs,323fl79; Homo sapiens TnRNA;cONA PKFZp564Pil6 (fromdone DKFZ})564P116); Yjihosphal3se,fti3,1|],iione: 239 

432460; H12912; Hs.274691; adenylala lunase 3; adeaytatskinase.none; 238 

429S4St AI333013: Hs.250505; tetindc acW receptor, dplifi; none^-€3HC4,BRCT,llo_phan; 23B 

429303; AW137635: Hs>44238; ESTs» WeaMy sfrnilar b 865657 alpha-IC-adrenerglc leceptor spCce fbim 2 (H-sapisna]; Pho5phodl8St.SDinak]medi(LB.EndonvdeasG;nn)e; 236 

417473; M55268: H&.62201; casein Unase 2, alptia prime polypeptide; pldna9e,ABCl:TM=M;; 2.35 

453186; AKD017GB; Hs.32271; hypotheticri protein FLnoe46; TK,DUF300;TM=^;SS^ 233 

44727 6; AUWOTflS; Hs.t79B7i hy poUictlcrf protein MGC1 203; noiie;TM=M;: 233 

44531 0; AJ242490; Vls,1S3290; Homo saptens cDNA FU1431 8 fe, done PLACE30€O4O^ none.pWnaso; 231 

432942: AF063955; Hs.279852; G proteln-coiipled rw^i; 7lia,1r0loWn:TM='Y:SS=M; 230 

434693; AW976001; Hs.337603i ESTs; none,nQn« 226 

452034; F12234; Hs7588% anl^ 3^ node of Rsnuier (ankyrin G); ZUS^dealfa.non^ 225 

423732 AF05805B: Ks.132183; Goluta canter fmiif 16 (monocarboxyfle add b«isporters), member 7; 8UsarJi;TMFY;8&=M; 226 

404956; ; ; ClOO321O*:0l|6912582lref|NR_O36524.1| pellin se^plans] gi|80D9487|dbJ|BAAM922.1| (AB; none.R3J'l4J[na9e»PI3K.C2.PI3iObd,P)CP13Kg,G2; 224 
45Z183; NMJD06504; HS.2B29B; edaptor-folated protdn complex 4. facta 1 sutninit; AdaptiiU^^Yjihosphatase; 223 

42DS29; 02625% Hs^10B44; ESTs, Moderately sImSar to 154374 gene NF2 pioEnn psapfens]: pldimOAG-F&Uhd.RBDmrDC1.GFP^TM=M:; 221 

408808; BE074219; H8.17230; tiypoftieUca) pHriehfU220Bn Amia(Silo^;TM=M;S8aR« 221 

451932; AA350854; Hs,272fi8: Homo saplacia ct)NA: FU21933 fo. done HEP04337; SH3,PH.RhoGEF:TM=Mr, 221 

432008; AW296791: Hs.193170: hypothetical ppdeInFLl2l687: UM,Sym^physln.loiUFans.KOMi 220 

455840; BE145a97; ; ob:MRimrQ20S22129»-2DM7 HT020B Honio sapiens cDNA. mRNA sequence; Pi3LPI4jki&ss^KQp]3J){4Jdnase,Pt3Ka; 219 
429238; NlUL002fl49;Hs.19B288; proldnlyroslne phosphatase, reccptortype, R; Yj)hDSphatasB;TM^Y:SS=M; 219 

430975: AA4a0055; ; gh:ab05b09.s1 Strafegene feWl roBne 937202 Homo sapiens cONA done 3'» mRNA sequence sder(ybtBWnase,Thymld|ylalaJiIn;TM=M;: 217 
407174; T79938; Hs,77062; leukocyte Inrvnunogldxinn-nffi receptor, svfatamlly B {with TM and mUdomaihis). member 5; ^.non^ 216 
450921; AAD9679Q; Hs.146Z45; ESTs, Moderatdy simfor to T17242 hypolhetlcd protahi DKFZp586Bl4l7.1 [Rsaplensl; nDne;NA;NA; 215 
427208: H0650$; Hs.92423; KIAA16E6 piotein; pUnasesTltlHt; 214 

40191^ AU)50149: ; RAKblnffing pnAaln % OreriivSH^STAWATJiKStATjiro^ 2.12 
426359; AA37640gcHs.10862;Hon» saptens ii)NA:FU23313fi8, dona HEPi1919:sdenyte^ 

439S20; W7654&; Hs.336621: ESTs, Moderately sImilartoAlJUSLHUMANAUl SUBFAMILY SO SEQUENCE CONTAMINATION WARNING ENTRY iH^apiens]; lonJranB.noneE 
ZDS 

410439s R35943; Hb,6375B; tiensfenid receptor 2; PAcTM^Y;; 205 

448666: A1564769: H&1 73070; EST, Wtokly simlerto ZN42jnJMAN ZINC FINGER PROTEIN 42 (MYELOID mC HNGER1) (MZF^I) lH.Baplen$TOnB,zf-C2H2; 204 

449543; AF070632; Hs.23729; Hoino sapiens done 24405 mRKA sequence: KJ^IoiUFans,none; 204 

453498; AA4421 03; tfe.33QB4; solute carrter family 2 (fadlitaled glucosefruBloGe transportei), number 5; su9arJlr;TMsY;SS=M; 202 

443d52: At149108; HB.14353Di ESTs; pklna5e.nonB: 2.02 

437S8&. AA761322: Ns.209662; ESTs; 5H2SH3;C2,PH,RasGAP.none; 202 

422837: AA399024; HS.118B35; inygg1ofa1n;fitoUn;TM=M;; 201 

450253; AL133047: Hs2471S; Homo sa^riens mRNA; cOMA DKF21i434DQ2l5 (from dona DKFZp434D021^; partial ods; SH3;TI**fc; 1J97 
401984; ;; Cl7OOOl46':Bi|2l436291pl11A57l86Ca2*A5ahnodirtinKrepBnd0nlpr^^ (EC 27.1.1 23) fcpWnesac 1.96 

453464; A188491 1; Ks.32989; recaptor (calcitonin) acHvlty modi^O PR^n ^1 none:TM=Y;; 1.95 
417733; Aliy4D67B; H&82503; Rsaplsns mRNA for 3inR of unknown protelt; nom;NA;NA; 1.94 
411450; W96ig; H3.127301; ESTs: pkkiasa^none; 1.82 

406303; ;;C160009229i|74991031piryT20d03lvpdheti(»lpial^ F14F4.3b-Caeiwihabdiils e1iBfl9asai;ABCJran.GTP_EFTU.PRK^CjnemfaTaiiecTM»Y;: 1.80 
42SQ09; )(582B8; Ks.154151; proTi^ tynsbie phoaphalese. reoeptortype, M; fii3ilg,YjphDsphHlaserMAM;TM:^;SS=M; 1.74 
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425280; U31619:Hs.t872:phosptJOQnd|v™vatet^coqrItInase1{soliibte^^ ne«».TM-« 
426968: AW163271; Hs-301839; fnfraoelulaf anfigen delsded by monodonst anflbody Intracellulaf hyaluronm-bnclliig protein; Y j)hospliate8e.DSPb:TWFMH 1 J3 
43256% NML013261; Hb.198468c penwsoms pidiferalhre acb'vHled tWBftoc, gsmma. coacttvator 1; fmi:ThM:; 1.51 

TAQl£4dB 

Pk&fi Unique Eos piobeset idenlilier niRtibar 
CAT number: Gene cluster number 
Accession; Ganbank accession numbera 
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Alj05tK]6aAA160485AW173S44AVinS6&06AW439860Al52l563Al702529A13936Q6AWl3B323AA57^ 

BF5935S2AA630766A1597717AtBO712dAA523012A1396250AW451857AA9742Q3Al762S77BF5l2552AW00^^ 

AAg62a57 AW516069 A15B2546 BP221924BF222E43 A18O1B08AW46SS99 AVK]Qa736Aie8662S AW235356 BMQ2ia37 AA911956 AI6B0606 

W68516TD337DAW6l1634mi653Al46a349K19588AW090198AW043993R39847 

AWa75344 AW675267 AWB75285AVUfl7528S BF361295AW&734Q2AWB75400 

BE145816 BE14S897 BF34g721 BE14S885 

AK0572fifi 81767614 81828586 AWQe93fi2 81829572 AI826D91 81819382 AL040402 



TABLE 49C 
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Unique number eonesponitns ii> an Eo» piobeset 

Sequoice soutcb. The 7 digit numbas in this soluinn sre Qanbank Menlilter (GQ nuRiban. 'Pinhan L at dL' idieis Id dia 
sequenca of tiuman cshromssome 22." Duntiain I d sl. Nature (19S9) 402:489495. 
Strand: Indlcatae OKA stiand tram which exone ware (indlcW. 
NLposHion: iodicatBsiiiioleoliiia positions of tiredictedexain. 



The DIM 



10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



Plsoy 


Rer 


Strand 


NLposlOon 


402260 


3399665 


Mnus 


113765-1 13910,1 15653-115765^116B08'11694 


4O1027 


7230983 


Mtmis 


70407-70554.71060-71160 


400991 


6096825 


Plus 


159197-159320 


406137 


9165422 


Minus 


3Q4B7-3I05B 


4D40B3 


S944029 


Mnus 


16650-17062 


404440 


752B051 


Bus 


60430^581 


400792 


7382433 


Plus 


134339^134593 


4042B9 


2769644 


Plus 


15049-15288,30267-30457 


4O10B3 


3242744 


Rus 


33192r3336D 


402211 


7689783 


MinuB 


€7414-68229 


402705 


6782736 


Phss 


89961-9Dl14,90773-g0BSS.91131-91261 


402233 


7690S02 


Plus 


90281-91477 


40S370 


2076469 


Mnus 


38980-39111 


400646 


9186605 


Plus 


39310^39474 


405484 


5922025 


Plus 


19g214-199579,190672-1939ZD^26^20049 


401345 


9928424 


Plus 


149042-148302 


400843 


91BB605 


Plus 


5a63^7O.765S77843892-9D23,967»807, 


4053S4 


9258114 


Minus 


60715-50833 


405490 


7705240 


Plus 


2D6832065D 


400755 


8119063 


Minus 


120064-120889 


404276 


9685189 


Rus 


127624-127856 


402915 


7406502 


Minus 


140-276 


40S616 


5649378 


Minus 


2752-3308 


400647 


9186605 


Rus 


4464344835 


402328 


4464283 


Minus 


13758.13922.14558-14752 


405369 


2076469 


Minus 


34183^34357.3568M57S1 


400M5 


9188605 


Plus 


3442B-34612 


403716 


7239669 


Rus 


86699^122 


402447 


9790640 


Phis 


47605-47729.51696-51821,52070-52257,5330 


404140 


9843520 


Plus 


37761-38147 


405516 


9454624 


Plus 


112707-112876,113676-113854 


405110 


8095888 


Mnua 


11894M19100 


4036G8 


8306265 


Minus 


121321-12147B 


401241 


4B27300 


Minus 


30503.30844,31 05&3124B 


405102 


8076B81 


Minus 


120922-121296 


4041B5 


4572564 


Minus 


129171-129327 


40S545 


1054740 


Plus 


1ia677-1laBO7,1ig091-119296i12l62&-12182 


405411 


34513S6 


Minis 


17503-17778,18021-16290 


40S602 


4753260 


Rus 


44647-44778 


403391 


9436337 


Phis 


4241042544.^3317.413540^684046922.6797 


403869 


7260046 


Minus 


343T9-34583 


404942 


7382153 


Plus 


92095.92252 


403142 


9444521 


Phn 


89286-90131 


400644 


91BB605 


Pkis 


24746-24a7^25Q3&-2S204 


402704 


8782736 


Plus 


37360^493 


402633 


8918545 


Rus 


26987-27778 


401651 


777D42S 


Minus 


1^44a-146864,U7784>14797t14B35l44848 


401242 


4827300 


Minus 


3261M2863 


401943 


4914307 


Plus 


65025-66371 


402BD7 


6456146 


Minus 


101542401660.103476-103656 


402603 


9909396 


Mnus 


141663-141852 


405328 


3263114 


Plus 


21399*21583 


402974 


9663349 


Phis 


124035.124321 


400987 


8086488 


Mnus 


22052-22185 


403335 


8568684 


Plus 


1 12307412524^114074-114703 


401113 


9966541 


Minus 


19419-19959 


401185 


9625304 


Minus 


177363-177091 


404537 


8247909 


Minus 


189775-169673 


4Q5266 


4156171 


Minus 


63337-63552 


402615 


9926801 


Plus 


131390-132167 


400566 


9684730 


Rus 


6446&64714 


403212 


7630B97 


Mdhus 


1S6Q374S6210 


403290 


8063176 


Phis 


ig28&'20Q76 


401342 


9906862 


Rus 


3095^242 


400471 


9931670 


Mnus 


105623-105760 


405568 


500^11 


Rus 


4618046366 


400539 


7574902 


Phis 


8559^1 


403743 


7662003 


Minus 


136463-136646 


403912 


7710730 


Mnus 


720QO-72290,72431-727D0l72929<73199 


405099 


8074292 


Minus 


114365-114S14.128635-12B831 


401445 


8218584 


Minus 


93700a38ee 


405480 


27665S9 


Rus 


3332533699 


402183 


7656390 


Minus 


100616.104296 


400749 


7331445 


MTnuft 


91629293 


406139 


916676B 


Minus 


72397-72602 
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402129 


7704953 


Minus 


16B156-I66365 


4DDG45 


8117693 


Minus 


58471-58716 


403201 


9968297 


Minus 


I097fi2rl09934 


403509 


B308266 


Minus 


125974-126320 


400719 


8118911 


Minus 


4457944656^94-45467,46449^6641 


403088 


89M241 


Plus 


169594-170193,170504-170808 


403328 


8469086 


Minus 


120428-120703 


403305 


8099945 


Plus 


114832-114805 


401702 


1871197 


Minus 


68182^8325 


400777 


B131663 


Plus 


70745-71121 


404958 


7387343 


Plus 


5588^6203 


401917 


9S02466 


Plus 


25054-25229 


«19a4 


4454511 


Plus 


103625-104024 


406303 


B57S868 


RU5 


173622-173766 



Table SQA Bsls rfnut 41 4 ganas tip-r^ulated tn notKsetnlnomaloDS iniExed germ oel ts^Ocular csnc>ar compared lo nonndt adult tissues. These weed selected from 59580 piDbesatB 
on the Affymeblx/Eos Hu03 GeneChIp array such that the ralb oravBrage' ncn-sefTiinofnafaxis mixed gsnn cell testicutar cancer to "average" nonnal adult tissues was greaGer than 
or equal to 2. Ttie ''aver?g8* non-semfnomatous mixBd gsnn cqO losficulsr cancer levd was set to B5th percentile amongst non-fiemlnomsfous rnksd o^m cell testicular cancers. 
Tin 'avo-aga* nomia] aduU tissue levs} was set to the 951li penxflUie aimngst noiHnaHgnanl Ussuos. In order to remove gena^speclfic background lavets of nonspecific 
hyfaridrzalioii, Ihe lOth peroenfile value amongsl flie ran-mallgnant Rormsl body tissues was subtracted Itam both itie numerator and the denominatorbetbie the ratio vfas evalualed. 

TsfalB SIA lists about 518 ^nes up-regulated In eemlhoinatQUS testicular cancercon^red to nonna) adidt tissues. These were selected from 596B0 piobesets on the Af^metdx/Eos 
Hu03 GeneChIp ara/ such thai the ratio of "averager EBnUnanatpus tasb'culsrcancer to 'avenage' norniol adult tissues was greater than or equal b Z The "average" semlnomaious 
testtcsiar cancer level was 9st to the asth peicenlite amongst semkiomatous tesHcularcancere. The 'average^ nomnsi adult Hssue level wes set to the 95tli percenfilB amongst non- 
malgnanl Ussugs. In order to lemowe gen&spedBc badtgrmind levels oE non-spacific hybidization. the IdBi peioenb'te value amongst non-mslgnanl nomtat body (issues wea 
subtracted from both the numerator and the denominator before Itie istto was avdurfed. 

Tiriile 52A lists about 673 genes np-reguIated In testlcutar cancer (nonWiilnom^ous and seminamatoiTs) compared to normal adult tasbcular tbsuss. These were selected tram 
5S6B0 pmbesels on Ihe Affymetrlx/EoG Hu03 GeneChIp aray stictt that Ifia raliD of "atrerage" tesb'cular cancer to "average" normal lesliciiiar adult dssires was greater than or equal to 
8, The 'average" tssUcular cancer level was aetto ttia 76lh percenble amongst teslteular cancers. The 'average" norma! aduK testicular tissue level was set to the 95th psncentile 
amongst noiwraKgnant tasUcular tissues. In order to remove gene-spedfic bac^round levels of iK>n<epeci&c hybiidizatioo, the 10th percentile value amongst non-TnaTignant nonnal 
body tissues wm subtracted fioin bolh the numerator and the tienominQtor before ttia raiio was avduatod. 

Table 53A lists about 735 genee up-regiilated in testicular cancer (non-semlnomatous and senifnomatouB) compared to normal adulttlssuss. These ware selected irom 59680 
probeoets on tfia AffymetrixyEos Hu03 GeneChip awf such that the raOo of 'average* testicular cancer to 'average' nomial afult fe'ssuas was grealer than or equd to 3. The 
'avsrqge' testicular cancer levd was set to the 95lh peicenpie amongst lasQcUIar canceis. The 'average' nornicil adult tasue level was set to the 95lh iieioetitile amongst oon- 
mallonant lissuee. bi older to remoue gene^pecUlB bachgiouad levels of non-spedlic hybtktlzalloni Ihe lOtti peioentSe value amongst non-maHgnasl nornial body Hssues was 
sobbaded from both Ihe fnnnerabr and the denoninaitor lieftxe the raUo was evatuajfasd. 

Table 54A Qsis about 476 tostl-Epei^c genes downregulsted tn fesfccular cancer tnon-seminomatous and seminom^us). These weie selected from 59680 profaesets on the 
AfiymeliWEbs Hu03 GenaC^lp array such that the ratio (R1>or nonnal testi to normal adult tissues was greatorthan or equal to 3. Rl wascaitnibtsd as the mean numberof 
intarquartile range values over the median nomnal adult body tissue expression among nonnal tosHcular samplee. The raHo {R2) of 'average' norma! Issf to 'average^ testicular 
cancer among fhese genes greater than or equal to 2. The 'average'* nonnrf fasti level was eat to the 50th petoentiEe amongst nofmol testis. The 'average' nonnal testicular 
cancer level was set to the 961h peivenllle smongk tesHcular caQcaraarptesL In onder to remove gen&^pectfc background leveb of non^pedflo hybridization, the lOlh peicentile 
vduB amongst nonsiiaVgnant normal body tissues wae sufalraclBd from bolh Ihe nuraetaitor and Ihe denomlnaitor befcm the i^ was eivaluatad. 

TaUe S5A Ssts about 588 genes up-regulated in non^-serh^nomatoiis mixed gemi cdl tasb'cular cancer compered to nonnal adult teslicutar tissues. These wen eetoclsd ftom 58680 
probesets on the Af^meblx/Eos Hu03 GeneChip ar^ such tiiat the ratio of "averogeT non-semlnomatous mbced genn call tesUcuIarcancerto 'averager nomid aAAtesBcular 
tissiiBs WB3 greater Hian or equal to 4. The 'averaged noti-sernlnoniatou& mfxed genn cell testicular cancer level was est to Ihe 05th peicenSte amongst nonrSsmBiomatous mixed 
genn oeli testicular cancers. The 'averager noimal adult testicular tissue level was sat to the 55th percentile amongst nQn-mdi^ant testicular Sssues. In order to lemove oene- 
spedNcbachground levels of non-speclRc hybrtdizab'on. Oie lOtti penosnDle value amongst non-roaHgnant nonnai testicular Ossues was subtracted from both Ihe numerator and the 
denomlaator before Ihe ratio was evaluated. 

T^le $6A lists about 812 genes u^Hegufated In senfnotnalous testicular cancer compared to nomnal adult testicular tissues. These were selected from 99680 probesets on Ihe 
AfiymetrixSos Hu03 GeneChIp anay such that tiie latfo of "averager sam^nomatoue testicular c&ncer to 'average' nomd adult testicular tissues Mas grealer than or equalt to 4. The 
"averager saihlnQmatous testicular cancer level was set to On 50lh peicenh'lB emoigst semlnomatous testicular cancels. The 'averager normal adult tissue level was set to the SSUi 
panaentila amongst noiHnallonarit tosficilar tissues, la aider to tefflove geneepedflc bacdcgnund levels of non-specific hybddbratton, the 10Ui penenttta value amci^t non- 
mal^iiant itonnsl fesficular tissues was subtracted from bolh the aumeiator and Uia dsnominalar betore the ratto was evalufitod. 



TABLE 50fc 

Pkey: Unique Eos ptobeset Identifier nutnber 

ExAocn: Exemplar Aocesston number, Gerifoank aooeaaian number 

UnlganelD: Uid^ene number 

Uiitgene TitlB:Unigen9 gene tide 

Rl: Ratio of floa-seminomatoiiB mbied genn eel testing cancaroompared to nomfid aduit Gssnes 




432666 
432730 
450501 
418696 
4234S8 
426664 
44B9B1 
407710 
42S4fi6 
451106 
417407 
420759 



AW204069 

AW6652fl 

AFDB1513 

AVV959433 

AI204212 

AKnD1666 

W968719 

AWQ22727 

AP155827 

BE3Q2701 

AA923Z78 

T1183Z 



HS.13135B 
H8.25195 
Hb.32629D 



H5.189095 

HB.1953a7 

Hs.23616 

HB203063 

HS.259G0 

HS.29D905 

HMZTTO? 



E^Ts, \Afe8ldy BimiTar to onnaraad preton 

ESTs 

TGF-heta4 

hKWthBVcdprototoRJlZSBl 
EST8 

similBTto SALL1 (sal (Drasophlfl^ihe 

ESTs 

ESTs 

l^palhefieal protein FLJ1Q339 
ri-MYC oncogene 

ESTs. Vltealcty sindlar to pratoasB {H. sapi 
Homosapisns cDNA FU11381 lis. clone HE 



74.60 
50.55 
47.85 
4406 
36.60 
30.60 
26.40 
24.00 

laas 
lajBS 

1&40 
18.25 
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42457a AK0Oig73 Ks.lSOBgO hypcthelical protein 17.66 

41875S AA2S22S4 Ha.226949 ESTs 17,20 

404396 TangelExDn 1S.15 

447534 AWgS3935 Hs:2e8655 ESTs 15^0 

5 456647 AI3604S6 Hs-37776 ESTs 15.00 

446B79 W5S4443 48.197683 ESTs 14.B0 

43891 S AA2g0174 H6.285BB1 Williams-Beuren syndroms chremosomfi regl 14.75 

452838 U6S011 H5.30743 ppeferentially exprBssed an!Igen tn mela 14.70 

^_ 449322 AIB3BB16 Hs.196668 ESTs 14.35 

10 41QD07 Ml 3909 Hs^169 matrix me^altoprctelnase 1 (InteiBli&ai 14.20 

443776 BE302464 Hs.3DQ57 MRS2(& cerev1s!as>^lk9. magnBs'iumhom 12.95 

433330 AW207084 Hs.132816 hypolhellcal protein MGC14B01 12.70 

410102 mZA&SOB Hs.279727 EST3:harTto)GguaorPEM^[!Ctona8avlgnyf 12.55 

447186 K65423 H9.17631 hypottidlicd prata'n DKFZp434E2135 12.43 

15 406547 TorgelExon 1235 

43464d M738254 Hs.16539a ESTs, Highly MIsr to A40350Iransorfp 12.10 

428227 AA321649 Ks.224S snialllnducihld cytokine subfamily B (Cy 11.65 

409908 BE296227 Hs.250BZ2 seiine/tfiieonHie kinase 15 11 J5 

437099 N77793 Hs>«6S9 ESTs. HIghty similar to S14458 lanraim a 1105 

20 430B7G AF0fi4868 flb:Honia aapoeas envelope plblfiin R103( 10.06 

426B66 U02330 Hs.172ai6 naumgidinl 10.05 

446791 A1632276 Hs.ig5922 ESTs 10.C5 

433159 AB0368gB HS.15QS87 Mne6lTvlltepi6tBin2 9.85 ' 

_ _ 420479 Y00Z72 H5.3345e2 CQllirAnsibnGycle2,61 toSandG2to 9,95 

25 427521 AVV973352 ESTs 8.92 

452291 AF015592 HS.26B53 CDC7 [cet{divisioiicyde7,3.CGrevf&l 0.90 

427466 AA974433 fitirolilast growth factor 4 Oiepsiln seer 6.S2 

426266 J00O77 Hs.l55421 dpha^fetopnjtehi 8JiO 

40B4G5 AW19G940 H6.2S3Z77 ESTs 8.47 

30 444971 AI661116 Hs.148G5S ESTs a35 

413318 AUOTGOO? >ts.752e5 Inter^pha (globulin) lnhibitar.H2pd 8.36 

425769 U72513 Hs.159486 Human RPL132pa8udogeflemRN^coniptotfi 8.00 

409731 AA125985 Hs.S6145 1lvin»in,bela»klenlMedliineutobl8rt 7.95 

42490S NMJ)QZ497 Hs.l53704 NlMA(nevwlninno6lsgenea>iQrslBdk 7.75 

35 412265 AA101325 H&.86154 hypdhetfcsi pivtsi n Fyi2457 . 7.6S 

407340 AA810168 Hs.2e42B9 viii^D-sasaciatedpiQtelnVrr-l 7^ 

4538B4 AA355925 H9.3G232 KlAA0186gen&prixtuct 7.38 

422956 BES45D72 Ks,1225r9 ECT2pfX)toln(^pHMl9leelltransfM 7.25 

^- 432239 XB1334 Hs.2936 maMb(m8l3nDprolflSnB9a13{collagene&e 7.25 

40 440119 AA865455 H&.126331 ESTs. Moderaklysfmllarb unknown [Rs 7J22 

431B4D AA53490a H5.2B60 POU(lDmatn.cl83s5,transcriptiDnfBi:lo 7.13 

435918 AF263538 Hs.86232 growth diffsrenOaUon^ctEir 3 7.13 

412537 AL03177e nttdoertisnacililloiilaclQrY, alpha 7.08 

416658 003272 Hs.79432 1ibriiria2(conoenllaIoQnlradiflal£ra 7.05 

45 428916 AF003QD1 Hs.194562 teromeric repeal binding facl9r(NlMA^n 6u8& 

4240B5 NM_002914 Ks.139226 cepltcaUon factor C(activalor 1)2 (40 a75 

453392 U23752 H8.32954 SRY(sexdBt»iWii^gieo]onYH>i»c11 6,75 

437052 AASGIfiSf? Hs.12Q69l ESTs G.75 

425427 AI652662 H&.15720S braiKhed chain ariiTnotr^nslffBse 1, cyfos 6.72 

50 443523 AKD01575 Hs.9536 hypothetii;rfpititemFU187l3 6.71 

457465 AW301344 H3.122903 DNA replic^on faclor 6L62 

442332 AW2a6560 HS.2S35G9 ESTs 6.54 

427711 M3165d Hfi.18040B sduta carrier taml^ 25 (mHochondrid' 6.30 

453913 AW0046S3 Hs.7d934 mu(S(Ec(Mi)homo!o9 2 {Dolon cancer. 6.30 

55 4485B8 At970276 Hs.15Gg05 KIAA1676 6.12 

436603 AA82&980 Hs.192371 down syndrome criljcalteglon protein D6 8.09 

415857 AABOSIIS Hs.127797 Homo &9pleti5cONAFUl1381 lis. clone HE ELS5 

412642 BE24459B Hs.809 hepakx^togiwiU factor {hepapoi^'n A; 5.06 

^_ 443068 A118B710 E^Ts 5.85 

OO 438450 At050e66 H3.6S853 nodal, mouse, homotog 5l81 

4412B7 AW293132 Hs.131373 ESTs 5.80 

425672 AB01107e Hs.1583a7 tindjEfQientialed embiyonio cell franscii 5.76 

416747 AVU87GS23 HS.1S929 hypOthelk»l pTOlelR l=tJ12910 5.75 

43G902 AW247145 Hs.192729 ESTs &70 

05 441627 AA947552 Ks.S8086 branched diain ainVioljansferase 1» cytos 5lG0 

440304 BElS9g84 HS.12S395 ESTS 5L60 

432407 AA221036 H&.13273 gbzrOanZrl Strata KT2 neuronal pr 5.56 

438812 AW29W67 gb:UI-H*WO*ajp-g^JWmi^l NCLOGAPjSu 5.55 

_^ 423G73 BE0D3054 Hs.1695 matrix mebDopnriBihasel 2 {meoophaga 5.51 

70 431354 BED46993 Hs.251673 DMA(cytostae^-inetliynransfBrsBs3faa 5;51 

430044 AA464510 HS.152B12 ESTs 5^47 

437036 A1571514 Hs,1331»2 ESTs 5.46 

435663 A1023707 Hs.134273 ESTs 5,40 

__ 427667 AK001279 H5.18Dt7l HomosaplenBcDNAFU10417li9,doneNT 5.40 

75 416111 AA033ai3 HS.79D18 chiiiina&i8S8einbVMw1,subunltA{ &21 

447254 NKUXMISS HB.l790a origin reiX)gn[EbneDmpfax,sUbuii[t1ty 5l15 

434551 BE387162 HS.28DB5B ESTs, Highly siaiKfir to A35601 DN A e»B SL15 

430272 X04e95 Ks.237658 aporp)protela Ml 5.12 

_^ 427961 AW293165 t1s.143l34 ESTs 5.05 

OU 424315 AWei4850 Ha,193384 pula)3»w2BhDapnAern 5.05 

409798 AA2IB5B7 Hs.30237 ESTs.VfeBhiydnillartoAUUBjnJMAN IHI &00 

418477 AW0229B3 gb:dr46li12.y1 MDrtonFetdCoctilaaHonio 5.00 

418378 AVUS62D81 gb:EST374154 MAGE resequences, MAGG Homo 4S5 
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4302S5 AKOOSTOS Ks.323B22 }kmosaper6mR^IAIb^KIAA1551 prrt^ 4.94 

443537 D13905 H6.203 chotocystoUnln B leoeptor 4.92 

431494 AAS91355 Hs.298312 hypoV»ScaJprolen DKFZp434Al3l5 4.90 

416G&1 M634543 Hs.79440 IGF-II mR^bi'ndlng pcolsin 3 4.85 

5 423642 AW452650 Hs.157l4B hypdhetlcdproteln MGC132(>4 4.60 

449S92 AI655494 )b.1957l8 EST? 4.75 

407300 AA10Z616 Hs.120769 gb:zn4aeD7.s1 SIralagenB HeU oell 83 93 4.73 

420333 AJ0013B3 H5.970a4 lymphocyte anligea 94 (mouse) homoloo [a 4.68 

44670D AW20BZ57 Hs.t56326 Human DN A sequBira from done RP1 1-1 4SL2 4.61 

10 445537 AJ24S671 HS.12B44 EGF-]Ilce^omain.muHipte6 4.eQ 

446966 AW372914 H8.86149 phoEphdnosHd 3^l>D5ptiate-t^ding prol 4.50 

43957Q T79925 Rs.269165 ESTs, Week]/ sfrrilar to AIJU1J4UMAN ALUS 4.S0 

440006 AK00D517 Hs.6B44 NALP2proleln; PYRlK-ConlainlngAPAFI-K 4.48 

402145 Targe* Exon 4.4a 

13 403750 BE294069 H&.93581 tvpcthslicd prolein RJ1QS12 4.47 

453289 AUCaiei Hs.144627 ESTs 4.45 

430252 A1638774 HS.10S328 testes devetopment-ralfllcd NYD^P20 4.40 

422689 AW89fiS65 gb:RC3^297-2d0ia(H)13403CT0297Hoino 4.32 

_^ 426427 M8G698 H5,16ga4D TTK protein kinase 4.30 

20 420047 A147865B Hs.g453l bcefeldlnA^nht^lfBd guanine nucleotide 4.20 

430287 AWt82459 Hs.125759 ESTs. Weakty similar to LEU5_HIM^ LEUKE 4.18 

419635 NM.005033 H8^172a polym/osllis/sdeiodenRna autoantlam 1 ( 4.15 

416208 AA236n6 H&.7g07B iyiAD2(niltoUcm5l48(ictanl. yeast, h 4.10 

4381BB AA779975 HS.1288S9 ESTs 4.10 

25 43S514 AW592e04 ESTs 410 

442333 A1650S77 Hs.1 29302 ESTs 4.05 

413627 8E182082 H6.246973 IntaonofBlcBudalDhoniolQg 1 4.0D 

445140 AI650S99 HsulSTSlS ESTs. Vfe^sImit8r1oSCP3 MOUSE SYKAP 4.00 

448038 AWD1&D73 Hs.232026 EST8«Vlto^^ilBrlDRD59_HUMAl4S2KD 4.00 

30 456814 AI498957 Hs.170361 ESTs. VVa^ysimnQrl&Z195_HUMAN ZINC 3.95 

419423 026488 HsJSOSIS KIAAQOO? protelR 3.95 

440527 AV657117 Ha.184t64 EST6,ModeFal0ly8vnil&r(DS65657 alpha 3.95 

441553 AA2fi1219 Hg.121296 EST* 3.95 

432415 716971 ' H8.2a9014 ESTs,V)fe&My5lmaartoA43832madn2p 3.91 

35 409757 NML00189S Hs.l23l14 cyst^nSN 3.89 

432281 AKDD123g H&.274263 iQrpoUieHcsI prolan RJ10377 3.6B 

450351 BE547267 H5.59701 !iypothe&GaIi]ioteBiMGC13183 3.65 

403780 C40Q1759:Siri332S0{Bp|Pm74|R05OIUMAN 3.84 

421917 AB020943 Hs.1D9445 KIAA1 020 protein 3^ 
40 417153 X57010 Hs.81343 coltsgen. type II. alpha 1 (primary OGto 3.B4 
429120 AK0D1573 HS.19653Q hypotf^ttcalppOtethFU 10811 3.62 
41(n93 AJ132S92 Hs.59757 zinc Aioerpioteln 261 3.80 
453922 AF0S330G Hs.36708 budding UiilRhlbltodlqrfaBiiziindazolesI 3.80 
415B29 AW450198 Hs.ie3r42 ESTs 3.78 
45 440953 A16B3036 H5.124135 Hamo sapiens cDNAaJ13051ite.€toneKr 3l77 
4397B0 ALlCgSSa gb:Hwn(> sapiens mRNAfuKlengtblnMrt 3.70 

422938 NKLO01809 Hs.1594 centromsre protein A (ITkO) 3.6B 
415947 U04O45 H8.78934 nuitS(E.Gdi)IiQn]oto92{Doiancanoef, 3.66 
423123 KM_012247 H5.124027 SELEMOPHOSPHATE SVrnHETASE ; Human sBlen a65 
SO 420900 AU)45633 H5.44269 ESTfi a€5 
426572 AB037783 H&.170623 Kypath^c9lpitilpoiFUlf183 3,65 
426496 D31765 H3.170114 K1AA0D51 protein 3.60 
4524G1 M76223 Hs.10ai06 IranscripHon factor 3.60 
418379 AA218940 Hs.137516 fidgeSn-lksl 3.50 
55 442573 H933fi6 Hs.75B7 branched dtsitnainlQiriians^OTl.cvtQs 3.48 
428301 AW62B666 Hs.gB440 ESTs, VtfeaMy simHff- to 138022 hypolheB 3.45 
419384 AA490666 H5^429 BST9 3.44 
453932 AW0D6a03 HB,3292gfi ESTs, Weakly simitar lQ(deflrna not ava a43 
446293 AI42Q213 Hs.149722 UM domain tFanscription factor UM-1 (h 3w41 
60 422094 AF129535 K8.2720Z7 F4»KQnVpral^5 3L4D 
418661 N^a)1949 Ks.11B9 E2FtransafpfiDn factor 3 3.40 
423196 MB1933 Hs.1634 cell divfeion cycle 25A 3.39 
424153 AA451737 Hs.141496 MW3E^kB2 a38 
417705 AW134952 Hs.t75220 hypojIhelicalp[61stnFU14541 3.37 
65 443715 A)5831B7 Ha37Q0 cydhEl 3.34 
42Q2B1 AIB23B93 HsJ23494 PredkMcaBoD efflux punQ) 3.34 
449571 AWQ16812 Hs200266 ESTs 3.34 
424687 J05QI7Q H8.151738 [nalrixmetdlopRitBlnaBe90ielattnaaBB 131 
„^ 452007 AAOOasSS Hs.162434 E8T6 3.31 
70 4227S6 AA44l7a7 Hs.119689 ycopioteln hotmBnaa. dpha pdypepBde 3.30 
4216SD AA7ai795 Hs.122587 ESTs 3.30 
418355 L42963 Hs.1165 ATPase,H7tFan8pot1inB,nong&£tnc G^p 3,28 
438494 AAS08678 Ks.130183 ESTs 3l23 
424568 AI=DD641B H6.150595 c¥bM:hronwP450.£ui)iiamIy XXVIA^potype 3.22 
75 433764 MIV763676 HS.399B2 zinc finger protein RH^(Nli4JB3929) 3.20 
427642 mm HB.Sa34 ESTs 3.20 
414747 iJaG672 >te.77204 centiamere prolain F (35Q/400kD. ndtDsbl 3.18 
403432 NIUL001622:H(miO5ai|iten6alpha'24lSQiycop 3.18 

_^ 442618 R56222 Hs.285l4 ESTs ai7 
80 4t5799 AAB537S8 H&225B41 DKFZP434D193pnlHn 3.17 
41G0DD R82342 Hs.7g85B ESTs^WbaMyslmllarto S65657a)phB-1C- 3.15 
450431 AW136797 K5.286941 ESTa 3.13 
433800 AK)34361 KI6.1351S0 lui^ Vl»4 cell membraKKSSodalBd gly 3l12 
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430835 A1240006 Hs.19232e ESTS 3l12 

419741 riM^0Q7019 Hs^3002 ublqid^n c&rnar pfotein E2-C 3.tD 

417791 AW9B5339 H5.1 11471 EffTe 3.10 

434609 R76593 0:yiGOc11.r1 Soares placenta Nb2KP Homo 3.06 

5 430253 AK001514 Hs.23BB44 hypotfietfcal prolBln FLJ10652 3.04 

411975 AI91505B H6.1445a3 ESTs iOI 

430491 AL109791 H]^415S9 Homo sapiens ruRNA full iBnglhiRsedcDN 3.00 

413943 AW294416 H&144687 HoinosapiafiscDNAFLllSgBI flB,c{onoNT 2.99 

440207 AI371978 HB.12e3a6 ESTs Z98 

10 435726 BE535787 H8.1t3170 ESTs Z97 

432840 AKD01403 Hs.279S21 hypothetical protein FU2D530 2.97 

450149 AW9B978t H&132863 Zic family msfnbsf 2 (odd-paired Drosopht 2.95 

435373 AW665538 Hs.1 17689 ESTs ^ 2^ 

462571 W3t518 Hs.34e65 ESTs 2J8tZ 

15 454679 AWB1311D gb£M4-5TaiB9^51099fl21-f05ST0183HoiTio Z91 

414972 BE2&37d2 Hs.77695 KIAAOOOS gene product 2.90 

437495 AA45237a Hs.14666& Homo sapiens nVRNA;cDNADKFZp547Jl2Stfr 2.90 

420092 AA814043 HsJB8D45 ESTs 2.89 

43837B AW970529 Hs.fle434 hypothB«C3lproWnFLJ21816 2.89 

20 434414 AT79B376 flb:ti34li07jt1 Na_CGAP.Ov23Homc)saptBna 2JB,7 

422746 NhL004484 H5.119B51 glypicaa3 2.67 

446258 AI283476 H&2fi3478 ESTs ZDS 

444371 8E54Q274 H&239 fot^e&dtioxMI 2.86 

409517 X90780 trtponia*. cardial 2.86 

25 414034 U89Z77 H5.30S985 earty devfilopiiiBiit regulator 1 ffiomdloBi^ 2.84 

443169 AJ038687 Hs,133338 ESTs ZB4 

447519 U46258 H9^9665 ESTg Z84 

453785 Ata6B23G KS.2S3732 EST8,MeidBiHlBlysinnnJartoAl.U1J^UMANA 2.84 

^ 406687 M31126 rndm melalbpnitelnase 1 1 (stromtfysin 2.83 

30 416201 AA467752 H5.1S5161 ESTs Z63 

412140 AA219691 M&73625 RAB61n{er«cfing,kiii&sin-lke(ralMnss 2.B3 

457191 At376228 Friend Isukeniia vlms Inlegatlorvl 2.82 

410704 BE076754 ^.CMl-BTGeO1-18020O'121-b1OBTDG01 Homo 2.81 

413646 BE155042 gb:PM0-HT0349-1D1299<»2-E04HTD349Homo Z8D 

35 421307 BES3997e HS.10330S Homo sapiens niRNA:cDNAOKFZp434B042S(f 2.75 

427719 A1393122 Hs,134726 ESTs Z75 

461684 AF216761 rts.26Bl3 CDAM 2.75 

414590 NM-0D050G H5.78530 coagdtaUoD factor 11 (Mvottblh) Z74 

^ ^ 442032 AW016786 ESTs 2J3 

40 437123 AL0402e5 Hs302DS3 Hotnosaptensrrt?NA;cDMADKF2p5MM193{rr ^72 

446526 AUQ76640 Ks.15243 nucteotar protein 1 (120kD) Z72 

442007 AA301118 Hs.142d38 mciwlar phosphoproldn Nof^ 2.71 

438180 AA80ei89 Hs.272151 ESTTa 270 

453800 AW003582 Hs,226414 ESTs, Weakly simlar to AUJU1UMAN ALUS Z7Q 

45 423765 R238S8 HSu143375 Homo haptens, ck)netMAOE:3840937,mRNA, Z69 

420949 AA9340B3 H5.13836 ESTs. Wbatdysimjlar to (38022 tiypothefl 2.69 

413813 M96956 Ns.7556l terakKadnDtna-derivBdorowmfacforl Z68 

433914 AF1QB138 HB.112t60 Honwsa^lesiG DKAhQlcasehHnotog(PF1) 2:67 

445413 AA151342 Hs.12677 061447 protein 266 

50 44B769 1)166037 H&38t79 EST« Z66 

411022 AW936a76 ||bcQtf4-DrOQ21*3012g94)71-1D5 DFFG02t Homo 2.65 

423BQ0 AI633559 Hs.310359 ESTa 2.65 

447175 Ai3B5208 Hs.293606 ESTs 2,66 

4141S1 AW976468 Hs.257245 ESTs 2j65 

55 448877 A1583698 Hb.253313 ESTs 2.62 

427584 BE410299 HQ.179ne v-nvbmAanmyaloblastoBlsvirrfcineogBfi Z61 

440691 AA431599 H9.132799 hypotheScal protain FU23451 2.61 

449665 AI655391 K5.143375 Homo sapiens, done IMAGE:3840937,niRNA. 2JB\ 

453775 NMJD02916 Hb^6120 • re|}1ibfiilonfedorC(actfvator 1}4C37 2.60 

60 429228 Al&5a633 ESTs 2.60 

410929 H47233 Hs.30643 ESTs 2.59 

427526 AU077143 Hs.179565 iii7nfchroino8oni8ma]n1onanoedBfi{:Hnt{Sw 168 

446142 AI754693 Hbl14S96B ESTs Z56 

445093 A12I)7197 ESTs 2.56 

65 413886 A]4692t3 H6.71404 ESTs 2.55 

447733 AF167482 H8.1940D MAD2(nillattcarraGidBlicienl. yeast. 1) 255 

420218 AW958037 itxjsomal protetn U 2JG5 

407275 At3G4166 fib:qvf34h07,x1 NCLCGAPJlA4Ttofi»89pl9i8 2JS5 

414312 AA166e9i Hb.191060 ESTs 255 

70 421535 AB0023g9 H8.105478 |Aiosplxiritx»ylfbiiiiyl^n(iriEfinasynlha Z55 

439979 AW60Q291 H&fi829 hypotheSca] pnslsin FU1O430 2J5Z 

426075 AW513691 Hb.270149 ESTs,W8BMyslmllarto2109260ABoe» 2.51 

435096 AA664977 ^fflU73b07.s1 Na.CG/VPjOvl Homo sapiens 2.50 

„^ 422468 AA35521D gb:ESr63589 JuikdlT^lbVHomoeaiplen Z50 

75 449576 AW014631 Hs.225068 EST« 250 

416684 059356 sorbitol dehydrogenase 250 

452226 AA024a9B t^.157l03 ESTs 250 

421451 AA291377 Hs.S083l ESTs 2.50 

^- 424308 AW975531 Hs.154443 rdnitihramosome maintenance d9fident (8. 250 

oO 416203 X54942 HS.B375B CDC28 protein Kinase 2 249 

453941 U39Q17 Hs.36B20 Bloom syndiOmB 249 

413762 Amil479 H5.84B FICS064ilidlnapiOldn4{59hO} 249 

4496S5 AI021987 U8.SB97Q ESTs 249 
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430521 NM^0l63a3 Hs^42183 HOM-TES-85 tumor antigen 2,49 

447444 AKQ00318 H9.I86I6 hypolhelical pralein FU2031 1 2.48 

414618 Al2fi46Q0 Hs.9697d hypolhefa'cel protein MGC10764 2.48 

_ 445563 )J»L005993 HS.12&70 Kibulln-spedfte chaperoned 2.47 

5 452404 AW45G675 Hs,212709 ESTs 246 

444823 BE2629S9 Hs.12045 putative protein Z46 

427675 AW13B190 Ks.ia0248 2^ncfinB9rpio1e)n 124{HZF<16) Z45 

444153 AF116B4B K8.ia431 dead niger (DiDSQph1a]-lilcB 2 (bright 2.45 

436211 AK001581 Ks^BZa hypalhetica] protein FLI10719: KIAA1 794 ^45 

10 416734 H61213 Hs.14825 ESTR.lflteaWyslmHaf to KIAA1 503 protein 2.45 

433183 AF231338 H8.222024 transcriptk>n facto- BMA12 2.45 

447350 AI375572 v-oib-a avian aiythroblBstjcleiilcsnilavi 2.45 

428728 Nhl.Dl6625 H5.t91381 hypotteScB'lprDleih 2.43 

407325 AA291ieO Hs.328476 ESTg, Weakly similar to dtemaOvdysp 2.43 

15 410276 AI554545 anglopofellh.2 242 

444670 H58373 Ks.33293a !iypaU)9ticsl protein MGC537D Z42 

419029 AA233397 H&^2gO hypoihelica] prtiteln FU125B1 2.42 

437«» ^mlm ests 2.41 

414B12 X7Z755 H6.77367 monoldnB induoBd by gamma in te i feron 2,41 

20 425202 AW952282 H3.152049 ESTs, WeaMy similar la 138022 hypolhefi Z40 

426212 AW962253 Hs.t7l818 ESTs Z39 

423787 AJ295745 Hs.235204 nudesrporecompleJcprotBln 238 

425G01 AW62S4S5 Hs.140720 GSK^ binding protein FRAT2 2^ 

449576 AW38D57S Hs.203657 ESTs 2.3B 

25 429467 NNL004477 t^J203772 t=SHD ragnn g»ie 1 237 

453227 AW13fi862 Hs.243991 ESTs 2.37 

417833 AWQ03251 H6.86264 hypotteScal protein FU14549 2.38 

451999 AWl7e4Q1 Hs,Z7424 fiEAE]|lH{As|>^if-AI»AspftrB}bo3cp[]lypep 236 

407910 AAB5Q274 H&41296 fibroneclinlaicInBrlchlnnsniembnanep 235 

30 418B66 T65754 gb:yc11c07.6l Stratagene luno (837210) H 235 

410D6O NM_001448 H8,58367 QlypBaa4 235 

449138 AW294215 Hs.ig5631 ESTs 235 

425159 NNt004341 HS.15486B carbamoyl-plu^sphate synttistdGe 2, aspatt 235 

434808 AF155106 Hs.256150 Homo sapiens. Similar to RlKeMcDKA2B10 235 

35 435481 AAa79597 Ha.5199 HSPO160piGtobSEn1arbiibiqui6n^n 234 

41D275 UdSGSB Hs.61796 tmnscripb*on^rAP-2 gamma (adfvat 234 

407616 AL021938 Hs.40154 |umonjl(nr»U68>homolog 234 

417777 AIB23763 IHs.7056 ESTs. Wi^aldy similar to 176885 serfnaftfi 233 

401704 NM_Q21195^:Homo sapiens daudn 6 (CLDriG 233 

40 449670 1^693 Hs.&56Q3 Homo sapiens tnRNA;cDNAOKFZp434K2172(r 2.32 

424081 NM_0054t3 Hs.139120 c}bonuctea6eP{3QI(D) 232 

422809 AK001379 KE.12102a hypothetical proleiiFU 10549 231 

423271 AR)39B50 H3.19S515 cTaad ringer (OiQ6Qph1la)-Gte1 230 

432665 A1753709 H&1524B4 E8T6.We^y simile to l3B022hypothetl 230 

45 421379 Y15221 Hs.103982 smalinducfblacytotaiesubraiilty B(Gy 230 

4101B6 AK)001376 Hs.S9346 try potheOcalpiciteinFLlI 0514 230 

44675S AW5D3807 HK.219D7 histonefioetyttransferase 2.30 

403433 NM_001622:Homosaptensalpha'2-H&glycop 229 

441031 A1118684 i^7645 fibrinoQen. Bbetapolyfnp&la 229 

50 419594 AA013Q51 Hs.S14t7 topdmerasefpi^/^HUiidingpra^ 22B 

4072S9 AA135159 Hs.203349 Homo sapiens oDNAFUl2l49flB,ctone MA 227 

425910 AAa3Q797 H8.1B4760 CCMT^xm-UncSngtranacripDanfiKtor 226 

401 220 branched chain amlnQbransferasa 1, cytos 226 

453985 N44545 Hs^1fi66 EBTfi 2.2S 

55 414fiSD BE281095 Hb.77573 »ricbia phosplinylass 225 

4Q9014 H831)5 Ks.49760 orlgihreDognlBbnoomplax^subunilBfy 225 

418140 BE613e36 Hs.83581 mlcroflbrills'^saoclaled pralBln 2 225 

424765 AA4282lt hfypcthaCcal protein FU14033E)iiiilar to 2.25 

419278 AU076799 Hs.1247 apoUpopnile1nA4V 2.24 

60 412123 BE251328 H8.73291 bypottetkiel preM FLJ10881 224 

43B459 149300 Ha.35304 HQmDaBpBnSGDNAFUl3655fis.cronBPL 223 

417273 AK0022D9 K&81831 Homo sapiens cOKAFUt1347 lis, done PL 223 

449722 BE280074 H8.23960 cycHnBI 222 

4431B4 AIS3B72a H3.131973 ESTs 222 

05 416391 AI67B927 Hs.79284 mBaodennsp6ctficb^anscdjpt(fnQuse)hom 221 

440983 Ilffi0681 H6.7594 solute canter iarnlly 2 (ladled ghi 221 

435045 BH2S7155 1^143698 ESTs 221 

4148B3 AA926960 COC28 pnT^n tniasfi 1 221 

446323 AI28&274 H3.345792 ESTs 220 

70 410855 X37795 Hs^B RAI354 ^.Gerevls1aB)4lte 220 

448757 AI3BS7B4 H8.4B820 TATA box binding praletii(TEPKB9«iaBtB 220 

450254 NM_P04885 >l3.g9231 neuropeptide G protein-ooupied veoepton 220 

418973 AA233056 Hs.igi5ia ESTs 220 

^. 423582 AW295647 1^1331 hypothotlcai protah MGC5350 220 
75 434334 AA912476 Hb.116750 HoilU>S9plen8cDI«AFLI1322l1is.ctone NT 220 

443748 AW206447 gbdJ[-HBI1^-g-02-O-Ui.9l NCLCGAPjBu 220 

415889 AI267700 ESTs 220 

4001SS NiyL0O7057*.-Hoiiwsapien82W1OrnlBnKhF 220 

428878 AA4368B4 Hs^926 ESTs 220 
OU 431805 NMJ)14053 H&270594 FLVCR protelh 219 

446B39 BEIB1926 H&16244 mitotic spindle coltod^QBreialad prat * 219 
424361 AA28SZ43 H3.146329 protein Idnase Cfik2(CliEK2) 218 

4173B9 BE260964 Hs.82045 midldna{neurttegrx)wttHironuHIna factor 218 
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423S05 


AW579960 


RS.1351S0 


\is\g ^pe-l cell membrens-assoaaled gly 


2.16 


413992 


W2527G 


H6.104557 


EV^.IJ2 small nucledT 


118 


AW22 


AJ343300 


Hs. 15091 


ESTs 


2.18 


4090B9 


N^_01478t 


Hs.50421 


KfAA0203 geneprodtici 


2.17 


430G09 


AI791150 


Hs-262009 


ESTs, Moderately similar to 138022 hypot 


2.17 


406642 






C1900072S':gi|1 Z565552|sp]Q9y 201 1Z2S7JIU 


Z17 


420509 


MB3554 


Hs.1314 


turner necrosis radar receptor supeifaml 


217 


425234 


AW152225 


Hs.165909 


ESTs, Weaikly simlisr to 138022 hypolhsD 
galanin 


Z17 


425560 


LI 1144 


Hs.1907 


216 


439398 


AA284267 


Hs.221504 


ESTs 


216 


452833 


86569681 


H5.30736 


KIAA0124 pTOletn 


215 


421350 


AVV301608 


Ks.27ei8B 


ESTs. Moderately dmllarto 154774 gena 


215 


444863 


AW3B4082 


Hs.1 04879 


Gerlne {or cy&telne) prolBviaae in^ibito 


216 


449410 


AAD013S6 


Ks.18199 


ESTs 


215 


442717 


Re8362 


H5,180591 


E6T5, WieaUy sImllariD T23976 hypoUiQti 


215 


427953 


AA417944 


Hs.44331 


ESTs 


2.15 


422281 


M35803 


Hs.346935 


hemopndn 


2.15 


433675 


AW977653 


Hs.75319 


nbonudBotide redudase M2 poVpepUcto 


Z14 


444960 


AI611317 


H834153t 


ESTs 


Z14 


415690 


HDe225 


Hs.266712 


ESTs 


Z14 


402Q99 






EM5P0flOOD2l7725'lBm1nIn fl]^ha-1 chain p 


214 


42777& 


AA906997 


H8.iao7ao 


TERApiotein 


2.14 


453D05 


Awosssoa 


H531603 


^Ts, Vfeslfly dmilar to HVIASP [H.sapiBn 


214 


422170 


AI791949 


Hs.112432 


6n1f-Midlenan harnione 


214 


414161 


AA136106 


Ha.ia4B52 


KIAA1553 protein 


214 


437623 


C638B0 


Hs.5719 


chrcmosonie condGnsBtion-ielaled SMC^so 


213 


449610 


AB00B631 


Hr.23994 


aclivii A receptor, type IIB 


211 


450663 


H43540 


Ks2529Z 


riboniideass Hi; targe soburift 


2.11 


419525 


T79257 


Hs.1259 


aelsloglycopiolein raeeplor 2 


211 


424727 


AW59Q37d 


Hb.152519 


KypoUiBfa'cal protein RJ2fl674 


210 


418592 


X99226 


H9:284153 


Fanconlanernla, con^amentaUon group A 


210 


425292 


NMJQ05B24 


H&155545 


37 kDa iBDcInfrfich raps^ (LRR) piotean 


210 


430821 


AM872e4 


Ks.154974 


Hone sapiens ntfV^A: cDNA DKFZp667N064 (fr 


2.09 


418552 


AF19Q2S4 


HS.B60B8 


IGF4lnVRNA43indInQ protein 1 


2.09 


406291 


AB023191 


Hs.44131 


KIAAD974 protein 


209 


425474 


Z48054 


Hs.158084 


peraxfsofne racsp^r 1 


2.09 


453028 


AB006532 


Hs^1442 


RecQ protetn-lfke 4 


Z09 


447831 


AI433293 


H8.16411S 


ESTs 


2JJB 


437162 


AWOOSSOB 


H5.5464 


thyrokf YionnonB receptor coscliv^'ng pr 


2.0B 


429166 


Ae033096 


Hb.197668 


KlAA1270pft}tein 


206 


432446 


AA542845 


H8.2940B8 


GAJproleTn 


ZD8 


417865 


AVVD679D3 


Hs.82772 


cotiegen, fypeXI, elpha 1 


Z07 


431093 


ABosioae 


K5.301704 


eomesoderaili (Xenopus laevia) homolog 


207 


408116 


AA2S1393 


Hs.289052 


Hcrnn 3^en8. SMIarto RIKEN cDNA 5430 


2.07 


449569 


A1656634 


H$.1553B9 


ESTs 


2.07 


429999 


AT7619D2 


^5.99597 


ESTs 


206 


420552 


AKQ00492 


Hs.98e06 


hjQXitheffcal pmtan 


Z06 


423175 


W27596 


Hb.347310 


rypcttiBticsl protein FU14627 


205 


40B137 






NMJD00179^iknio sapiens mulS (£. coll) li 


2.05 


413B33 


Z15005 


HS75573 


oefllromere protein € (aiSkD) 


2.05 


460375 


AA009647 




a dlsinlagrin and inelaiHbpiYifelnase doma 


205 


409Q66 


AA062980 


Hb.66960 


ESTs 


205 


425700 


AF076292 


Hs.159251 


IbrMieadboxHl 


2.05 


432359 


AA076049 


Hb^4415 


Homo sapiens cONA FLI10229fis, done KE 


205 


409093 


BE243a34 


H9J0441 


CG!-04proMn 


205 


416054 


NM_0Q2318 


Hs^54 


lysytoxldaee^lke2 


204 


406446 


AW460669 


Hs/4S06a 


hypotheliCBl prateTn DKFZp434J143 


204 


417115 


AW952792 


Ks.334612 


smalt nuclearrnjonudeoprbteith polypept 


Z04 


429840 


AA459639 


Hs.99496 


ESTs 


203 


409717 


AW452871 


Hs.5eQ43 


CGt^llSpnsteki 


2.02 


418113 


A!Z72U1 


»Sj834B4 


8By <8nc detemilnlng regton YJ-box 4 


202 


448275 


BE514434 


H&2083a 


Une8n-1ika2 


202 


432731 


R31176 


HsJ!87820 


fibranectin 1 


Z02 


405157 






NMJ003213*:Honio eaplens TEA domain isml 


Z02 


425274 


BE2Bt1d1 


Hs.155462 


ifihlcliFDntoBome mntonancB deficient {ml 


ZOI 


423739 


AA386155 


H6*9?600 


ESTfi 


Z01 


421310 


AW63Q087 


H5,10331S 


trfnuctecOde repeat containing 1 


ZOO 


457107 


AA4ia246 


HS.1B5796 


ESTs, WeaW^ similar to Z184JHUMAN ZINC 


ZOO 


437257 


A12B3065 


Hs.290931 


ESTe. Vteakly slmlar to YFJ7jrEAST HYPOT 


ZOO 


4072S9 


U12256 




gbdHiniaii fragment binding syn^ail 


ZOO 



TABLE SOB: 

Pk^ Unique Eos prafaesat Uenllfler number 
CAT nnnbeR Gene clnte number 
Accaasinr Genbank aooesston Qumbeis 

Pkay CATNumtaer AcceGston 

432666 144.7 AA558585AAS65485AI360S76AW204069AAS0164BAA864839 

423456 ^460.1 80)18070 66702493 Al2042t2AA46092aAA983608BF92e635AA22fi93BBGlW705B6186496AW29la65BG16^^ BG214S39 

BG21SD94 BG198867 B&19G332 06206220 BG21241B 



wo 03/042661 



PCT/US02/36810 



430676 60a36J2 BG433950 BEOSISBSTOSaOB BE144ai3 AWB1203B BE144812 AWB12040 AW812(M1 AU124350 BE0616O2 BEQ61604 8F922S96 BE0&1G03 

A13S24G9 BECI61601 BI0627SZ AWai62a6 BF8B7722 
427S21 513212J AW97335Z eF222929 AWmBa53BF059l30A!651829BE5517€7 AA558414 AW39359 BF05960t A195n62 A!341422AI20B248AI206165 

AA54B736 AA76657fi AI53S08i AW025957 AA736837 N79575 AW5g4357 AA4aoa92 
4274B6 684159J BF5107l5BEfi73056BE46411lAW590620AI637939AA404324AW235441 A165W52BF056796AA974433 

412537 14G6S_1 AK02S201 AA42S472 A]6942B2 BGD57305 AAODTTa? AI286170 AI684S77 AJ4204d4 AI8D9fl65 BF05BD9S AI47B773M160445 ALJ044114 

AVVG65529An29239AVV2g7l52Al266215Al469B07At9eg353BE5S2356N66S09AA73674lAA3&2555A^ 
BF445142BG232065Al141758AI631202Al167566AI2DB445AAfla9B23BF9B2B82N90322Bl090882BF20 
AA3B2S56 AVir235763 AAd270S1 AI862075 BEaBB691 BH819282 

443068 18695 17 AV752763AI032142N3030&M221fi1 Hg53g0AW67S632 

436812 6&9779_1 AW978773AW2Se067AA810101 AW1941B0AA731645AI690673 

418477 4172_1 BC02253B Aig90B47 8F47B249 BG217996 8G212702 66182057 AW5BgBfl3 BFODOOBS AAS93969 BG479023 DGZ20014 BGG79466 BE9070g2 

AtS23aS5 AA223956 AA223917 AWD22983 AWOgOSBO AW573213 BF514491 BF44S397 AABB470S AI9104Z4 
418378 12Z7421_1 AA2la926AWg62081 AA354237 
4226B9 874209 J AW954733 AA315D06 AW85666S 
435514 132288 1 AA6B33S6AW5S2BD4AJ1SQ2S7 
43S7B0 4Q062_T ALlOgfiBB R23fi65 R2fi578 

434609 14739_1 AFt47390 R76593 R76594 

454679 174325_1 AW8131 10 BF771370 BF771371 AWBI 3t1 3 AWOMSei 

434414 35978L1 AF1341B4 BF8D9407 AA218567 BF642e63 A]26716a BFa76178 BG939253 AW861851 AWB58362 AIQ17548 BF7713QQ AA1 13923 AA223422 

AA055556 BF773400 BF996869 BE081333 BE073424 BEt42245 HS9571 H59570 BF871S5B BFS71064 BE0tHl32 BFa26831 AW75429B 
AA223267BG997835 60997897 AW991957AAS34354B(;319S01 BF736309AI694265AAO45564 BGS50256 AI829309 BG987850 BE093175 
BFe54337 

408517 4537 1 NM_00O363 X541 63 M64247 AS265781 Ai76Q6Q0 At3&723a BE14025& AW2071 35 A1657074 G03333 A1193Q11 C0SD24 013193 AI95D215 C05070 

C05613 W173B9C05a6l AA311399 C0418DC04896 C05602 C05482 €04456 C04543 004556 C04951 C03114C03103 AI369979 A1552255 
T12391 ¥12073 W19390 002994 002730004434 WQTiafi R57GQ7 CQ9333 

40G687 0_D WQim 

457191 138918^1 A121646B A13547B9 AA446136 H24336 AA4464(3 AJ376228 R4B94D 

410704 1054673J AW8774SB AWS77S24 fiE076922 BE166912 AW840534 BE076754 AW797829 BE16&9D5 BE166926 AW8774S2 BE166827 BE166932 AW877623 
BE166917 AW877529 BE16692a BF351394 AWa77522 AW877S2a BE166861 BE1668G6 BE166913 BEIGBOIS AW877455 AVVB77537 BED76a66 
AW540571 

413846 1525^56^1 BE159042 BE15S040 BE154987 BE155012 

442032 15407.1 BF223060BF22281BA[9S(M72AVV01fi7B6A12Q7136AI96973&BF22289aAffi33857Aig6B71t AA8742» 

411022 1DB6G66J AWg36a78AW936544AVrai3513 

429228 215430J BG6761S5 BMDQ9581 AI47^D75 AI025794 A1017967 AA446270 BE46GS12 AAB53422 AI392649 BG9S2034 AA513384 BP840124 BE71462D 

AVV969605 Al55a633 
44SQ93 17S9B3_1 AJ207l97BF773544AWt96462 

42021B 191S47J AWgS8037 R42S57AI3a7D47AA946360Al638005AM59950A1624gi5At63B047AI4G7856AI52lB2BA^ 

AW77S3eOAA609379Al634791A)4d3770Al5B5211Z41146At627S52AA30ai734BE349457AW1967e5AA2S6S27BE^ 
435096 125215 1 ^430075 AA684977 AW975Z76 
42246B 216674 1 AW962701 AA31Q9g8 AVy982B99 
415684 18695 18 Bfe66746 D59356BG67B3l2NS6640AA166881 
447J50 2267320 A137fi572 Al4fla4Q4 BF430912TQG882 

410Z76 641443J AA0B3S14 Al564545AW16aB52AI363a22 A1633825AI6SBQ26 Al7e5e24AA147545 AA147552 
437903 13268 11 AI740586AA7718Q6BE50G996AW204531 A1Q82424A1033879BF093176AA771764D38676 
418866 246847J T65754AA22a6S8AA229857 

424765 GB57 J AK0Zl8ai AU145974 AU145767 C16S64 AA428211 AU11969B AA993264 BF999t92A»Vg03017 AA346SS9 AU119446 AVtf561679 AAS91677 

AW898185AW38G878AW8gog57Z1B340 

414663 e371J2 AF274843 BG494S94 A17ig07S AA906763 A1935150 AI422691 AA910B44 AA5B3187 BM272167 Aia2B896 AAS27373AW972459 AI831360 

AA77241B A1033S92 AA100926 AU1S4r4g AM59432 AI423513 AI094SS(7 AA740B17 A1991986 A10902B2 AI312104 BI255707 AA45S5I22 AA41Ga7l 

At07S239A]339996AA701623Al139549Al3368SOAA63364eAl98g380A1362835AA399239AI146855BF514270N9 

AA4592S2 A1494230 BF507fi31 Ar492fiQa AA982598 AW6130(>2 AA293140 AA235548 BF1QBB54 AA964344 N49682 AI457100 AW589407 

AWaOCfTSB BE220715 BE22069e BE5e9G91 BM00g647 BF900351 ;^37682 A1203723AE657576 AA584410AVIf371BS7BM172363 

443748 689881.1 BM467B30AI0B4433AW206447AI4O0976AI248530R16553 

415989 10194J BC013389 BOQ1739B AIQ23543 AA191424 AI267700 Al4Gg633 AW958465 AW953397 AA172Q56 BE940298 BpgOd208 BF909980 BFQ95153 

BGZaSSa? AI720344 BF541715 AA3S5086 AA172236 
400195 16B90 BM477554 BM423967 BC020979 AF067656 NM.0O7057 81889(291 BG468263 BG760599 B1251788 AA855060 BE267094 BF212452 BE88a24d 

BI258219AW409765BE039556Al^64377812S6684AW440401AL578480Al57a434AlJ556l35BG()3fieD4^^ 

BF102552 BE294929 BF792282 BG121 657 8650226566777493 ALE64S1DAW77035BAAS73446AA564001 AA9G9560 AW076946 AW750D65 
AIJ573860 AAt43778 H99221 AA968210 AW1034D1 AW750073 
450875 16559 3 BG570706 63572749 AW6O82B4HO4021AA1S11G8AW9544O5AA131254SGO56461W46291 H01532II043B4H03231 AABS2876 H04410 
H596QS BE157601 AA1 13758 



TABLE 50C 

Pfeor: Unique rnfmber corresponding to an Eos probeset 

Rek Sequence source. ITie 7 digit numbers In Vr^ cohimn are Genbsnk tdenffiSer (61) numbers. Dunlfam, ot sL* lefere to Die pubVcsVon eolilled llie DMA sequenoe of 

human chromosorre 22' Dunhvrv el al, (1999) Nature 402:48M95i. 
Strand: Indicated DNA slrand fiam whicli exons wene pre(flcted. 
NLpariQHK IndicstssniiGlleoltdeposlCons of predicted QNons. 



Ptey 


R9f 


Strand 


Imposition 


404996 


6007890 


Plus 


3ir9g^t45,3B652-3899&.38727-89B72.4055 


40G547 


7711513 


Minus 


172780-174358 


402145 


B0162B0 


Plus 


1 13086-1 14a(K) 


403760 


8076589 


Plus 


93160-93409 


403432 


9719811 


Mbius 


68204-68392 


401704 


3097B41 


Plus 


24712-25374 


403433 


9719611 


Minus 


72225-72437 


401220 


9929324 


Mnus 


48079-48279 


406542 


7711499 


Bus 


117335-118473 


402099 


8117687 


PUIS 


121553-1217^123265-123423 


406137 


9166422 


Minus 


30487-31058 



596 



wo 03/042661 
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405157 996SZ2B Plus 



19S363-1565aZ,f57573-15774e 
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TABLES1A: 

Pkey: Unique Eos probeest tdenBHer ndtnbw 

CxAccn: CxeraplarAccession number, Genbankacceraionnunibar 

UnlgenslD: Unlgene number 

Ugigans TlUerUiloene gene tlHa 

Rl: RaBo ofseninaniAius lesUcularcancer compared to nannaladultl[6«nes 



Ptey 


ExAccn 




Unigere "ntJe 


R1 


418696 


AW959433 


H3.326290 


hypolheHcal protein FLJ125S1 


66.62 


432666 


AW204O69 




EST&. Vfeak^ airiEar Id unnanei! prot^'m 


49.00 


432730 


A106552G 


Hs.131358 


eSTs 


37^4 


426534 


U58096 


Hs^OSI 


lestiB spedflc protein, Y-lnted 


37.60 


428664 


AKD01666 


Hb.189095 


stmitartoSMtl (sal (OraGophllaHiks 


32,70 


4203er 


AA2S9090 


N5.257Q28 


ESTs 


29.98 


420347 


AL033539 


Hs.97124 


Human DNAsecpienoe fkrai ctone RP1-309H15 


26.50 


4S7D52i 


AABB1697 


^8.120591 


ESTs 


26.42 


407710 


AW022727 


Hs^3616 


ESTs 


23.85 


420526 


AF13D728 


HSJ8586 


doublesex end mab-3 rdaled bansoipUo 


23.12 


424576 


AKD01973 


Hs.l508g0 


hypottiotical protein 


2227 


420759 


T11832 


Hs.127797 


Homosfip'BBns CDNAHJ11381 fa. cfone K£ 


22.06 


417407 


Aft92327a 


H6.290905 


ESTs, Weakly Glnfllar 1o protease [H>&3p( 


20/te 


4294B6 


AF155B27 


H3.2a39S3 


hypolhsBcd prolBln FU10339 


18.44 


434649 


AA738254 


Hs.165390 


ESTa, Highly simnarto A4a350 Iranscrip 


15.92 


430252 


AI63B774 


Hb.105328 


testes developmenbf etaled NYO-8P20 . . 


15.44 


42345B 


Ai204Z12 




ESTs 


15.28 


438915 


M2fiOA74 


Hs.285681 


WSIIiama-BBUran syndnime chnunasomB regi 


15.26 


4Z7711 


M31669 


Hs.180406 


solute canferfanilly 25 {iriHDChondriel 


14J4 


4Z76G7 


AKD01279 


Hs.l80t71 


Homo sapiens cDNA FLJ10417 ctone MT 


12.98 


426427 


M86699 


HS.169D40 


TTK protein kinase 


12.44 


420401 


AK001907 


Hs.97464 


hypoihaljcaJ pidein 


12.40 


4QG937 


U14622 




gb:Kuinaii lransketo9ase-like proieln gene 


1180 


430521 


NM.l>t6383 


Hs.242183 


H0M*TES45 himor anUgen 


11^ 


425709 


U72513 


K8.1594BG 


Human RPL13-2 pseudogene mRMA, cximplete 


11J2 


4W77 


AVW22983 




9b:df46h12.y1 Motton Fetal Codhlea Homo 


10.94 


434551 


BE367162 


Hs^BOeSB 


ESTs,Hlol)iysln^rbA3566t DNAexds 


10.78 


436S12 


AW2gB067 




ab;Ul-H«WO*0jp.g-O9^UL6l NCLOGAPJSu 


10.54 


437769 


Ae81344 


Hb.127812 


ESTs, Vfefl% sinilartD T17330 faypathsfi 


10.40 


433B0O 


A1034361 


Hs.135150 


tottg ^pe-l cell mefnbrane^ssoclaled gly 


10.32 


421241 


X91817 


hte.102666 


transketfllase-IIln 1 


10.14 


410102 


AW248SDa 


HB.Z79727 


ESTs: fiomologua or PEM-3 pona savfgnyi 


1Q.0Z 


416134 


AA3S7769 


Hs^e617 


ESTs 


9.76 


4331SS 


ABOSSBSB 


H6.150587 


tdnesln-likepnrtGln2 


9l56 


433975 


AAg71953 


Hs.122055 


ESls 


9.36 


422956 


BE545072 


Hs.122579 


ECT2 protean (EpIlhelN cejl tcansftvnil 


9.30 


410SG1 


BE540255 


Hs.e994 


Homo sapiens cDNA: FU22a44 clone H 


9.22 


431494 


AA5913^ 


Hs.298312 


hypolheUcal protein OKFZp434A131S 


9.16 


436889 


AA764a52 




ESTs 


8,76 


4260B3 


AVV962712 


Hfi.126712 


ESTs,W^^ys;ma8rbAF1Sl{Q0lE2IG5 


&76 


424905 


NM_D02497 


H5.153704 


MIMA (never fri mltosle gene a]-fet3tad k 




40690& 


BE296227 


HS250B22 


sertnaithrBcinins klnsss 15 


6.E0 


413627 


B&162082 


H5^46973 


tntPDH Qt Btoaudel D homolog 1 


8X2 


42S572 


AB011076 


H5.1S8307 


undlfferenflatod embryonic oall transcit 


8.30 


41 6857 


AA868115 


Hs.127797 


Hqitu) sapiens cDNA FUl 13B1 fia» clone HE 


8.14 


408728 


AL137379 


Hs.47125 


hnaothe1IcalpRilelnFU13912 


&14 


406547 






Targ^Ewn 


ao2 


434153 


AA451737 


Hl14149G 


MAGB-lkii2 


7.S0 


434699 


AAfi43687 


Hs.14g425 


Honn salens cDNAFU119B0fls. done HE 


7.64 


437421 


AA917062 




ESTs 


7.53 


409731 


AA1259a5 


Hs.56145 


IhymoBin, facta, fdenlified in neuioblast 


7.G0 


419423 


D26488 


H&90315 


KIAA0D07piOlQ'rt 


7.3B 


428227 


AA321649 


H&224a 


fiinall Muclble cyloMne sut^famlly B (Cy 


7.38 


431840 


AA534g08 


H5^60 


POU domdn, class 5^ transc^on fado 


7.32 


430676 


AFQ84dG6 




flh:H9mo sapiens envelope protein R103 ( 


7,29 


436608 


AA62eg80 


Hs.192371 


down syndmne crifical regiHi pmlsiB DS 


7.25 


43S206 


AI432364 


H^160594 


ESTs 


7.20 


414972 


BE2537fi2 


H3.77e95 


KIAAG008 gene product 


7.12 


407340 


AA810168 


H5.2842es 


vimigo-aGSOciBtsd prolan VIT-I 


7.10 


426518 


Z43039 


Hs.170198 


KIAA0Q09 gene produd 


7.10 


43S513 


AJ27B110 


Hs.125507 


OEAO-lxK protein 


7014 


427521 


AW973352 




ESTs 


6.96 


423673 


BE003054 




ntaUiK melalloprotein&sB 12 (niBcrophage 


6.92 


422232 


D43945 


Hs.113274 


transcdpBonfackH-EC 


6.90 


420047 


A147a65B 


Hs.94631 


biefddm ArinNtiitad guanine nucleotidfl 


&B3 


431041 


AA490g67 


H5.197955 


KIAA0704 protein 


6.76 


427335 


AA44B542 


Hs^1677 


GanQoenTB 


&S8 


422797 


AB033064 


Hb.236463 


KlAA1238proteia 


655 


418379 


AA218940 


H&.137516 


fillgaliMlkBl 


6.4e 
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423905 


AW579350 




limn IvnoJ <TalI mranhmnA-SliRnrirjdlMl nhl 


645 


433764 






Zinc nugcf proicin fun^jr \iHrn.ji£iXt£Sfj 




422665 


AJ011612 






6.38 


433701 


AW44S023 


^.15155 


ESTs 


6.34 


4369Q9 


AA907120 




ESTs 


6.28 


423728 


AW891294 




SXJIUiBuallBI IBHIIIIjr ^1 OUUIiilll UlfCRUUII 


6-27 


429228 


A)553633 




ESTs 


€L26 


419364 


AA4906fiG 


HSu39429 


ESTs 


6.23 


435S14 










434334 


AA912476 


N&.116750 


Horno sapiens cDNA FLJ13221 liS) done NT 


5.9D 


430835 


AI240005 


Hs.192326 


ESTs 


5.89 


43B18S 


AA77a975 


Hfi 138^9 




fi flu 


429120 


Af(0O1673 




KunnlTialirdf rvnlein Pi Mrm-tl 


a fill 


408758 


>Jl\/LO036B6 


Hs.47504 


CAUIIUUlCoac 1 


<;7R 


4240Qf 


MM 006413 


na. 109 iiA^ 


rilwiivilBaeA I^filtTTA 
llUvXIUUCdSV r ^JUKU/ 


* 711 


432359 


AA076049 


Hs^44lE 




O.Df 


428153 


AWS13143 


Hs .98367 


SRY /*ifiv riRfnrrnininft mnian Wtim 17 


5.64 


422S69 










428301 




Ha.S6440 






419556 






chitmasa 1 (chilotriasida&d) 


5L55 


43B494 




lift 1^niR9 


Co IS 




421974 






gteESTI 41 92 Testis tunuir Homo sspfsns cD 


5,52 


427510 


Z47S42 


Hs 179312 




<; Aft 


412265 










413623 




Ub 74AQ7^ 


intron of Stcsudalt D honiolD9 1 


5.36 


402145 






lalj|tfl tZMMlt 




414136 


AAB12434 




AMf^ f'dnirfiii'Al rtinrVilnnaRra nT f^imrnnan 

%}m\M ISUUMIIIal lllaBllnllHIiUS III uilUilKlaD 
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4l8Bfi6 245947J T657S4AA229GS8AA229&57 

427239 20459J A1532350 BE794750 AA5aZ906 AlOt 50S7 AW271034 8G271636 AW0761 77 AW071 374 A13455B5 A13O720B BE138953 BE0490B6 A1334881 

AW0750O6AWO75iai AA464019 AW302733AW07510G AW073433AJ802B54 Al334903Aie02853 Al345038Ai34a921 A1340734 A1307478 
AI251 289 AW3D2327 AWQ72S20 AI3121 45 AW073658 AWI)r72S13 AW071 289 AI3D75S9 AAB76186 T29587 Al3a7493 AI25506d AI2528GB AI252d39 
AW074809Al25232eAI25216aAI251662Al251262Ai610913Al27D7B7Al270lS6Al252075AW()73468AW 
A1305762 A1254764 AI602837 AI2S1264 AWD73049 AW07l31t AI340643 BE138965 BE13a502 AW0734SB AI334733 A1054335 BE139260 
AI054302 A10540BO A{054057 AK»3722 AT2B97t 1 BE139228 AW470476 AW271039 AW302DB5 BE041872 AI254494 AI2714g6 A1252427 
BF718773 BF71B645 AW074fl8B BE857822 
437834 294580 1 &G11Q129AV^49287BE53549a AW49239AW749293AW749302AtV74929BAW7492d1 AV\rr49294 AV^^ 
AA7692S4 AW74d297 AW74g2S5 AW749292 gE0Q2573 
AI5B1311 AA781682 AA781678 

AWB7745B AW877S24 BE07G922 BE1 66912 AW840534 BE076754 AW797829 BEt6B9a5 BE16G926 AW&77462 BEt66927 BE166932 AW877523 
8E166917 AW877529 BE18892BBF351394 AWa77522AWe77S2&BE166B6l BEIBeBGO BE16fi9136E1669l9AWa77456 AVV877537BE076866 
AW840571 

AWS72830 AA489820 AA527647 AA570362 
AA401424 AA4O01Oa AAS63848 
N504S4AAB20999T16375 

B1917595 A^203314 AljD41228 AV727999 D61361 082004 81753157 AAS61QG8 A1990307 BF43S651 At453076 A1376075 AI014836 AIQia30B 
AW183530 AA393346 AA935601 AAfi2a633AI15D2B2A1028574A121 7182 AA431 476 AWOB7473Attfg00295H500S5AU4l 229 BI917726 
AF075OO9 R8ai09 R630G8 
AW947655AW9e402D 

N|yL0062&5 D385St X98294 BM477931 SM4ei5G6AU1235S7AU133303AlJ 134649 AW500421 BM172439 AW500SB7AW5036e5AW5D4355 
AVV503640BM152454 AW50S280AI8199B4AVtt504O75AW5D0716AL597310BCMO1229BIM^ AA9a4202AU135205BE090841 AW163750 
BF747730BF89B637 A1206505 AV66087Q AV692110AW386B30AV656831 NB4710 AW993470 BFD86602 BF75B454 BG950772 BF75776g 
BI870853 BE0ie827 C75436 AW148744 BF7S7753 BG622067 BE50gg24 AA70a20B BG530266 BF969015 AW992930 BFa88B62 6(3636628 
AA1431 64 Ayi/74B953 BG43B922 BF8B5t90 BF88g005 6F75478) BF8000Q3 BM476S29 AI6Z766B AW026126 ALD4G01 X BFS9Q666 A1017447 
AA579936 A)367597 AA699622 6E280S97 Ail 24620 A1082548 AW274985 AA677B70 A1056767 BE551689 AA287642 K94499 AI752427 AI652365 
AW002374AVTO52651 AA360834 N68822AUl35442AUl259fi0Z7fl334 BE545813 AI092115BF312771 BF242859BG533616BG533761 
BG164745 8G4S2433 BM473183 AAl7204d AAt72069 AU1S7092 AU1513S3 AU155318 BE30221 1 AI376022 AA08S641 Ali1S7g23 H8aaSB 
AA13273D AA115113 AA909781 A]475256 AA424206 AW5723d3 AW08429S A)184920 Al46gi78 AA7B2432 H92184 AA340562 Bf 195818 
AAfi52a21 AWS76342AA827107AA173317AVUl90014Al9185UAA729372AA7297iBAtD55958AA331424BE32e60lA^^ 
AW628277 AA74B368 AA62&222 66492836 AW3aOB20 BF800D5B AW3709S6 AA290g09 F(258S7 BG952995 BF901437 AA1720r77 AU155e90 
AU1497B3 AI72DSD4 AA902936 AA865727 A1470830 AV74Q677 AA1 42982 AA482485 AU1454S5 AW5763g9 AUtfi6042 R63448 BF246427 
BE928472 D2591D BF75d439 BF968785 BE58523a AA35&9ai AI90SGD7 DG29114S BG533096BG532888 BF030866 BG613756 Be926471 
BC$74501 AAt67596AA36t196TB55B7BQ531446BGS27242BGS275l3BG611106AA08S995BF847252BG024608BE540%^ BG531236 
AL579993 BG10a733 BQ483SD3 BG571{X32 66492505 
425331 1227464.1 AA427363 AW962128 AA355353 

437437 6087 1 BC009352 BCD14630 AU131857 AL527140 AU13176S B17693S2 BI753220 AU129BB6 AU12a771 AA314135 AU126B19 AI333799 AA479336 

AA256S03 AL597351 AL359619 BG6972ia BI2S42B3 AT74384&AA236444 AA397533 AA247450 AJ051464 A)224533 AUl 53442 AUiSi 001 
AU152621AUt51B2gAU1630G9AW28995BAU154195At682754^589780AW273B39Al336155Al126632fle^ 

At62596l AJ222288 A128G054 AA973329 AI524262 A1242371 AA296517/U567B65 A159Q6B1 AJ346616 AW247913 AI422a51 A1475352 A16B9631 
AW46930B AWig8034 AA936939 AtrlS10S9 AU146134 AA4B64ig AU151953 AlB30ge8 BI493265 BI403264 AU14Q861 BE268763 AV7634g5 
AW952B27 BAA4803O0 AA226869AL5233688M451957 AU1327l4BI871319AA38073eBI911351 BF79S906 BE6468S3 AW579751 
430183 17316.1 AK055746 AAa39909BE183282 W60721 AA464687AA39e9a6T672B08F99S6S1 AI679DG5BG001051 BF7647Z7BF768707 BF7G4717BF764BS2 
BF173139 BEO10038 

430504 5477^6 BE2t9720BF475241 Al571723BE2l9B46BI789268Al2248d9AA724884MV7rl46rAA480255 AVVa4S616Al4<0295HS2BO^ 

AW3GQ0G4 AW2fi2133H2l56&AiaG3015AieB4914 K8694a 
428612 1383189J MTTOOOI AM311t2AA432126 

409670 8881^8 Am2S045AVV5041S2A!4690BG AA905873AWS04662AW138t14AI92727DBE041754At64e3B6 AAW AI744934 

A1400147 A1361G57 AA676551 AA974367 AWn7437 AI57Q363 AI242456 AI27458t AA67813a R49939 A139392B AA345854 AW60585Q A1B6B780 
AW39t171 R77044 

418574 120O9J2 AVU955043 AJg90326 AA776406 A1016250 AW451B82 AAS43678 BF916900 AW945885 AI979339 N23129 W70Q61 AA322672 H23137 
409D19 3232Dj4 BM4a0413 K2e9D6 H39792 BE240B» 6E88209S BE2«l827AWaGB637 BF7a979S AA700S34 AA769587 AA488G68 AW968606 A3M1B519B 

A1093260AI2t8457AA0^13BAl632958AVll5lSDO5At57D53OZ4l724AA748789AI696584AAD62544AA7736^ 
430935 15297^3 B(»17923 AA769302AW466994BFSl387aA1BigB42AI1B4913 AVV469044 A)220572AVin)72916M^ AVU841126DG0937 

AA469195 N5935Q AAfi93435 BG531204 AA484243 AW5t4092 
424677 2518 37 U09414NM.00343&AA503545Al022448AA0434S8AA7G&074AA76S442AAa05052A1Q2B21t AV^ 



TABI£51C 

Pkey. Unique number oorresponif ng !□ «n Eos piobesttt 

Rflf. Sequeaca soma. The 7 dgH numbers In this column are Genbank IdenGfi^ <GI) numbere. IDunham, et al.* tekss to the piibllcaliaii enh'tisd Tte DNA sequence of 

human diramosome 22' Duntiam, et a1. (1989) Natun 402489495. 
S^ancb Indtcales DNA Btrend frvn which mtons weA precfioted. 
NLposlScmr Indicfilles nucleotide posKkHVS of predicted exoA& 



Pkey 


Raf 


Strand 


MLpcfilUon 


40Ki47 


7711513 


Minus 


172760-1743SB 


402145 


8018280 


Plus 


t13086-11480D 


402)99 


8576116 


Minus 


84187-84744 


401435 


8217934 


Minus 


54508^6233 


402408 


9796239 


Minus 


t1032&110491 


406367 


9256126 


Minus 


5631^8489 


4Q26B0 


6113438 


Plus 


137634-137768,139702-138693.140475-14069 


4Q2299 


8693370 


Plus 


23367-25175 


401091 


99SB240 


Plus 


94760^898 



604 
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401464 


6882291 


Mffius 


170688-170634 


403969 


8569909 


Plus 


31237-31375.324O&^06 


401837 


7G309S0 


Minus 


120993-121095.121660-121729 


4Q406B 


3168621 


Miws 


18123-1B766 


403137 


9211494 


Minus 


92349-92572,92958-93084,93579^371^9394 


402679 


8113439 


Phis 


1320(79-132216 


403760 


8076989 


Pius 


Sai60-33409 


4D4071 


7210053 


Minus 


167354-167859,168B10-16Ba2D.169a0O.16910 


403242 


7637B17 


Mthufi 


11297-12511 


402260 


3399665 


Mkius 


113765-1139l0.115fi53-115765.1168[n-11694 


4005B7 


9687626 


Plus 


25435-25568,25668^47 


405770 


2735037 


Plus 


61 057-62075 


403632 


8076642 


Mnos 


81750^1901 


406137 


9166422 


M*aius 


304B7-^10SB 


402677 


8113438 


Pbis 


2213&^22309»23063-2323a 


402678 


6113436 


PIU8 


3738&375H37666;379ei 
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25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



TABLE 52A: 

Pkey: Unique Eos prabe$at Idsnfflier number 

ExAcoi: ExernpIarAocesaion number, Gentenkacceislannii^ 

UnleenelD: UniBenB number 

Unigere HBelMBens gem tita 

M: Ralloaf Wibitercawier{iion-»eirinoin*ii» «id 8 B i< ii uii i BluBg)coiii|i8i»l tonontai addt 



Pkey 


ExAocR 


UnigenolD 


llntgeneTHb 


R1 


414438 


AI679277 


Hs.76136 


ttinredaxin 


51.77 


424247 


X140D8 


Ha^4734 


lysozyma (renal amyloidosis) 


49.93 


416660 


AW245540 


Ks.7g516 


brain a^ndatit. m&mfarano attaciwd signal 


49.20 


41294B 


BE243313 


Hs.334851 


UMBfidSH3 protein 1 


44.46 


436091 


AW373D62 




midear receptor subtly 1, group \, m 


40.70 


4Dfi65S 


A19Q096S 


HsJ795l 


ma|or histocompafibiltfy cximptex. class 


39.64 


416174 


120688 


KsJ}3656 


Rho GDP dissodBilon [nhlbttor (GDI) bat 


38.70 


409038 


797490 


H6.50002 


smaK BiducftilG cylcMne subtamiy A (Cy 


3B.2S 


413063 


AIJ035737 


H5.75184 


clirtinase 3-llks 1 (csrtilaoB glyooprote 


37.50 


430542 


A{557486 


HslI 19122 


rttneoinal protein L13a 


37.22 


42892B 


BE4Q9B3B 


H5.194657 


cadhain 1, fype 1> EH:adherfn (epitheSi 


35JB 


432730 


AI086520 


H8.1313S8 


ESTs 


35.25 


444552 


Mie671S 


Hs.336429 


RIKBI cDNA9190422H19sene 


31.69 


4465^ 


AW9&7069 


H&211556 


irypolbeticflt pnAsin M6C6487 


31^ 


417086 


M54915 


KSiBllTO 


plm-l oncogene 


31.20 


416870 


AF147204 


H8.69414 


chemoHne (CXC moGQ. recfiplQr 4 0i» 


29.93 


433B0Q 


AI034361 


HS.1351S0 


lung ^p9-1 call nwnibrane-Bssodeltedgly 


29.35 


428295 


AW367283 




zfnc finger piot^ 6 (CMPX1) 


2iJ32 


406856 


AW515336 


Hs,29797 


r2}osanial proteii; L10 


28.93 


417139 


Me9043 


H8.B132B 


ludearfackx- of kappa liglit potypepfid 


27.99 


440207 


AI37t87B 


Hs.128326 


ESTa 


27.75 


422578 


Af2396G6 


Hs.1545 


qsudd type tK)mro box iranscnption fact 


26^95 


4323S9 


AAO7e049 


(^^4415 


Homo 8^)lenB cDt^A FLJ1022a lis. ctone HE 


26.90 


420367 


AA259090 


Ha.257028 


ESTs 


26.50 


429378 


AA24S027 




ribofiomd protein 86 


26^ 


440440 


Z28925 


HaJ18B 


sema domdi^ Nnwiwgtobuln domain (IgK 


2&d6 
26.23 


423679 


BE0D3aS4 


Hs.1€95 


malA; mgtdloprolejii&se 12 (macrophaga 


412636 


NM_P0441S 




d^moplal^tR (DPIp OPIQ 


26.15 


435538 


AB011540 


Hs.4g30 


low density f poprobln ieoeptor-«elated 


25.25 


446698 


NhAjnSd97 


Hs,16426 


podocalyidn-lite 


25.25 


442S62 


BE37S584 




doMiyt-dlphospbooligosaDcharid&pralel 


25.15 


406656 


M16714 


Hs.89643 


major lilstoGonvafiblity complex, class 


25.13 


446619 


AUII76643 


H$.313 


secreted phosphof^roteln 1 (oslaoponGD, 


24.78 


423961 


D13666 


Hs.13634a 


periDStIn(O6F*206) 


24.48 


425543 


R23313 


Hs.334895 


ftjoeomal protein LlOa 


24.38 


420676 


AI4347eo 


Hs^48 


vav 2 oncogene 


24.18 


406B20 


At22396B 


HS.1061Z4 


Hbosoiral protetn S4, X^lnM 


23S5 


440859 


NM_814297 


Hs.74a5 


{irotelR expressed In Qiyrdd 


23.80 


4475» 


AL046753 


Ks.30a649 


smadl (nduofalB cytokine A2 (monocytBch 


23JS6 


414587 


NMJD048S2 


H5.76507 


LPS-lnduced TtlP-flflpha factor 


23J22 


446527 


A19730t6 


HcLl5725 


iKypotheticflt pratetn SBBI48 


22.83 


449571 


AW016812 


Ha2Q026e 


ESTs 


22.83 


413787 


AI3525Sa 




tyroGlna 3^nonooxy9enaseAryptophan Sfiu 


22.81 


410315 


Al63Ba71 


Hs.17625 


Hnra sapiens oDNA: FU22524 fis, done H 


22.68 
22.45 


414092 


Z14244 


Hs.75752 


cytochrome c oxidase aubunit Vllb 


422714 


AB0l8a35 


Hs.119387 


KlAAa732 gene product 


22.45 


439185 


A)393742 


Hs.199067 


v-erb-b2 avian eiytfiroblasltc laiianiia v 


22.30 


444784 


012465 


Hs.11951 


ectonucteoUde siyroptKspbfltBse4)1^ospho(fi 


21.69 


406848 


AA563730 


Hs^7477 


ma}or lilstocoinpatfaiK^ comfriex. dass 


21^ 


44^86 


AI97DZ76 


K&.1S6905 


KIAA1G76 


21^23 


433423 


BE407127 


H8.B997 


heat shock 70)0 protein 1 A 


21.19 


429490 


AI971131 


Ha^B89 


ESTa. Wealdy eimllar to AlJU7_HUltfAN AUJ S 


20JO 


4326D6 


NRU)02104 


Hs^66 


gran^yme K {serine protsase, grenzyme 3; 




407862 


BE5482S7 


H&337d88 


Homo sapiens cDNA aJl0934 lis. done GV 


2057 



605 



wo 03/042661 
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420754 W7&431 H$.34e911 ffrosomal! protdn L22 20^40 

425769 li72513 Hs.l594B6 Human RPL13'2pseijdogen©inRNA, complete 2015 

424B0O AIJD35M8 Hs.l53203 MyoD fanil^ Inhibitor 20.10 

412915 AW087727 Hs.74e23 Nlit.004541:KDrrK> sapiens NADHdehydrogenas 2a01 

5 452322 BESG6343 Hs^SBS fliularedoxin (ttilotlransferase) t9.&9 

410143 AA18816a KIAA1191 pfoWn 19.41 

42D7S5 T11fi32 Hs.127797 HomosapSenacDKAFUIISBl fe. clone HE 19.0B 

430259 AK0015t4 Hs,236a44 hypothaliBd protein FU10652 19.03 

425535 AB007937 Hs.1582e7 KIAA0468 gene product t8.7B 

10 411573 AB029000 Hs.70823 KIAA1077 protein ' 1B.B3 

452B74 AKG010B1 H3,30925 hypolhefical protein FU10199 18,53 

406669 A14&35S1 Hs.7B146 platetet/bndothelifllcBlladheslionmoIsc 18.62 

421379 Y15221 H&103962 ansasidudbb cytokine subfanliyB(C^ iBJBQ 

426063 AW9B2712 Hb.126712 ESTs. WfeaMysIrrtn3rtoAn9l0201 E2IG5 1B.50 

IS 429183 AB014604 HB.ig7955 K1AA0704 protein 18>I8 

4500DO A)952797 Hs.lOaSS hypotholical prolein FLJ21709 18,44 

450377 AB033091 IW1265 protein 18.40 

430255 AKD00703 K5^3B22 Hamo sapiens RlRNA for KIAAtSSIproteift. 1B.15 

440528 BE313655 H3.7252 KlAAt224 praten 18.05 

20 4443S1 BE38r7335 H5.2B3713 EST5»We^simlarloS64054hypQM 17.98 

420028 AB0146&0 Hs.87B6 caiiohy^ate (t^l-acelylglucocanilne^ & 17.80 

414682 /a.021154 Hb.768B4 MhUtor of DNA binding 3, dominanttieg 17.75 

428762 X12630 H5.193400 InteileiihfnGrGDeptor 17,48 

415221 W07418 Hs.78225 anne»'nA1 1747 

25 42^14 AJ371172 Hs^1l533 hypofteticdl protein MGC4248 17.40 

418707 U97SQ2 HsA7497 hu^rophi&i,subfamBy3vniamb9rA2 1730 

412025 A1827451 Ha.24143 ^AflskottAMrictiByndrania prolan iiterac 17.14 

417407 AA923278 Hs.290906 EST«,Werfclysimiaftoproteas8|H.6apl 17.13 

424326 NM_014479 Hs.145296 At>AM-Rte disiategrin proteasoi dacysin 17.10 

30 446921 AB012113 H6,16530 smafitodiidbtecyte1crasiArBnlyA{C^ vm 

42599$ W87330 hypolhelicalprDlBhi AL110115 16.98 

402474 NM-004079:Komo saplans caUiepan & CCTSS 16.96 

450937 R49131 H&262fi7 ATP-depend8ntTnteiteR»iiespoiisepiotel 16.93 

427521 AW973352 ESTs 16^3 

35 4211B1 NWL005574 Hs.184585 UMdc3fnairionly2(rtlonibolllV«tel) 16.93 

443523 AK001575 Ks.9536 hypothetic^ protein FU10713 16.53 

449338 H73444 K&394 adTBHOtnedulBn 16.36 

429469 M64590 H5.27 glycine dehydrogenase (decarboxylaUng; 16,23 

42S945 AW41Q569 Hs.164280 soMQC8merfQmny25(ranochoi!dnal 16.21 

40 430332 R51790 Ha.239483 Human clone 23933 mRm sequence 16.15 

427691 AW194426 Ks5D72G ESTs 16.13 

406786 AW16167B Hs.1 11334 fenitin, Ight palypepUde 16.11 

431639 AKD00680 H6.266175 ptospTioproti^aseodatoiiwilh OEMs 16.10 

451106 BE3B2701 Hfl.25950 N^IYCwiCOoene 16X» 

45 408380 AF123Q90 H5>I4532 dtuUqult'n 16.00 

445883 R12234 Hs.1336$ Homo sapiens clone 25026 mHl^f A sequence 15.93 

45G236 AFD4522d Hs,82280 regulQtercf&pfX}to1n signalling 10 15.70 

406791 At2206B4 Ksu347939 liemoglobln^ alpha 2 15,69 

414020 MMJn29B4 Hs.75703 smell 1nducibtecyteMneM(l!Oniohigau5 15.64 

50 440Z73 AI805392 1^6.325335 HoatosaptonscONA: FU23S23 lis. done L 15.55 

417640 D30667 >lB.e2353 protein Ci«oepter»«idDUieliBt(EPCR) 15.55 

44610Q AU)365g6 Hs.42322 A ldnB9B(PRKA} anchor protein 2 15.53 

4101B5 BE294068 H8.737 inimedtate early protein 1549 

422105 A1929700 Ha.1116ad endoetilfiiTe 9»pha 15.23 

5S 415699 )e7a9S2 Hs.78909 response Mx 2 (EGF^mponse 16l23 

428227 AA321649 IU248 smsdllntfuclbtet^'nesufabnilyBfC^ 15.05 

427820 BE222404 Hs.160919 infilblter of DNAbhdiiig 2, dominant neg 15.02 

426552 BE2976G0 Hs.170328 moesln 14.96 

422241 Y00062 H8,170t21 protein ^nephosph^tssa^ieceptort ' 14J8 

60 436660 m2751 H&5327 PR01914 protein 14.65 

418509 AB02B824 H6.B5539 ATP^Itiase,H&anBpQi11ng,iiEtochondr 14.84 

444060 AA340277 Homo salens cONAFU2Dl67Ds, dons 00 14.78 

412623 R28690 Ks.74170 ma1a!tethloneiR IE (functional) 14J0 

408989 AW3616G6 H&49500 K1AA0746 protein 14.53 

65 425234 AW152225 li&16S9Q6 E8Ts,WMyMlarto13B022hyp6Uiali 14.48 

417144 AA382104 Hs.81337 teefin. gsbcbsM^-bindina sdiible, 0 1431 

410325 AB023154 Ks.62264 KlAAD937protein 14.23 

415838 BE3d3S07 H87B921 A fi(iiase{PRK^ anchor protein 1 14.20 

„^ 433412 AV653729 Hb.8185 06144 protein; sulfide dehydrogenase II 14.19 

70 418151 AA86423B. Hs.83583 adki related piotein2f3oQniptoK.8ubun 14.18 

426996 AW568934 K&.17310B Komos&pienscDNA:FU218S71i»,doneH 14.13 

447211 AL161961 H5.17767 K!AA1554 proleh 14.08 

417426 Nlil.002291 Hs.82124 lamlnln. betel 14.06 

414420 AA043424 Hs.7e095 immedi^ eariy response 3 1404 

75 444051 N4B373 Ks.10247 odivQledteucmvtoDelladhesbnmQteai 14.02 

454413 AI653672 Hs.4D092 PNA8-123 13.93 

452651 AI2ia918 H5.30209 KIAAflB54 protein 1^86 

45058? AHJB1513 Hs.25195 TGF4wla4 13.65 

^- 42fi9B2 NWJJ06904 Ks.lO0602 MAOCmolhecs agdnsldBcapantapleglcDr 13.78 

80 407112 AAjDTOBOl Hs.51615 ESTs, Weakly stodllar to AUU7J4UUANAUUS 13.83 

410S9B AI817130 Hs.9195 HofflosapaanacONAFU13698fis.clonaPt 13.59 

428664 AK001666 Hs.18g095 simUBrteSAai ^alpnuaptiil&d-NkB 13.57 

448412 AI219063 Hs.42532 e&T8,Moderatelr8linttertoAUU8J)UMANA 1353 
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430268 AKD00737 HsJ374B0 hypolheBral pfolaln aJ20730 13.43 

445055 B£5l28d& Hs.lOSOS^ SH3 daman b'nding glutEvri(?acM-rich pr 13.41 

447534 AW953935 Hs.28B655 ESTs 13-33 

40B822 AW5007t5 Hs.57079 Homo €apferecDNAFU13267fe. clone OV 1131 

5 428065 AI63404B Hs.i67313 ESTs 13.30 

425269 AW139342 H&.15S530 mteffannv gawna^nducibie prateln 16 13.28 

43B39B HB7136 Hs^m ribosomd protein $17 13.18 

4538SS AA8D47ee Hs.19447 PDZ-UMpRrinhirystlque 1^93 

452436 BE077546 tis.31447 ESTs. Moderately stmilaf to A48010X-Un 12.90 

10 445B17 NM_003642 H8.13340 lilstone acelyKransfBra&e 1 12.90 

408437 AWg57744 Hs^7846S lacrimal protinaric:^ protein 12.90 

435622 N64214 Hs.9774 synovial sarcoma translocaHongenB one 12^9 

41585? AAfl66115 Hs.127797 HoniofiapienscDNAFU1ia811i5.cloil&ME 12.B3 

4QE743 AA911SB8 H8.279BG0 lumor protein. tranMondly^nlrolle 12.79 

15 407951 W77762 HswTSOlS antigen laeoliliad by monMlonal anBbod 12.78 

4350W) Aia31760 Hs.155111 hypolh©licalprote>iFU14428 12-75 

4t8299 AA279530 H6^958 Integ^^ beta 2 (antigen GDI B(p95),V 12.73 

430630 AW269920 Hs.2fiZt cyslatInA{8tefinA} 12.86 

409208 V00Q93 integrin.dphaX (antigen C0llC(p1 50). 12^5 

20 422511 AU076442 HS.11793B caiafigan.typeWij.sJpKal 12.S0 

43B315 AA2B0174 H52flS6B1 Willlams-Bairen syrdrcnia civomosome «gl 12.48 

437374 AL359571 Hs.44054 nlraln(GSK3Binfefacfin9 protein) 12.43 

433793 AWSr75S59 Hs.107513 EST5.Mod6ratcVsImlla-1oKlAA1058pio 12.43 

4099B3 AA133590 Ks.250857 caii^mAialmodulh-dapandent protein Mn 12.41 

25 412247 AraZ2375 Hs.73793 vascutarendolhell^ growth feclor 1Z41 

413497 BE177681 gb:RC1-HTO598-O203CO-0l i-h02 HT0598 Homo 1Z40 

436B76 A1124756 Hb.S337 Isodtratd dehydrogenase 2 (NADP),TnltPC 12.36 

432409 AAB0653B Hs.130732 KIAA1575 pnoleln 12.33 

453020 AL162D39 H5.31422 Homo sapiens (iiRN^ cDNADKF2p434M229{fr 1233 

30 419384 AA490866 Ha39429 ESTs 12^ 

410275 U8565B Hs.61796 tr?nscripfian factor AP-2 gamma (ecfivat 12.32 

432B05 X94630 H5.3107 CD97BnBgen 12.32 

416975 ^004131 HsulOSI ^nzymaBtyanzyme 2, cytotoxic T4ymp 12.26 

450719 AI096837 H521349 Em We^y similar to RBSBJHUMA!^ RAS-R 12.13 

35 423753 Y11312 H9.132483 phospholnosHkla^naseL daas 2, beta 12.12 

4184G0 M^15 Hs,6S258 CDdanNgsQ, alpha pdypapGd^OpSS^ 12.03 

402145 Target Dion 12.01 

407179 AA2QE465 &iyni(»in,1]eta4»XchniRi06Qm9 12J30 

43320B AW002834 H5.24095 ESTs 1195 

40 447735 AA77528B Ha.6l27 Homo sapiens cONA: FU23020 lis, done L 11.90 

406912 A6011D84 Ks.48924 KIAA051 2 gene product; ALEX2 11.83 

422068 AlBD75ld H8.104520 Homo saplensfiDNARJ13694fiB. clone PL 11.75 

431427 AKD00401 H525Z74B Hon(U>6aptonBGPNAFU20394fis,ctoneKA 11J5 

427761 AA412205 Hs.140996 ESTs 11.66 

45 448246 AW411209 K&.23363 lvpoth80calpral^FU10983 11.58 

436075 BE08D176 H&.179902 tcansporter-Ike pratotR 11^ 

440774 A]4a0611 H5.153934 ESTs 11^ 

430594 AKQ00790 Hs.2468d5 hypotJiab'cd prolan FU20783 11.25 

419223 X60111 Hs.1244 CD9 anilflen (p24) 11-06 

SO 421528 AWD73971 HaJZaSBSA E8Ts,W^8lmllarti>KtAAl204piDtelh 11.06 

444656 AIZ779e4 H5.145199 ESTa 10.90 

420943 A171B702 H6.279930 major 1iJslDCornprilbBlyoompleK.cl83s laSB 

4SQ294 H42587 Ks.23B730 hypothetical protath M6C10B23 10.92 

413680 At46flai3 H3J1404 ESTa 10.83 

55 406701 AA780613 H6£2964 lienHbi. heavy polypeptlda 1 10^78 

4246B7 J0S07D Hs.15l73a matrix mataOoprolffriasB 9 {geteSnasaB 10.75 

407252 AA6S9037 Hs.163760 ESTa 10.75 

445929 A10B8660 Hs.323401 dp^SOJIke protein 10.70 

451864 N20370 H5.e9547 ESTs 10-09 

60 429307 MXr76892 tis.196951 Ian B piDkHmoogena 10.64 

4342B0 BE00538B flb:CM1-BN01 16-150400-169^02 BN01 1 6 Komo 10.63 

447519 1146258 Hs^B65 ESTs 10.63 

417365 D506B3 HS.82Q28 tran&fo/inkig growth factor, beta recapilo 10.S9 

418945 BE246762 H6.B9499 aracbldonate Sl^x»^yg«iaBa 10.55 

65 405776 T16206 H8.237t&4 BSTs, Hlglily sMIartD LDHHJUMAN I-IAC 10.54 

437103 AW13940B Hl152940 E8T8 10^ 

449961 AW289634 Hs.133100 ESTa lOSO 

441244 BES12935 H6.16405S PP1201 protein 10.49 

^ 450139 AKOOIBSB jerum^^lucooortlcdid regulated Mnase 10.48 

70 427202 BEZ72922 Ha.173936 lntei1auklnlOreceplor»bela 10^ 

448944 AF2S0512 HB.SB215 Hbmo sapiens, Sfmllar to ihotaldn. clone 10.47 

446682 AW205632 88.211198 ESTs 10.43 

413886 AW95a2S4 H9.103B32 GlmllartovBffitUpf3« variant B 10.43 

430068 AA4649S4 gh:zxBQfl0.s1 Scares ovaiy tumor NbHOTH 10^40 

75 424950 AA6D2917 HS.15B974 ESTS ia40 

434442 AA737415 ESTs 10.33 

436089 VVQ5391 nudear receptor Bubfamtly 1, group I, m 10.33 

432559 AW452948 K&.257631 ESTs 10:30 

414191 AW2500B9 lte.75B07 PDZ and UM domrin 1 (elfin) 10^ 

80 434649 AA738254 H5.165390 ESTs. Highly similar to A40S58traRScrip 10.28 

424321 W74048 H5.1765 tyrnphocytSnSpecllBpralfiinlynsinskin 10.27 

4S2S68 AADD5634 H&30087D Homo sapiens mRNA: (jDNA DKFZp547MD72 (Tr 1027 

419490 NM-006144 H5.90708 granzyiraA0iranzyina1.qrlDtt»rcT-4ynip 10.23 
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410611 
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420225 

445577 

411^75 

447644 

406784 

444795 

407110 

40M40 

414829 

427711 

42fiB27 

456362 

446795 

424201 

422627 

419904 

451129 

414405 

416840 

453f716 

415323 

4151B9 

408360 

423024 

434423 

437469 

416078 

410397 

422603 

434524 

422960 

414774 

4119E0 

428818 

408161 

441455 

433271 

436823 

42796B 

42D059 

4)0730 

43195B 

417315 

421098 

422689 

433156 

425246 

440263 

414B21 

407254 

426669 

420099 

424766 

441436 

446019 

437m 

430658 

45D147 

442606 

431167 

449971 

417013 

422451 

41M39 

409493 

432314 

414591 

415825 

4295D0 



A0O32973 

AB0377a2 

AW954134 

AU077333 

HD3109 

AW243046 

mosge 

Al9i6058 

AW661622 

AW1350 

AI193356 

AA01fi042 

X63957 

AA321568 

M31659 

AW0676O5 

AW973003 

AI797713 

133076 

BE336B57 

AAgf74411 

BE072S81 

A13e25a3 

Aie21614 

M037675 

BE2E9352 

L34657 

Aj8060e0 

AA593731 



Hs.12461 

Hs.151t9 

Hs.20924 

HsJ60483 

HSJZ63395 

HS.282Q76 

H5.137064 

Hs.144563 

Hs.108646 

H5.63386 

Hs.t603l6 

K&252065 

H5.83870 

H5,77436 

Hs.l6040d 

Hs.172685 

HS.179S03 

HS.1S6471 

H&1742 

Hs.1 18767 

H8,1BS72 



H6.185831 

Hs.152675 

K&949 

H3.7B146 

H5.44344 

Ms.32Sfl23 



LCHM protein 
KIAA1361 pruten 
KIAA1628 protein 

erythrocyle mBcnbrane protein tend 7.2 (s 
HTOtB proWn 

Homa sapiens mRN A for KtAA16S0 prateiln. 
cytopl3sniic pdyadenyl^'on dement tabid 
EST3 

Homo sapiens cDNA FU14934 lis. done PL 

ESTs 

EST5 

Prader-WaWAngelman Eyndrome-5 



MM.0067e9 H5J3B44 
AW763112 Hs.15514 



452679 
43710B 
41722B 
425593 
422516 
438080 
429103 
444933 



AID34349 
AF217517 
BE242587 
AA6399ai 
AVVB90487 
XD2419 
R77776 
An3l291 
AVilS52912 
AJ271671 
BE621G97 
AW749865 
Aie57607 
AF161486 
AW36B860 
X63629 
A1080042 
AI697901 
AWa56665 
R59206 
AlOB^ei 
BE270030 
M63835 
AWi29401 
BE245560 
060011 
AA353BS5 
AW137772 
AW947164 
BE264111 
AW967B07 
AW373713 
AW294522 
AW971146 
AA807a4e 
Ml603a 
AA310753 
U24577 
AA366i92 
AA533447 
A18aB4S0 
Y18024 
X7d56$ 
AW295B4G 
Z42367 
AA4340S4 
AL134324 
AA270921 



HS.7S0Q5 
Hs.63042 
H3.1ie651 
Hs.249716 

H8.77274 
Hs.18103 
Hs.10230fl 
93.300383 
Hs.7854 
Hs.14317 
H6.117Q77 
Ha.161301 
Hs.94769 

H8.2e77 
Hs.180450 
1^192425 

Hs.17519 
H&.155321 
Hs.336959 
Hb.77424 
H8.181165 
H94718a5 
HS.9S140 
H6.162g63 
HB.165S80 
HS.19S641 
Hs^1314 
Hs.13797 
Hs.146324 
HS.14S891 
Hs.293187 
KS.29B581 
H5OTB7 
Hs.4249t 
Hs^3304 
Hs.193482 
Hs.312989 
HS.559Q2 
H5.7fl877 
Hs.269114 
Hs.14555 
Hs^63 
Ha6D624 
Hs.7312 
H8.19Q6 
HaLlia72S 
AW5023B4 

ALO06637 HS.1963SZ 
NhL016245 HB.1215D 



pleckstrin 

8oluls earner lamily 25 (rrntoctiondifel 
insttiytcneletralh/drQfolale deliydrogensae 
hypoUietical protsin FU22995 
ESTs 

1Q molitoontainlno GTP^e acfivaOng pr 
transforming growth factor, beta^nducad 
ESTs 

gb:RC2-BT0548-2003QO-012^9 BTQS48 Homo 

KlAADSQ&piDlQln 

ESTs 

ESTs 

neuUophl cytosclic factor 2 (6SlcD, chr 

ptatetst/^othenal nlsdtiesion molec 

hypothetksl piolam FLJ20534 

E&T8. Moderately sIroBar to AUJ5_HUMAN A 

LIM domain only 4 

hypcthetic^ proton IM6C32GD 

protean ^yTDcjne phosphatase* recepSarl 

DKFZp564Jl57 protein 

hamatopoletlcally expressed homeolxnc 

ESTs 

cadherin 13, H^herin [heart] 
plasminogen adtvator, urokinfise 
ESTs 

potassium Snwaidly-fecti^nQchannBl. s 
hypothe&d protein M6C3032 
zincfiron regulated )fHisporter-IB(e 
nucleolar protein family A, member 3 (tV 
ESTs. We^y si mllar Id 138022 tvpotheS 
cathepsinS 

RAE23, member RAS oncogene famly 
DnaJ (Hsp40) homolog, 8ubfa(n1|y memtie 
cadherin 3. 1^ 1, P-cadherin (pilfioenta 
dboBcmoI prateb S2i 
ESTs 

gt):RC3<CTD297-2901004)13^03 CT0297 Homo 
Hbmo sapieas cDNA: FU22539 fe, dona H 
senim rcsponsa factor {oios semm raspo 
Homo sapiens, clone IMAGE:3677185, mRNA 
Fc fFagrnGftt of IgG, hifili af&nhy IQi le 
eukaryDUc (ranslBllfon elongation factor 
basic heli^boE^lieUx domain oonlaMno 
KJAA0169genBpiadi)ct 
HUS1 (S.poihb4dwckpoliithannlog 
ESTa 

ESre» ModsFBitely simllarto 68022 Ivpot 
ieUnoUasbni&-b(ndli>Q piDtmi7 
ESTa 
CGM45F 
ESTs 
ESTs 

HomosapEenBcDNAFiJ14296fl6,clDnB PL 
v^ye$>1 YamaguchI sarcoma viral fa^ated 
E6TB. We^y similar to S65657 alpha-l C- 
phosphollpase A2, group VU Qf^lekc 
HfimoBaplanacONA FUllSOSfiB, ckma HE 

ESTs. Vfealdy simitar (d AUJ^UMAN ALU S 
inositol 1,4,54t8ph08phBtfi 3-kIn3s©B 
hexabrachlon (lOTascin cyk^tac&i} 
Homo sapiens cDNA: FU2l5l31te.done C 
fransmembrane, pioslatB andiogen Induced 
hypothetical protein MGC2560 
ESTs 

proteosdycan l^secratocy giaside 
setenophoeph^ synfii^base 2 
gb:UI-HFBR0p-d(ft-f^12Mljr1 NiHJ/iGCJS 
neulraphB cytosolic factor 4 (40KP) 
reWnd BhorVchain detaydmgenasaftedSGt 
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10L18 
10.15 
10.15 
10.14 
10.07 

iao5 
iao4 

10.03 
10.00 
9.95 

ass 

9190 
9.90 
9.8B 
9.68 
9.65 
9.83 
9.7B 
9L57 
9.65 
9.63 
9.63 

ass 

9,53 
9.50 
9i0 
9.45 
a45 
9.43 
9.43 
a43 

a42 
a37 
a37 

9.36 
9.35 
a32 
9.30 
a28 
a28 
9.27 
9.27 
9.25 
a23 
a23 

a23 
ai8 
aiB 
aia 
ai8 

9.17 

ai7 
ai5 
ai4 
ai3 
ai2 
aio 

9.00 

9JD8 

ao6 

9J1B 
BJOT 

ao6 
aos 
ao5 
ao3 
aos 

ft02 

aoD 

Bl99 

aoe 
aos 
a94 
a83 
a9D 
ago 

8.88 
S.8& 

aBB 
asB 
aes 
aB5 
ass 
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430592 

445612 

4Z7254 

42B970 

425190 

430162 

421684 

446659 

44719S 

437457 

401091 

442S32 

442495 

428467 

449924 

447874 

425580 

44S656 

412093 

407633 

411979 

437134 

430333 

408998 

425284 

441623 

442622 

441021 

446630 

417621 

433655 

449335 

446975 

436797 

414662 

414601 



AJ224fi64 

N94126 

AL121523 

BE276aS1 

AWD28302 

AW450643 

BE281591 

A13353&1 

D61523 

AA75790O 

AW20656Q 

AI184717 

AK0OZ121 

W30&81 

DE270540 

L11144 



4438B4 
442821 
41B522 
435968 
440327 
409327 
435664 



427523 
407151 
448094 
421395 
431S74 
412645 
423523 
426759 
4267BD 
426215 
43S7« 
443351 
447500 
407M9 



434511 
411852 
424B75 
419378 
449523 
425277 
451831 
443303 
407013 
429999 
445493 
413420 
422392 
4534B5 
434159 
432666 
430915 
425913 
4W776 
438763 



BE242691 
AW956632 
)(&5t34 
AA349g44 
S70114 
At97916B 
AF155568 
AA315B05 
NM_000435 
AW5767)6 
AW3a4793 
AV5S4694 
AL036559 
AW150717 
BE246446 
AA731491 
AL036058 
AV680B04 
106505 
K206t7 
BE361929 
AA605038 
AW1614at 
Ri2581 
U1162 
NM.001290 
W2fl673 
BEa42779 
H2S836 
H24387 
D90084 
AMB72fi59 
AW444433 
AW29g828 
A1690401 
BE242264 
AW96a4l9 
AAfig9756 
AW016783 
Ar3619Q0 
VU21874 
NM.016625 



Hs.96Ba 

Hs.12969 

Hs57774 

Hs.194691 

Hs.t59079 

Hs.346348 

Hs.106768 

K&.226376 

Hs.283435 

Hs.2535Gg 

HS.184W5 
H6.146233 
Hs.19192 
Hs.1907 
Hs.18a633 
Ks.14947 
Hs.66666 
Hs.72964 
Hs.42915 
Hs.239489 



leukocyte membiane an1igen(lRC1} 

hypothsltcal protein 

ESTs 

reDnoic acid induced 3 

proiehi phosphatase 2, regulalcfry stibinl 

ESTs 

hypothotical protein FU 10511 

ESTa 

ESTs 

ESTs, Weakly simlltf to S65B57 slp1ia-1& 
decay accelaraGng lacitor for comptement 
ESTs 
ESTs 

hypdhellcal prolsBii FLI11259 

Homo eapisns cSNA: FU22130 fis, done H 

cyc^ependent Mnssa 2 



427395 



AA528140 

AI187945 

R24922 

NM.DQ0579 

f«}MJ)01241 

NM-001674 

U67319 

U35637 

Al7ei902 

A1915771 

AW4t0235 

NM_009SOB 

BE620712 

AW13S214 

AW204069 

AA4d&953 

AA3E5799 

BE302464 

AI583207 

AVV9974a4 

U24683 

AW2gsr74t 



Hb^46 

Hs.7644 

H5.15740 

Hs.a23l6 

Hs.3463 

Hs,34572e 

Hb,16B95 

H&a34477 

Hs.76fl07 

HBJ0U17 

H8,182979 

K5.194397 

H5.8752 

Hs.7149 

Hs.11 1577 

Hs.19t146 

H6.53SS3 

K6>l9aD 

Hs.106747 

HS.17B526 

H&301527 

Hs.32061 

H&J023 

H&2B1373 

Hs.136061 

Hs,1935B0 

HS51213 

H8.172199 

HS.16G223 

Hs.117a35 

K&.30799 

HS.1S9212 

H&247QS7 

Hs.191361 

H5.18106 

H3.10TO15 

H&199310 

Hs.g0076 

H&54443 

Hb.1^7B 

K&.4d0 

HSJ9216 

H8.S3870 

H3.99597 

Hs7534a 
H3.115345 
Hs:33026 
HS.19182B 



H5.30057 
H5.99029 
>1&5003 

Hs.97a81 



ESTs 
ESTa 

ESTs, WfeaSdy Mlar b S19560 pro!InQ-r 
refinoUasliQmM^mEling protein 5 
ARP2 (Bciiivretated prolsin 2. yeast) tio 
TIA1 cytotoxic grsmrte^aodafed RNA^U 
glycoprolein CransmGnibrand) nmb 
KSI-sESodated protein 1 
desmogleln 2 

Notch (DrasophUa) honwiog 3 

HI tiislone farrilly, member 2 

Homo sapiens mRNA; cONA DKFZ|i434E033{lr 

InleriBii^-induoed, liepatHIs Owoclat 

ribosonol protein S23 

STAT Induced STAT intvbitor 3 

ub!quIn-acfFvaling enzymg E1-lil» 

hypothefical protein MGC14879 

major histocofnpatfbtfny oxnplac class 

AHMAK nucteoprotein (desmoyddn) 

[tt)OGomal protein LI 2 

teptin leoeplar 

transmembiane protatn 4 

Homo eaptens clKM: FIJ2195Q fis. ctone H 

{ntegrai meinlirane piotsn 3 

ESTs 

coHagon. type IX. alpha 3 

UMdornHuil]indin92 

carina ceHioxypeptldasa 1 precursor piol 

upregultatecS by 1»2&dihydroxyv!tannjn D-3 

ESTs, MoElorately simJIar to unluKwm [H^ 

BSTs. Wbdd/sliTtflarto I3BD22 hypothetl 

pyniVGibsdeliydrogenasa (lipoomkie) a!pha 

hypalheflc9t|ifoidndl4340143 

Homo sspians* Glmlar to hypoVnliGal pr 

ESTs 

EBTs 

adenylate cyclsse 7 
slanntocalGln 2 
E5T5 

Hoifu] sapiens cONA FU13471 fis, done PL 
ESTs 

ESTs. Wb^ simflar to 2109260A B eel} 

l^polheticsl pralBin 

ESTs 

ESTs, Weailcly similar to T00329 bypottiell 
ESTs 

nudedkle^&vgsrlrHnsporter slnnlisr (o 
i^bemolana p>C tmUS^ lecepior 5 
cyclinT2 

activding tFanscrlpUon faclcir 3 
Caspar 7, apoptosis-relatecS cysteine pr 
QteHinnan nefauln rnRNA* psr^ cds 
ESTs 

meUHothloneln IE (funcDonal) 
pnrieasoma (prosoine, inaciopan} adlvato 
manncx^aseb beta A, lysosomal 
hypottiettoal piolein PP2447 
ESTs 

ESTs, Vfeskly similar to unnamed prdtein 
gb^aaSSeO&rl NCLCGAPjGCBI HomosqpiBnB 
SEC22, vesicle Irsfficking protein (S. c 
MRS2 (S. DerevTsiae>-11k9. magnesium hom 
CCAAtyenhancer binding pndtefn (C/EBF)i 
KlAA0458pn)teta 

'snmunoglDbiirui heavy constant mu 
ESTs. Mddefslely similar to 139022 bypol 
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&B3 
6^0 

8.80 
8.60 
a79 
B.76 
8,73 
8^73 
B.73 
aTO 

aes 

8.6B 
8.63 
a63 

afii 

6.59 
8.55 
a55 
8.54 
6.54 
8.53 
8,51 
6.45 
8.45 
&45 
643 
6.42 

a.40 

8/40 
8.35 
633 
a32 

a3i 

630 

aao 
a29 
a26 

8l2B 

a2s 

8.24 

a23 
a23 

8^ 

ai6 
ai5 
ai4 
ai3 
aio 

6.09 

aos 
ao7 
ao3 
ao3 
ao3 

8.03 

aoo 
aoD 

8.00 
6.00 

aoD 

7^9 
7.99 
7S5 
7^5 
7.93 
7,B1 
7^0 
7.90 
7.96 
7^ 
7^ 
7.68 
7-88 
7JB7 
7.65 
7-63 
7.83 
7.80 
7.60 
7.79 
7.78 
7.78 
7.78 
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446272 8E26G912 Hs.1460l hem^opaslIccelt^pfldiicLynsubslral 7.75 

436962 BE(M6594 gb:hn41c11.)t1 NCLCGAPJUPF2Ho(TUJ5aplen5 7.75 

434963 AW974957 Hs^BdTlS Homo sapiens cDHAFU12142fis, done MA 7.73 

42290D AAe4l2Dl Hb.222Q51 ESTs 7.73 

5 432598 AI341227 Hs.157l06 ESTs 7.72 

449322 A!638616 Hs.196566 ESTs 7.71 

4169B7 086357 Hs.e0712 KlAA0202proldn 7.67 

410800 BE2BD421 H8,944S9 ESTs 7.67 

416801 X9BB34 Ks79971 5al(Drosophaa)-llke2 7.67 

10 437442 TB5104 Hs.222779 ESTs. Modemtely simitar to simitar 7.€5 

407137 797307 gb:ye5!3h05.s1 Soares feN TEvar spleen 7.S5 

401466 veside-assodaled membrane piDlsin 4 7.65 

406870 AAD75144 Qb:zinBGfO&fit StralagsneovaiianGanoer 7.64 

408558 AW015759 Hs.235709 Homo Bapions i«RNA; cDNA DKFZpeB7e07l 1 {f 7.63 

15 457250 AAeil9B7 Hs.125779 ESTs 7.63 

412949 AW71639 Mb.71913 ESTs 7.63 

406819 AA906472 sb:cgB2a1Q.&1 NCJ_CGAP^0v8 Homo sapiens 7.G2 

441612 Aiaa2G2d Hs.113660 HDii»5fl|]ien6cOKAFUt1631 fis^ckneHE 7.62 

414799 At752416 Hs.77326 insifin-ltte gnnrih factor binding prol^ 7.61 

20 435037 AAB30e93 Hs.119769 ESTs 7.60 

447197 R36075 gb^hBSbOlsl Sm^ placenta Nb2FP Homo 7,60 

407719 AW963666 H6.44021 Hoino sapiens mRNA for FIJQ006Spmtein, 7.60 

417336 R70429 HsJ&1gB6 dte AM (DicsnpKila) homolog 2 (rriltogen 7.56 

418134 AA3g776a Hs.e6617 ESTs 7.55 

25 451812 XSieaO K3.152I5I plaKophllln4 7.55 

412347 AW970026 Hs.738i8 ublquinoUzytochromecfeductssa hinge p 754 

429083 ¥09397 H&227617 Da2-re)ated protein A1 754 

414004 AA737D3a HS.715S EST6,MtKtof8tolyBiniilar!a21l5357ATm 7.S2 

423S0S AW57gg60 Hs.135lS0 king typ&l cell meitibrane-assodatstr^y 7,52 

30 407784 AWt3fl585 Hb,12708 ESTs 752 

425762 BE244076 Hb.158578 AT-hooktransCT|pdon factor AKNA 7.S0 

418452 BE379749 Ks.85201 OtypsMaum dependent cartiohydfato- 7^ 

438459 T4g3DD H5.35304 Harao sapiens cONA FU1 9655 fs, done PL 7.48 

446013 At3Q0167 Hs.152774 ESTs 7.48 

35 4292B1 AAB30B56 Hsu29fl08 Homosap3an3cDNA:FU21122fl6,donoC 7.48 

415526 K76536 Hs.265591 ESTs. WeaMy simitar (oALUIjHUMAN ALUS 7^ 

417450 AA314435 Hs.17519 hfcmo sapiens cDNA: FU22539 lis. ctoneH 7.45 

431773 BE409442 HsJ26a557 pledtstrtnhonwIogy^doBia'n, family 7.44 

447082 TB5314 HsS«29 OaoredoxIftJilcB 7.43 

40 441962 AW972542 Hs.2690QB Honio SQptens CDI4A: FLJ21B14 6a. done H 7.43 

429058 AF13a863 Hs.35254 hypolheCcal protein FLJB6421 7.43 

439971 W32474 Hs.301746 RAP2A.cneiftoorRA&onco^1i8ni[^ 7.43 

442233 AVV967149 Hs.2a439 ESTs, Waalklysfanllar Id 138022 SiypotheS 7.43 

436384 AA531187 Hs.125705 ESTTs 7.39 

45 452248 AAD93668 H9.2a578 misdeblind (DFQSophila)-like 7.39 

446259 AJ26347& H&263478 ESTs 7.98 

410570 Ai 133096 H6.64593 ATP8ynthasa,K1ranEporting.niHt]GbtiiKlr 737 

447484 AA464839 H3.292566 hypolhedcal prolsari FU14697 7.36 

435541 AASB7aal Hs.2213ie ESTs 7.35 

50 453932 AaMI06303 H5.3292S6 ESTs^WeaUyslmlartoCdafflnsnotstfa 7.35 

408067 BE244Se0 K&34a307 hypottietlcsi protsln FU10330 7.36 

427307 AF117947 Ks. 174795 PDZdomaln-contaning guanine nucleotide 7.35 

418336 BE179a82 gkitaUnDne peroxidase 3 (rAsBnis} 7.35 

448877 Ai5B3696 Hr.253313 ESTs 7.36 

55 443195 BE14S23G Hs.193063 tiomQaspt6nscDNAFU14201fl6.ck>nBNT 7.35 

444B38 AV661680 HS.2QB558 ESTs 7.33 

422693 8E300073 Hs^ZTSSeO tumor protein, ImbSanafl^oonlrDle 7.31 

424677 U0Q414 idnc finger pi^n 137 <donepHZ^ 7.30 

441876 Aia01869 HB.1279B2 ESTs 7.29 

60 406542 C10Q0072B^s>ll25aSSS2|sp)QSY2Q1|Z257.HU 7.26 

408416 AW9B3B87 Hs.44743 KMA1435 prateh 7.2B 

425367 DE271188 K8,15S975 protein tynislnd phosphatase, reoepfavt 7^26 

442492 AA52e4e9 Hs.234518 flixsomal protein L23 7.25 

424S41 AW392561 Hs.180559 EST9.VfefiMysfnil]QrtoA66194throihboxa 7.25 

65 452B52 AKD01972 Hft30a22 hypolhefiealpiDlelnFU 11110 7.2S 

426501 AW0437e2 H3293616 E&Ts 7J25 

411251 R19774 Hs.22e35 HHGPpniteb 7.25 

444670 H58373 Hs53293B hypoihaBcal proieta MGC6370 7.25 

41S117 A1922013 Hs.83496 linlcerfbractlvaUonor Trails 7.24 

70 441384 AA447S48 Hs.288660 Homo safdenBcDNA:FU22162 lis. done H 7.24 

434817 AAf»2118 H8>102737 golathpictein 7.23 

419970 AW812022 ESTs 7.23 

432290 AK001099 Ks.274273 Homo sapiens cONA FU1Q237 lis, clone HE 7.23 

„^ 42BE47 AA243464 HS.2941Q1 pre^^UleukaFn-iatranscripllon (actor 7,23 

75 433891 AA613792 gb3io97liOd.s1 NCLCGAPJ>f2 Homo saptelts 7.21 

454038 X06374 Hbw37D40 platdet-derivedgnmAli factor alpha pol » 7.21 

430314 AA369601 KS.23913d pFe^-cdl odony-anhanclng tadDr 7.20 

443247 BE6143S7 Hs.333893 o-Myc target JP01 7.20 

441224 AUa76964 H8J753 cdumervn 7.1B 

80 447188 HG5423 Hs.17631 ti^iDUielical pioleDn DKFZp434E2t35 7.18 

447887 AA114060 Hs.19g49 caspase 6, apoptosls-related cysteine pr 7.15 

447341 /ff10e041 H8.1B142 ms&n,1)eta2 7.15 

406113 TB2427 Hs.194101 Homo sapiens cDNA: FU20669fis, done A 7.14 
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418E96 AW959433 Hs.326290 hypoffielical protain FU12SB1 7.14 

434B99 AA643B67 K^.149425 Homo sapiens cDrVkFUIISaOfls. done HE 7.13 

421633 AF121660 H?.10S260 Getting nexfn 10 7.10 

410668 BE379794 Hs.159651 hypothelic^ pnjtoin 7.09 

5 43S812 AA70(M39 H5.188490 ESTs 7.0B 

414476 M301d67 Hs.76224 EGF<»n1aViliigIibuEii-1iheexlraceHu1a 7.DB 

40B33i NMt0a724a Hs.44229 dual GpecMclty f^osphalase 12 7.0B 

4l7t65 R8Q137 H5.302738 Homo sapiens cimFU21425 lis. clona C 7.06 

40BG05 AF025374 Hs.4B465 T-oell. imrauie legidBtor 1 7.QG 

10 416401 N60139 H8.26B916 ESTs 7.05 

415793 AAe53718 H&225B41 DKFZP434D193 pioldn 7.05 

415995 NIVL004573 pttosphoQpaEe C. beta 2 7.03 

414B12 X72755 Hs.77367 monokine induced by gamma intefferon '7.05 

417535 AA203569 Hb.191482 ESTs 7.04 

15 449567 AI990790 Hs.1B6614 ESTs 7.03 

429355 AW973253 Hs,2926e9 ESTs 7.03 

442460 NMJ)U135 H8^45 PR0DG41 protdn 7.03 

453187 A11613B3 Hs34549 ESTs, Highly slinilar to S94S41 1 done 4 7.03 

430280 AA36125B HsJ237868 Intedeukfn 7 receptor 7.03 

20 426124 AI26B3B9 H8.25G697 phosphatidylinosltblglycffit, class F 7.02 

442665 Aa033017 Ha.B534 KIAA1191 pnAdn 7.D1 

433735 AA60B955 Hs.189653 ESTs 7.00 

416Q03 X96001 H8.7894B Rsb geraaylgBraDyHiansferase, beta subu 6.9B 

42441S NliL0D1975 H5.1465ao enolase 2, banuna, neuron^) 6.95 

25 416655 AW9e6813 Hs.79428 Ba2teir6TioviiisElB lOkD-nterecfing pro 6.95 

409956 AW1033e4 H8.727 inhibin. betaA(acIiv)nA»a(M)ABa 6.95 

407136 T646S6 Hs.287420 HomosaptenBcDNAFU11533fis.ctoflaKE ^99 

42S235 AA353113 He.112497 Homo sapiens iiDNA:FLJ2Z743&, done H &93 

451653 W16193 esr$.ModerateVsfninartoHERC2[H.S3p &93 

30 439444 AI277G52 H&54578 ESTs. Vfed4/6tm1ar1o 138022 liypolhe^ d.93 

45183B AW005866 H8.193969 ESTs 6.91 

438612 AW298067 gb:UmaW&«ip-9-09D-ULs1 Ma.CGAP^Su 6.90 

443749 fiaeB2a Hs.143483 ESTs ^90 

4345B4 057341 Hs.188361 Honm sapiens cDNAFUl2aD7fis, done m 6.90 

35 427919 AA173942 H5.32641B Homo sapiens mRNA;cOKADKFZ|l564H1 916 (F 6.90 

431840 AA534906 Hs.2B60 Fai3domdln,dla5s5,tran6cripl{onfaclo 6^90 

435655 AW105663 K&6947 H8PC3069 protein 6.90 

427640 AF058293 Hb.180015 D^opachromaiBuloinaiBeB 6.6S 

418259 AA215404 ESTs 6,85 

40 407244 M10014 fibrinogen^ gamma polypspHde 6.85 

418832 X04011 Hs.88974 pytodireme b^245^ I)eta polypopOde {clno 6.83 

441321 H17162 H8.7771 B^aasocBledpfolein 6.80 

433162 A102fiB42 E8Ts &ao 

425410 AA310974 HS.15G828 Homo sapiens cONAFU10522 lis, dona NT 6.80 

45 434372 AAfi31373 flb:npe6c01.s1 NCLCGAPJhyl Homo sapiens 6.60 

456629 AVU891965 faistDne do&c^ase 3 678 

4302B3 BE39168d RAB7,meml}erRA& oncogene family 6.77 

418300 AI433074 HS.S6682 Homo sapiens cDNA:FU21E7B1is, done C &76 

406858 AI855720 H6^797 nTwaonial pratain L10 a75 

50 4295B2 Al56gG68 Hs.22247 ESTs &75 

401 113 solute canter famly 22 Corom catlan 8.75 

449576 AWD14631 Hs.22506S ESTs 6.75 

432566 X92715 Ks.3057 zinc finger pioteln 74 (Oos52) &72 

417558 AF045229 HS.822&0 regulator of GfR^nslQiislHIno 10 6.72 

55 430451 AA836472 Hs.2a7S39 oattiep^B &72 

410503 AW975746 Hs.188662 KIAA1702 pioleln 6.70 

415682 A1347128 H6.igi670 ESTs 6.70 

410102 AW24a506 Kb^727 ESTs; homologtie of TEh^ [Oona savlgnyl ^70 

414217 AI3092fi8 Hs27989B Homo sapiens cONA:nJ231fi6S8. dona L 6.70 

60 457073 AA233210 Hb.179949 rlbosomalpratanLII &69 

442232 A1357813 H3.33746Q ESTs,WeeSd)rslmllartoA47S82B^1lgr 6.6B 

436137 AK)567e9 Hs.133512 ESTs 6.66 

425787 AA363e67 Hs.155029 ESTs &67 

437602 A)475995 Hs.122910 ESIs &65 

65 432636 AA34Q684 H8.27S562 daudin? 6.65 

407340 AA810168 H5.2842a9 s46llgo«580dMpra(BtaVrM 6.65 

410036 Z37976 H6.83337 IsIeivllmnBtimiinggioiNtlifiaelarbelab 6.65 

423494 AW504385 H$^143 VVIakilt-Atdiiidi syndrome praldnlateraB &63 

441355 AI8Z2034 KaLl37097 ESTs 6.63 

70 430968 AW972630 gb:BBT384925MAGEiBSBqUBnces.MAGLHomo 8.63 

434651 BE367182 ti8.2B0B5B ESTs»HigNysliriilartoA36661 DNAexds 6.63 

447232 AW4g9834 tts.327 tnleiteuMn 10 reoeplor. alpha 6.62 

422310 AA3I6522 Hs.98370 cytDchiDrneP45Q, subfamily IIS, polypept 6.60 

449217 AA278S36 H6.23262 i1bQnuclBfi9e,RNBBaAfiani1ty,k6 6J0 

75 449057 AB037784 Ha.22941 »AA1363 praleli 6.60 

446979 A1654443 Hs.1976B3 ESTs 6.60 

452382 N36902 Hs.211539 liypdhatJcst protein MGC424B 6.6D 

424868 A1568170 HB.96Sa6 ESTs 6L50 

^. 409485 8BQ990 Hs.252136 ficdlnlcoHagenffibrinogendomain^cont &58 

oO 451603 BE37e499 Kb.173705 Homo sapians cDNA: FU22D501iB. done H 6.88 

426156 NM_0Q19B2 >ta.l990S7 v-«rtvfa2 avian eiyBirofalasdoleukBRilBV 6.58 

462472 AWg57300 Hs.294142 ESTs. Waaldy similar (oC5SG63d1godend 6.57 

450256 AA286BS7 H&24724 MFHampliBed sequences wiltileudnB^ &56 
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451589 AA424791 Hs^54 msningibrna expressed anllgen 5 (hyaluron 

444207 A15650D4 caUiepsfal 0 (tysosontal aspartyl protease 

4t&459 R85436 Hs.268B14 ESTs 6^ 

_ 427667 AKD01279 Hs.180171 Honnos^anacDNA FU10417fi5,clDne MT 6.65 

5 406745 AW511970 HR-279a60 lumof prolan. TranslaBonally-oonlrolle 6.55 

446173 BE566d49 H3.14158 copine 111 6.53 

436568 BE5455B8 Hs.278712 Homo sapiens cDNAFyilD74fis.c)on9 PL 

423B25 MM 004402 Hs.1330B9 ONA fragmsiMon factor, 40 kD, b^ta po 6.53 

443441 AW291196 Hs.92195 ESTs 6^1 

10 428403 AI393048 Hs.326159 leucine rich repeat C>n FUl) inferaslin 6.50 

431971 BE274S07 H5.77aB5 myosin. 1lgm|»!ypBpGdB$,dksfl,8nio 6.50 

450219 AlB269g9 H6^4624 ESTs 6.50 

40B896 A1610447 H5.4an8 nban protein 6^ 

44261B R5e222 Hs.26514 ESTs 6L49 

15 422773 AB(J2BgS2 Hs.301552 KIAA1039 protein 6.48 

413663 BE24758& Hs.75462 BTGIamily, member 2 6.48 

4teS05 BE538674 actinin, &lpha4 &48 

408066 NnLP066e2':KomDsap1en5 SnQ-ralafBd CBP 6.45 

448520 AB002367 Hs.21355 <ioubleco(lJii£ndCaMIdn3s»1!l»1 6.45 

20 4072B4 A15392Z7 Hs.2l4039 hypoUialica!prale}nFU2355B R4S 

447296 AW243B14 Hs.1fl053 Homo sapiens cONARJl0768 lis. ctone NT 6.46 

443963 AAB78163 Hs,1744B HoiTK>8aplansc[3NAFLJ1361Bfis, clone PL 6.43 

426495 D31765 Hs^lTOlU KIAA0D61 protein 6.43 

422303 AW4t03B2 H8.275S6 hypolhetlcat protein FU22405 6.42 

25 440119 AAB65455 Hs.125331 ESTe.^federatelyMa^bvnknolNnlH^ 6.41 

45165B AW;95351 H5^0520 ESTs, Moderatdy similar to 13B022hypol ^-^^ 

435910 AF263538 Ki6,e6232 grnvUidtfterentsIion factor 3 &38 

439979 AW6Q0291 H5.6a23 hypottiefical protein FU 10430 &38 

412220 BE350QSB Hs^6787 diromodomathtiellcasBDNAlnndjng pfDial 6.38 

30 436716 AM33540 |^:fl89g05.x1 NCLCGAPjOiH Homo aapieti 6.36 

413703 BE15B360 glKPH1-HT03B3-131299-001'hOB HT03B3 Homo 6.38 

413326 He8621 Hs.1d762 ESTs, WesMy similar k)KIAA114DpiDt9ln 6.36 

44197D AWg599l8 H5.73737 ESTs 6.36 

430635 AI240006 H3.192326 ESTs R3a 

35 414890 BE281095 Hs.77573 tiridine phosptlOfyiase 6137 

41B113 AI272i4t HsJ83484 SRY (sex <ietenn'n1ng region Y)-bQK 4 6.37 

414768 AW3769Qg He,25BS5& etangatlon1a{:tor-2kjaase 6.36 

422340 AW296219 Ha.1l5325 RAB7» member RAS oncogene bmlly-^iloel 6.36 

407198 1191679 sb:yv04a07.st Soared fnt^ liver spleen 6.35 

40 432586 AA56a54B ESTs 6.35 

432729 AK0()Q292 Hs.130732 hypothetical protetn FU20285 6.36 

420012 AW957965 Hs.99014 Homo sap'ens. done IMAGE:363216B, mRNA 6,35 

432879 AW815932 Hs.173734 ESTs, WeaMy similar to AUJ1JIUMANAUI S 6.35 

429732 02D158 Hs,24aB lymphocyte cyloscrtSc protein 2 (Srt2donia 6.35 

45 4150B2 AA16DQ00 Hs.13739G ESTs. We^ysimterk>JC523agalacl0By &35 

437296 AAaS0994 KS.2D281 KIAAUOO 6.35 

427747 AW411425 Hs.180S55 scdneAhreonlna kinase 12 6.33 

445673 AA25097O H8.251946 poly(A)-bindiag piotein, cytoptasRib 1-1 6.33 

410387 AK773B7 Hs.47094 ESTa 6.33 

50 413677 AW5D3116 Hs.301819 2inGftigBrpi6teln146 6.31 

41845B AA332941 H5.B5226 llpaGBA.ba»ixnQlacld,GholestBn)1es 6.31 

443634 H73972 Hs.134460 ESTs 6.30 

409453 AlaB55l6 Hs.e6612 ESTs 6.29 

443035 Z45822 H8.B9Q6 Homo sapiens clone 24869 fnRNA sequence 6^29 

55 432841 1493425 H8.62 pibtetn^roElmptiQsphfillQsa.noiHiBcapt a29 

41053Z T530» I4B.155376 hemoglob'n, lieta 6.28 

428453 AB011110 Hs.184367 GTPffieacSvallngpn^rt^ite 6.27 

410697 Wt65ia Hs.2766ie amyloid beta (M) piccuistf-llka piolaln &26 

45D965 AAai0319 H8J603S9 ESTs 6.25 

60 419926 AVirg00992 HsS3796 DKFZP586D2223 pnrtnin 6,25 

426797 AW33B2EB H6.342649 ADlMlbosylaHonlaciar-filoeS &^ 

412528 AI123478 H8.32112 ESTs 6.25 

410079 U94362 Hs.585S9 E|tycogenln2 6,25 

427477 AW973119 Hb.178391 rlbosomal proleta UM ^24 

65 416297 AA157Q34 H8J9172 solute csiriarfniif/ 25 (ntHochn^ 6.24 

435961 BE293127 Hs.283722 Gnipnriein a23 

424090 Xg9699 H5.t39262 X1AP assodaled factor-1 6JZ3 

42B311 N%1.0a565l HG.1B3671 Iryplc^an Z^d-fSoKygeflBse 6.23 

451061 AW291467 Hs^36S9 ESTs, VMdysin^lBrtaKIAA1357 protein 6.23 

70 409731 AA125986 H5.56145 {hymosin, beb^ tdentllled In neuroblast &23 

440129 AAB6Sai8 ESTs. Weakly simnarto 871686 StaZUilc 6.22 

428773 BE25823B K8.193163 bridging Integra 1 6.20 

436372 AW972301 Hs.3102B6 ESTs 6.19 

440719 AA15fle69 Hs.26267 ATlMi^ndantlntorfafoniBsponsapftitol 6.ia 

75 40B665 M1B728 gbAlumanoonspacBiBaussreacttnganCig 6.18 

421305 B097354 HS.32483Q dlplherialaBdnies^islanoeprofsInraqiil 6.17 

450968 BE616571 >|5.429 ATP synthase. H tfanspcrlrag. mitochondr 6.16 

458659 AW749B95 Hs,332520 Homo sapiens mRNA;cDNADKF2p434A1Dl4(f B.15 

4068D6 AW086535 ribosnnfll piotein, large, PO 6.15 

80 420151 AA2S5B31 H5.186704 ESTs &14 

413441 AI929374 Hs.75367 Sh>«ke-adapter 6.13 

449317 AW293413 H^132906 1dA24 protein 6.13 

42156B WB5B5B H5.99B04 ESTa 6.13 
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435919 


At052^a9 


Hs.1 14104 


ESTs 


417353 


AA3757S2 


Hs,348l40 


Homo sapiens ntfWA; cDNA DKFZp686Fl822 (f 


448946 


AI652d55 


Hs.23363 


hypothefical protein FUI09B3 


432415 


T16971 


Hs.289014 


ESTa, WeaMy ^lar to A4d932 muan 2 p 


406857 


AA613726 


H8.29797 


ribosdnial protein L10 


417344 


AU077t96 


Hs.B2S85 


collagen, type V, alpha 2 


425095 


AW014160 


Hs. 182685 


WAA1276 protein 


436756 


AMI 6466 


Hs,33665 


ESTs 


431155 


AW971213 




gb:EST3B3301 MAGE rasoquenfies. MAGI Homo 


413B13 


M96956 


Hs.756ei 


tBrabcardnoma^eHved giawthfiactor 1 


451052 


AA2B1504 


H5.24444 


Homo sapiens cDHfic RJ22165 fis. dons H 


450511 


R07423 


H&^092 


thyidd honrane receptor Inter^dor 11 


447S32 
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TABLE 52C 

Pkey: Unique number oorrespondlnQ to an Eos probBBBl 

Reh SequQiica £i]uic& iho 7 dgit rwmbefs in Ihfs colurnn m 6enliank klSR(iltor(61) numbGr& *Dunham. el aL* refeis to Rie piAlk»fion enUdedTlio DNA seqisnca of 

human duomosonne 22" Dunham. A al. (1990) Naturs 402:489496. 
Sliand: tndicateB DlilA strand from wliteii esvitn were predicted. 
NLposfflbn: tmllcatesiuiGleolideposiiltonsorpiedlGtedeim 



Ptoy 


RbT 


Strand 


Nt_po6l0on 


402474 


7547175 


Minus 


5352fi-5362e,5575&€5S20.5753O«77S7 


402145 


B0182BQ 


Plus 


113086-114600 


401091 


9958240 


Plus 


94760^898 


401466 


66B2292 


Plii& 


2674^29023 


406542 


7711409 


Hus 


117335-118473 


401113 


9SG6541 


MlnuB 


19419-19999 


405086 


8072909 


Plus 


73e6i-73B4l,740B1-74217J461fr-74779,74S2 



TABLE 53A: 

Ptey: Unkjua Eos prabasel identifier mimber 

ExAficn: ExemplBr Aixsessmi aumber, 6Bnliaiik Bccasskn number 

UnlgeneKX Ungene nurriber 

Unlgena7Hle:Uni1gBne gene tMe 

Rl: Ratio of isBtlGular cancer (non^snyineinalous aid aenilnomatou^ compared to normal adult Uesues 



Ptey 


ExAccn 


UnigenelD 


UntgeneTOle 


Rl 


432666 


AMV204069 




ESTs. WeiikV annilarto uiKiamed prateih 


78.20 


452838 


U65D11 


Hs.30743 


piBferenlidl/ expnessed enfigen in mela 


75.45 


418696 


AW959433 


Hs.a26290 


hypDiheffcat protein FU12SB1 


58.80 


432730 


AI066520 


HS.1313S8 


ESTs 


81.80 


45D5B1 


AF081513 


HK,2S195 


T6Rtwla4 


48.40 
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426534 USaOSB Hs^l Isslis specific pnslB'n. Y-4inked AAStS 

42345B AI204212 ESTs 3BX0 

428664 AK001666 H5.1 69095 simlartaSALLI tsal PtOGOphilaHBn 34.65 

_ 420367 AA259090 Hs^702a ESTs 32.60 

5 451 10& BE3B27ai H6.259S0 N-MYOGncogBna 30.10 

437052 AAa61697 Hs.l2D591 29.35 

417407 AA92a27B H5.290905 EST&,Wteaikly similar bproteaeolH-s^ 29.0B 

420759 T11832 H&.127797 Homo sapiens cDNA FLI113B1fia,cfDne HE 2B.45 

420347 A1J)33539 Hs.97t24 Human DNA sequence Iif)QmctoneRP1-309Hl5 28.25 

10 4077^0 AWQ22727 Hs.23616 ESTs 26,06 

448981 Aig68719 Hs.ld53B7 ESTS S.40 

429486 AF1^Z7 ^8.203063 hypotfietlcaH protein FLJ10339 25.55 

420523 An3072B Ks.98586 doub!e5exsndiziat>3 related Ir&nscrtpUo 25.10 

4257B9 U72513 Hs,1594a6 Human RPL1 3-2 pseudogenemRNA« complete 23,70 

IS 430252 AI638774 H5.10d32fl testes developmenMelaled NYD-SP20 21^ 

454077 AC0059S2 H5.37062 1nsuirn-l8«3(Leydl||oell) 21.73 

428227 AA321649 Hs.224d smaQ Mcibla cytokine sublairdlyB((^ 20.15 

434649 AA73d254 Hs,18539Q ESTs. Highly slmlt&r to A40350lranscrip 19.65 

^ 42457B AKD01973 Hs.1S0B9O hypOthettca) pro^n 19.16 

20 427335 AA44B542 Hs.251677 6an1Igen7B 19.05 

438915 AA2fi0174. Hs.2656ei WilEams-Beuien syndiome chromosoma regi 16.95 

432938 T27013 Kau3l32 steixildogenlc acuta regulatoiy protein 18J6 

449322 AIB3B516 H&19B566 ESTs 18.30 

430591 CI 4187 H6.15720B aristalsssprGlatedhonieobox protein ARX 18,00 

25 430B76 AF05486& gb^Homo sapiens envdopBproldiiRI&3( 17.S6 

440119 AAB5545S H&.125331 ESTb. l/odBiately similar to unknown IHLb 17.41 

41B7SB AA252254 H6.226949 ESTs 17.20 

410102 AW24a5Da Hs.Z79727 EST5;)ioniologii8af PEU^lCbnasaiffQinyl 18.20 

447534 AW953935 Hs.2B8665 EST& 16.04 

30 407122 H20276 lfc.31742 E3Ts 1595 

44G979 A1664443 Hs.1S76B3 ESTs 15^ 

406547 TsiBelEjmn 15.70 

427711 M31G59 H8.10040B sdiite carrier IMy 25 {inltochonEiriBl 15.65 

456047 AI3B0456 HaL37776 ESTs 15J0 

35 448776 BE3Q2464 Hs,300S7 MRS2(S,oerBvisiaBHike, magnesium liori 15.00 

452291 AF015692 H5.2a853 CDC7 (cell division cycle 7, S^ceievisi 14.95 

40B9Q8 BE2962Z7 ^5.250822 serine/threonine Mnase 15 14.65 

418007 M13S09 HaJBSieO nialiUmBla]lopro(elnasBl(inMiltBl 14^ 

«2a2d At133396 prion protein 2 (duUtfQ 14.05 

40 43333D AW207DB4 H5.132ai6 hypothellcal pnofdn M6C14801 14J15 

4105&1 BE540256 Hs.6934 Homo GaptenG cDNA: FLJ22044 lis. done H 14.05 

427667 AKD01279 H&180171 Koni08aplBn8GDKAFU10417a5.GloneOT 13.90 

41B134 AA3977e9 H5^617 ESTs 13.85 

454436 AA2240S3 Hs.172405 oelldivfs1an€yd8 27 13.70 

45 449032 AA045573 H3.22g00 nuclei 1aclor(eiyVvi3ld-deiivGd2)-1tk 13.40 

426427 Ma6G99 Ks.169840 TTKpfolffnIunass 13,35 

4377B9 AI581344 Hb.127612 ESTa. Weekly sIntEar toll 7330 hypOOiali 13^ 

419384 AM90B66 Ha.39429 ESTs 13.10 

418477 AVV0229B3 gbnff46h12.y1 Morion FeldCdclilsa Homo 12^5 

50 453922 AF05330B Hs.d6700 budding uiVnhibtted by benzfmldazotes 1 tUO 

4471B8 H65423 H3,17631 hypothetlcat protein Dt<FZp434E2l35 ' 12J8 

43D521 NI^0163B3 Hs.242183 HOM-TES-85 Umwr snfisen 1^72 

443Q6B Af18B710 ESTs 12^ 

437099 N777B3 HBu4fl659 E&Ts,Hms1mlartoS1445BlBfflinina 12j60 

55 420401 AK001807 HsS7464 bypothel^pniteln 12.50 

410361 BE39ia04 Hs.62661 guanytateUncfing protein 1. Interferon- 1ZG0 

431494 AAg91355 Hs.29B312 hypothsBcal protein DKFZp434A1315 12.45 

406037 U14G22 f^Kdmanlransketolas&lltepFDtatagm 1Z25 

439451 AF086270 H8,2785S4 heteiochroniaSrHlkepnotanl 1Z10 

60 404996 Target Exon 11.06 

424905 KM-P02497 H6.153704 N1MA (never in mitosts gene a)-refal«lk 11.85 

444619 BE536062 H8.8172 ESTs, Moderately 8MlarteA48010X^n llJBQ 

434551 ^7162 Hs.2fl0B5B EST8.HlBh?ydrnnBr1oA39661 DNAexds 11.55 

421241 X91817 Hs.102866 lianshBlalBBeJike 1 j 11.50 

65 414972 &E2B3762 Ns.77695 KJAA0OQ6 gene product 11.45 

426966 U02330 H9.172816 iveuregullnl 11.37 

433159 AB035898 HS.1S0587 ktnesln-ike piutan 2 11.35 

433800 A1D34361 Hs.135150 lung typ&4 iseH membrviMSOGlaled gV 11-24 

„^ 440207 AI371978 Hs.128326 ESTs 11.12 

70 407276 AI95111B Hs.32fi736 Homo sapiens breast canoer antigen NY-BR 11.10 

450142 AW207469 Hs244B5 ct»ndni?&i sulfiale p(oteoE(iyiBn 6 (bama ^^J3S 

449576 AW014631 H8.22506a ESTa 10J5 

414251 ALO42306 VIb.97689 VASA protein 10.95 

422356 BE545072 Hs,122579 ECTZ protein (EpflheTEal cell lianslbmil 10J90 

75 436812 AW298067 gb:UI-H-BW0-Bj^g-GW)4Jl.s1 KCI_CGAPJBu 10^ 

427521 AVira73352 ESTs 1061 

40872S AL13737g Hs.47125 tiypothaQcal piateon nJ13912 10.80 

442632 AW2066B0 HS.2535S9 ESTs 10.62 

436639 AA764aS2 ESTs 10l60 

SO 438949 AA442153 Hs.104744 tiypoUietrcd protein DKFZ|>f34J03l7 10.55 

409731 AA1259S6 HS.SB145 ttvniKinpbeta.ldfinl»ed1nneuroblas1 10.45 

435206 A1432364 Hi.160534 ESTs 10.15 

433975 AA9719S3 H5.1220S5 ESTs 10.10 
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44S791 AI63227a H3.195922 ESTs 10.05 

422232 D43945 Hs.113274 Uanscrip^on factor EC lO.OQ 

420D47 AI47G65S H6.94631 brefieUinA-kihjUted guanine niideollde 9.71 

434334 AAgi247& H&.1 16750 Komo sapiens cDN A RJ 13221 te. clone tfT 9.50 

D 423E73 BE003054 Rs.ieSS msIrixmeyiDproteinase 12 {macrophage 9.44 

43B18B M779975 Hs.1 28859 ESTs 9^ 

418973 AA233056 88.191516 ESTs 9.25 

413627 BE1620B2 Hs.24S973 mtron of Bnaudal Dhomolog 1 9.25 

4226B9 AWeseeeS gb:RC3-CT0297-290100«013-dC3Cr0297Honio 9.15 

lU 4a680S AAfi2B9&(} H^ig237l down syndnymecrfUc^ region piDteinDS 9.11 

434899 AAe43687 Hs.14g425 Homo8ap}en8cDNAFUl19fiD1i5,clDnsHE 9.08 

426518 Z43039 H6.17D193 KIAAOD09 gam product 9.0$ 

440968 N36327 gb:vxa2b06.r1 Soores ine!arK)cyle 2NbHM Ho 9.05 

440952 Al23la04 Hs.118101 ESTs 9.05 

15 427469 AMO3084 H&269347 ESTs.W83l(lyslmilarto21092£0ABGeil 9.05 

442618 R56222 H&26S14 E^Ts 8.96 

419423 026488 Hs.90315 KIAA0QD7 pratefn a:96 

42B1S3 AW513143 Hs.9B367 SHT (sex dfitBrmTnlng region YHxn 17 [S 8.80 

439979 AW6D0291 H5.6B23 hypothetic^ pnileinFUl 0430 8.76 

20 444071 AI6511)6 H5.l4B6Sa EST& 8.75 

436S13 AJ27B110 ^125507 DEAIMKKpiDteIn 8.80 

427486 AA974433 fibroUsstgnawlh factor 4 (hepann seer a59 

415857 AA566116 Hs.1Z7797 Homo salens <^NAFU1 1381 fls. done HE ALSO 

42SB47 AI954833 Hs.9Ba81 ESTs 8.57 

25 408466 AW19Sg40 Hs.253Z77 ESTa 8.84 

443523 AKDQ1575 H&S536 hypothetical piotelnFUIOTI 3 8.53 

440527 AV657117 Hs.184164 ESTs. Moderately simRv to S65657dphB 8.50 

439570 779925 Ha.269165 ESTs. WesiMysmtilar to ALU1J1UM/SN ALUS 8u50 

450480 XB2126 H&.25040 zfnc finger pnildn 239 6.50 

30 42526e J00077 H8.15542t sIphalBtoprcrtetn 8.90 

453884 AA359925 Hb^232 KIAADiaB^neprodud 8.42 

413318 AU07e6Q7 Ks.75285 tnter-dpha {<|lDbulln) InhlbftOTp H2 po< 8.35 

430B35 AI2400D6 H5.192326 ESTs &33 

^- 416859 H43437 Hs.80305 hypathshc^ prctein MGC14258 8^30 

35 423905 AW579960 Hs.l35l50 lung typo-l cell membrane^soclated gl^ 8.26 

407340 AABIOlOa K&2842S9 vHIDgo^ssoclalBdpRltfiilhVrT.I 8.25 

449260 AA74t180 HG.2g879 ESTs 8.25 

430255 AKOOOZOS H3.323a22 HamsafnensinRHAfbrKlAAlSSI pcotein, SlIB 

448B44 Al56lfil9 Hs.l77l64 FGENE8H predicted novel cell surface pr 6Ll7 

40 431840 AA53490e tis^GO POUdoiii3Hc1^5.lrBnscnplionfado 8.14 

426479 Y00272 f^s.334562 cdl dnrlskn cyde 2. 61 to 8 aid G2 1o 8.14 

428083 AW962712 Hs.l267l2 ESTs. Weakly similar b AFigi020 1 E2IG5 8.03 

425572 AB011076 H5.158307 undlReraiittalsdeiiibiyoiaccBaOBnscn 7.98 

410420 AA224053 Hs.172405 cell (fiviaton cycle 27 7.90 

45 453876 AW964440 Hs-19025 DC32 7.75 

430287 AW182459 K3.125759 ESTs.Wfe^ similar to IEU5JHUMANLEUKE 7.66 

453913 AW004683 Hs.78934 nujtS(E.ooiqhomolo3 2 (colon cancer^ 7.6S 

421974 AA301Z70 gb:ESTl4l92To5lBliiinorHoinoS4)ien&cD 7.® 

_^ 432840 AK001403 tis.279521 hypolhetlcd pfbleln FU20S30 7.65 

50 451950 AW2923t7 Hs.213307 ESTs 7.80 

412265 AA101325 H&e8154 hyFQthe&:dpn^FLn2457 7.99 

435614 AW592fia4 ESTs 7.55 

431D41 AA4g0967 Hs.197965 KIAA0704pnilBlR 7.55 

432415 T16971 Hs.289014 ESTs. WMkIrs1mBsrbA43932 mucin 2 p 7Si 

55 416830 BE513731 K&a8959 hypdheHcd protein MGC4d1 6 7.38 

409421 AA199Q83 Hs.67624 ESTs 7.3S 

448433 Al6720g6 Hs.90l2 ESTs.Wle^a'nilartoS266S0DNA^Indl 7.^ 

458570 AW97l6gB Hs.12627 TJ6prolBln 7.30 

441287 AW293132 H5.131373 ESTs 7.30 

60 434609 R76593 gb:yi6Qc11j'l Soares placenta Nb2HP Homo 7.25 

432239 X61334 Hs.2936 matrix nrtetaloprotelnase 13 {coHaganeea 7.25 

441425 AA933590 HB.2B937 han)eolx»tpfloleIri1kDmAL590526 7.25 

446293 AI420213 Hs.149722 UMdbnraintanscrtplkxifeclQrUM-l (h 7.21 

414136 AAai2434 8MC2(8(nKluiBT(n3lnten8nc8orchromD3D 7.20 

65 409089 NMJD14781 Ks.50421 KlAA0203g(inBpTDdaci 7.19 

422938 NIVL001609 H8.1594 c8ntrDmerepralGinA{17kD) 7.18 

441421 AA356792 Hs.334a24 hypothetlcatprateln FU14B25 7.15 

4G2226 AAD248g8 Hs.lS7l03 ESTs 7.15 

„ 435918 AF283538 H&86232 gra««idiifaiBnliBtiDnbclor3 7.14 

70 416661 NKA.00t949 Hs.1189 E2Fb-ans<»iptian13ac(or3 7.1Q 

438360 A}9527B6 Hs.l5d100 ESTs 7.10 

442950 AI500417 Hs.46764 ESTs 7.00 

415684 058356 snfaHol dehydiogenase 7.00 

446336 R5384B Hs>44Sr7G ESTs 7.00 

75 453183 AWDB6185 H5223856 ESTs 7.D0 

444434 NNL004649 H5.11171 APG5(aulophagy5.S.cerevislae>nte 6.95 

422665 AJ011B12 Hs.11901B baiscnpb'Dn factor NRF &95 

437421 AAOITOSZ ESTs €195 

42B016 AP003001 Hs.194562 tslomeric repeat binding fector ^IMArln 6.94 

sO 408045 AWf38959 H3245123 ESTs 6.90 

4^8588 AI97D276 H5.156905 KIAA1676 8.89 

433764 AW7S3676 H8.399B2 zinc fiRger protein RINZF{NM-023629} 6.85 

439780 AL1096aB gbMomosafriensmRNA full length bisert 6.85 
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A1262106 


Hs.12653 


ESTs 
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417791 
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Hr 111471 
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ESTs 


R m 

DlOU 


4240B5 
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6.75 
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U23752 
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425427 


A1852682 


Hs.1 57205 
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447254 
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Hs 17SD6 
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418379 


AA21B940 


Hs. 137516 
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438494 
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ESTs 
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6.40 
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423642 


AW4S26S0 
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416111 
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430902 


AW247145 
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457065 


A147fi11R 
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Hs 170623 
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4461^ 


68)45641 


Hs 107573 


ESTs 




432359 


AA07G049 
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9mKI 


423728 


AW891294 


Hs.132136 




5L6S 


457289 




Me 447A7A 
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aw 


433B49 


BE4656B4 
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412642 


BE244598 
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438460 
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COIG 


5.75 


442461 
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jicnuw sapiens cuna. tljaaik) nSi Giono ri 
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He 1fl09a 
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5i.75 


42S249 
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Eli 

Sl/4 
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402145 






T&I^gGt EXDR 


5.71 


447176 


AW594641 


H5.192417 


E8Ts 


sIto 


458B14 


A1496gS7 


H6.17QB61 


ESTb. Vltoal(^Marto219mUMAN ZINC 


&65 


4429BQ 


AAB57D25 


Hs.887a 


!(ii8Sin-lilta 1 


5.65 


419131 


AA406293 


HSJ09526 


ESTs 


5L60 


4502M 


NM.0Q4665 


Hs.99231 


neuropeptide G protan-coupled receptoi; 


5.60 


441627 


AA947552 


H&5B0S6 


branched ch&li> smlnolransfefase 1, cylos 


SJBO 


440304 


BEl5998i 


Ks.t25395 


ESTs 


5.60 


440553 


AA8Ba416 


Hs.344043 


Homo sapiens cONA f U14459 lis. done HE 


5.56 


442333 


A1650B77 


Hs,1 29302 


ESTs 


5^ 


453941 


U39817 


Hs.36e20 


BtoomEyndRxne 


&57 


415799 


AA^16 


Hs^5B41 


DKFZP434D193pioteIn 


5.57 
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H&24fi973 
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427147 
451050 
450113 
416678 
437812 
431364 
449592 
445517 
41665B 
430044 
437036 
423D06 
409103 
420900 
437257 
440738 
412723 
441122 
414151 
435663 
448986 
433701 
443486 
440842 
432407 
401837 
423739 
424315 
453900 
415717 
428329 
427119 
432117 
446837 
4420D7 
422797 



445577 
445413 
449670 
436Z11 
429829 
424235 
448038 
430272 
422004 
420424 
447924 
422B31 
453448 
438378 
418235 
427061 
441553 



426496 
41DS29 
448757 
457107 
408332 
440138 
407568 
409798 
431215 
4163S0 
452197 
420333 
403780 
418378 
418894 
42S623 
443637 
414812 
453716 
402299 
411945 
414034 
409086 
437496 
416661 
450375 
416201 
420348 



AA398587 

AVV937420 

A168309B 

NM.Q01327 

AISB2291 

BED4695B 

AI655494 

U03272 

AM6451D 

A1571614 

U2g7QO 

AF251237 

AL045B33 

AI283085 

AI004€S0 

AAfi48459 

H56777 

AW3764fi8 

AK123707 

K42169 

AW44SD23 

NML003428 

AA907288 

AA221035 

AA3981S6 

AW614850 

AW0D3582 

AA167270 

AA42fiD91 

AW880582 

AU036195 

AW273055 

AA301116 

AB033Q64 

AI283476 

N40696 

AA1S1342 

R)7693 

AKD015B1 

BE501732 

Nht003181 

AW01SD73 

mm 

AF129535 

AB033036 

A1B17225 

BE218919 

AIJ036710 

AW976529 

e£072634 

AW293165 

AA2ai219 

A1761902 

091765 

H47233 

Af366784 

AA418246 

H91230 

AB033023 

AA740964 

AA248S67 

AA496078 

AF18B625 

AW023585 

AJ001383 

AW962D81 

W73921 

AA382826 

O1330S 

X72755 

AA03767S 

AL033527 

U89277 

AM]62S80 

AA452378 

AA634543 

AA009647 

AA467752 

AL1373a5 



Hs.97414 

H5.200B66 
HSw1G7379 
H&.16B46 

Hs.251673 
Hs.1 95718 
H5.12830 
H5.79432 
Hs.152ai2 

H5,123014 

Hs.1 12208 

Hs.44269 

H8.290931 

Hs.226674 

HS.3359S1 

H5.121084 

Ha.257245 

Hs.134273 

Hs.347310 

Hft.15165 

Hs.g450 

Hs.130173 

H8.13273 

H8.97600 

H5.193384 

HS226414 

H8.130435 

KsJB453 

Hs.272525 

K5^909 

Hs.l5659e 

Hs,142838 

Hs.236463 

Hs^3478 

Ks.137064 

Hs.12677 

H8.856Q3 

HS.33482B 

Hfi.30S22 

Hs.143507 

Hs232026 

HS.23765B 

Hs.272027 

Hb.9^4 

Hs.313413 

Hs,1187S9 

HS209527 

K8J6434 

H8.143134 

Hs.121296 

Hs.99597 

H5,170114 

}10)643 

Hs.49820 

R8.185796 

Hs.234794 

H5.31d127 

H8.62689 

H53D237 

Hs.121554 

K&ie9507 

H3.232048 

Hs.970a4 



H8^43 

Hs.132793 

Hs^03 

Hb.77367 

H8.152675 

Hs^2137 
H8,30Sg6S 



Hs.146668 
Hs.79440 

H8.195161 
HB.g7140 



ESTs 
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454679 AW813110 gt]cCM4^TOlBWM1D8W121-l056T0189Homo 3.95 

451866 W3737 R3.331S6 ESTs»Waddy similar to unknown pioteln ZJBS 
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